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Table 6-2 

Probe Ho . Base Sequence 



31 


aca cag act Tac cga 989 a 


' SEQ 


ID .No 


: 302) 


32 


9 9*9 99^ aCg tgc gtg 


r SEQ 


ID 


No 


:303) 


33 


999 aag gaG acg ctg 9a 


' SEQ 
t SEQ 


Tn 
xu 


wo 


: 304) 


34 


9 aag gag aCg ctg gag c 


ID 


No 


: 305) 


35 


9 9^9 99c ctg tgc gtg 


r SEQ 


XiS 


NO 


:306) 


36 


c gtg gag tCg etc cgc 


f SEQ 




No 


:307) 


37 


c ggg 9ag cTc cgc ttc 


/ SEO 


ID 


No 


:308) 


38 


c gec gcg Aac a eg gcg 


/ CPA 

[ oty 


ID 


No: 


: 309) 


39 


tg cgc ggc Cac tac aac 


( SEQ 


ID 


No: 


:310) 


40 


9 9ag 99c Ctg tgc gtg 


( SEQ 


ID 


No 


:311) 


41 


g gec cgt gTg gcg gag 


( SEQ 


ID 


No 


:312) 


42 


g gag cag cTg aga gec t 


( SEQ 


ID 


NO 


:313) 


43 


ca cag ate tCc aag acc aa 


( SEQ 


ID 


No 


:314) 


44 


aca cag act Tac cga gag 9 


( SEQ 


ID 


No 


:315) 


45 


c cga gag Gac ctg egg 


( SEQ 


ID 


No 


:316) 


46 


cc ctg etc Cgc tac tac 


( SEQ 


ID 


No 


:317) 


47 


tat gac cag Gac gee tac 


( SEQ 


ID 


No 


:318) 


48 


agg tat ttc Gac acc gec 


< SEQ 


ID 


No 


:319) 


49 


c acc gee Atg tec egg 


( SEQ 


ID 


No 


:320) 


50 


gag ccg cCg gcg ccg 


( SEQ 


ID 


No 


:321) 


51 


g gag 99c Acg tgc gtg 


( SEQ 


ID 


No 


:322) 


52 


9 agg aag agC tea ggt 99 


( SEQ 


ID 


No 


.323) 


53 


cc gcg etc Cgc tac tac 


( SEQ 


ID 


No 


:324) 


54 


c ctg egg aTc 9cg etc 


( SEQ 


ID 


No 


:325) 


55 


g egg ate gCg etc cgc 


( SEQ 


ID 


No 


:326) 


56 


tc gcg. etc Cgc tac tac 


( SEQ 


ID 


No 


:327) 


57 


g aag gac aCg ctg gag c 


( SEQ 


ID 


No 


:328) 


58 


ac aca cag aCc ttc aag ac 


< SEQ 


ID 


No 


:329) 


59 


g acg atg taT ggc tgc ga 


( SEQ 


ID 


No 


:330) 


60 


gg gac egg Gac aca cag 


( SEQ 


ID 


No 


:331) 


61 


ac cac cag Gac gee tac 


( SEQ 


ID 


No 


:332) 
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Table 6-3 



Probe No. 

62 
63 
64 
65 
66 
67 
68 
69 
70 
71 
72 
73 
74 
75 
76 
77 
78 
79 
80 
81 
82 
83 
84 
85 
86 
87 



90 
91 
92 



Base Sequence 



aac aca cag Get gac cga 
gec ctg ggC ttc tac cc 
c acc cag cTc aag tgg g 
ct tgg cag aCg atg tat gg 
t aac cag ttA gec tac gac 
c tgc gac Ctg ggg ccg 
a tct tec caA tec acc gtc 
g aga gec tGc ctg gag g 
acc etc cag Tgg atg tat g 
a gca gga gaC aga acc ttc 
a tgg gag ccA tct tec ca 
tc tac acc Gec gtg tec 
tec atg agg Cat ttc tac ac 
g ggg ccg gaA tat tgg ga 
tc cgc aga Cac ctg gag 
g acg ctg Cag cgc gcg 
etc teg ggA gec ctg g 
egg gcg ccA tgg ata ga 
g gac egg gaG aca cag at 
eg gag cag Tgg aga gec 
t cag gac acC gag ctt gt 
c gac ggc aaA gat tac ate 
tgg acc gcG gcg gac a 
c gec ctg aaT gag gac ct 
cag ttc gtg Cgg ttc gac 
gtg gtc get Act gtg atg 
ag agg atg tTt ggc tgc g 
ca cag ate tGc aag acc aa 
agg atg gcT ccc egg g 
tgc gtg gaC ggg etc c 
gc tec cac tTc atg agg t 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 
SEQ 



ID Ho: 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No: 
ID No: 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 
ID No 



:333) 
:334) 
:335) 
:336) 
:337) 
:338) 
:339) 
:340) 
:341) 
:342) 
:343) 
:344) 
:345) 
:346) 
:347) 
:348) 
:349) 
:350) 
:351) 
:352) 
:353> 
:354) 
:355) 
:356) 
:357) 
:358) 
:359) 
:360) 
:361) 
:362) 
:363) 
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Table 6-4 
Probe No. 

93 
94 
95 
96 
97 



100 

101 

102 

103 

104 

105 

106 

107 

108 

109 

110 

111 

112 

113 

114 

115 

116 

117 

118 

119 

120 

121 

122 

123 



Base Sequence 



gcc tec gcG cag act ta 
tg gtg gtg cTt tct gga g 
ac cac ccc Gtc tct gac 
ac egg gag aTa cag ate tc 
g agg atg gCg ccc cg9 
g agg atg tCt ggc tgc g 
c gcg gac aAg gcg get 
cc etc cag aCg atg tac g 
c etc cag acG atg tac gg 
aac ctg cgC ace gcg c 
ag gac ctg Age tec tgg 
gc ttc ate Gca gtg ggc 
atg gcg ccC egg gcg 
c gac gcc Acg agt ccg 
cag ctg aga Ace tac ctg 
cc aac aca cGg act tac c 
ggg aag gaG acg ctg ca 
ac gac acg cTg ttc gtg a 
ct tac cga gTg aac ctg c 
c cga gtg aAc ctg egg a 
at aac cag tTc gcc tac ga 
gtg agg ttc Aac age gac 
c acc cag cAc aag tgg g 
eg gag cag cTg aga acc t 
agg tat ttc Cac acc tec g 
a aag aca caT gtg acc cac 
ate tec aag aTc aac aca ca 
g gcc cgt Cag gcg gag 
g ata gag caA gag ggg cc 
cag act tac Aga gag age c 
g aat atg taT ggc tgc gac 



SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 
SEQ ID 



No : 364) 
NO: 365) 
NO : 366) 
N <> : 367) 
No :368) 
No : 369) 
No : 370) 
No>371) 
No : 372) 
No :373) 
No :374) 
No :375) 
No :376) 
No :377) 
No : 378) 
No : 379) 
No : 380) 
No :381) 
No :382) 
No :383) 
No :384) 
No :385) 
No :386) 
No :387) 
No :388) 
No :389) 
No :390) 
No :391) 
No :392) 
No ;393) 
No :394) 
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Table 6-5 



Probe No. 

124 

125 

126 

127 

128 

129 

130 

131 

132 

133 

134 

135 

136 

137 

138 

139 

140 

141 

142 

143 

144 

145 

146 

147 

148 

149 

150 

151 

152 

153 

154 



cgc ttc att Gca gtg ggc 
gcc ctg aaG gag gac ct 
ct tac cga gTg age ctg c 
g agg atg tGc ggc tgc g 
g ata gag caA gag ggg cc 
ca cag ate tGc aag gcc a 
c ctg cgc aCc gcg etc 
cgc acc gCg etc cgc 
. c etc cag aaT atg tat ggc 
gg ccg gag Cat tgg gac 
tc tac cct gGg gag ate a 
g gac acg gcA get cag at 
g ggg 9ea Gtg gcc ctg 
gag gcc ggT tct cac ac 
tec egg ccT ggc cgc 
ac cac cag Cac gcc tac 
acc tgg gcT ggc tec c 
g gtc acg gAg ccc cga 
g ccg gag tTt tgg gac c 
c etc cag aaT atg tac ggc 
c ctg egg aCc ctg etc 
ct cag ate Tec cag cgc 
g ctg aga gcT tac ctg ga 
c ggg cgc Ttc etc cgc 
at gac cag tTc gcc tac g 
cgc ggg cat Aac cag ttc 
egg ccc gTc cgc ggg 
gcg gac acC gcg get c 
tct cac ate Ate cag age a 
gtg ggg ccC gac ggg 
acg gag ccC egg gcg 



Base Sequence 

SEQ ID No :395) 
SEQ ID No :396) 
SEQ ID No :397) 
SEQ ID No :398) 
SEQ ID No :399) 
SEQ ID No : 400) 
SEQ ID No : 401) 
SEQ ID No: : 402) 
SEQ ID No : : 403) 
SEQ ID No :404) 
SEQ ID No :405) 
SEQ ID No :406) 
SEQ ID No :407) 
SEQ ID No :408) 
SEQ ID No :409) 
SEQ ID No :410) 
SEQ ID No :411) 
SEQ ID No :412) 
SEQ ID No :413) 
SEQ ID No :414) 
SEQ ID No :415) 
SEQ ID No :416) 
SEQ ID No :417) 
SEQ ID No :418) 
SEQ ID No :419) 
SEQ ID No :*20) 
SEQ ID No :42l) 
SEQ ID No :422) 
SEQ ID No :423) 
SEQ ID No :424) 



SEQ ID No : 425) 
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Table 6-6 
Probe No. 

155 

156 

157 

158 

159 

160 

161 

162 

163 

164 

165 

166 

167 

168 

169 

170 

171 

172 

173 

174 

175 

176 

177 

178 

179 

180 

181 

182 

183 

184 

185 



Base Sequence 



t ccg agg aCg gag ccc 
ac ctg cgc gAc tac tac a 

g tec gec tGc gac ggc 
tec tgg acA gcg gcg g 
c cga gag aAc ctg cgc a 
g ggg ccg gGa tat tgg g 

tg gag ggc Atg tgc gtg 
g gag ggc aTg tgc gtg g 
gcg gcg gaG ace gcg 
g gag ggg ccA gaa tat tg 
ct tgg cag aCg atg tac g 
t tgg cag acG atg tac gg 
cag egg aga Acc tac ctg 
ggc cgc ggA gag ccc 
c acc etc caC agg atg ta 

eg gag cag Tgg aga acc 
cag tgg aga Acc tac ctg 

g ate acc c6g cgc aag t 

c cag age aCg tac ggc t 

g gcg gee cTt gtg gcg 
acc tgg gcG ggc tec c 

gtc acg gcA ccc cga ac 
agg tat ttc Cac acc gec 

gt ccg agg Aag gag ccg 

g cgc aag tTg gag 9cg g 
acc tgg gcT ggc tec c 

tgc gtg gaT tgg etc eg 
cat aac cag Aac gee tac g 

t tgg gac cCg gag aca c 
ate ate cag Gtg atg tat gg 
gac ggc aag Aat tac ate g 



SEQ ID HO 
SEQ ID No 
SEQ ID Ho 
SEQ ID Ho 
SEQ ID Ho 
SEQ ID No 
SEQ ID No 
SEQ ID No: 
SEQ ID Ho: 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 
SEQ ID No 



426) 
427) 
:428) 
:429) 
:430) 
:431) 
:432) 
:433) 
:434) 
:435) 
:436) 
:437) 
:438) 
:439) 
:440) 
:441) 
:442) 
:443) 
:444) 
:445) 
:446) 
:447) 
:448) 
:449) 
:450) 
:451) 
:452) 
:453) 
:454) 
:455) 
:456) 
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Table 6-7 



Probe No. Base Sequence 



186 


at aac cag tCc gcc tac g 


( SEQ 


ID 


No 


:457) 


187 


ctg egg aaG ctg cgc g 


( SEQ 


ID 


No 


:458) 


188 


t cac act tgG cag agg atg 


( SEQ 


ID 


No 


:459) 


189 


c acg ctg Cag cgc gcg 


( SEQ 


ID 


No 


:460) 


190 


ac cat gag gTc acc ctg a 


( SEQ 


ID 


No 


:461) 


191 


a cag ate tcG aag acc aac 


( SEQ 


ID 


No 


:462) 


192 


gcc cgt gtC gcg gag c 


( SEQ 


ID 


No 


:463) 


193 


g cgc acc Gcg etc eg 


(SEQ 


ID 


No: 


:464) 


194 


c cgc ttc atT gca gtg gg 


( SEQ 


ID 


No: 


:465) 


195 


c ctg cgc aCc ccg etc 


( SEQ 


ID 


No: 


:466) 


196 


cc ccg etc Cgc tac tac 


( SEQ 


ID 


No: 


:467) 


197 


g tat tgg gaG egg gag ac 


( SEQ 


ID 


No 


:468) 


198 


gc ggg cat Aac cag gac 


( SEQ 


ID 


No 


:469) 


199 


cat aac cag Gac gcc tac 


( SEQ 


ID 


No: 


:470) 


200 


etc cgc ggg Tat aac cag 


( SEQ 


ID 


No: 


:471) 


201 


ccg tgg gtG gag cag g 


( SEQ 


ID 


No: 


:472) 


202 


g egg ate Gcg etc cgc 


( SEQ 


ID 


No 


:473) 


203 


c acg ctg ttG gtg agg tt 


( SEQ 


ID 


No 


:474) 


204 


c ctg tgc gCg gag teg 


( SEQ 


ID 


No 


:475) 


205 


gat tac ate Acc ctg aac g 


( SEQ 


ID 


No 


:476) 


206 


gg tat aac cGg tta gcc ta 


( SEQ 


ID 


No 


:477) 


207 


ag gac aga gTc tac ctg g 


( SEQ 


ID 


No 


:478) 


208 


aag tac aag Cgc cag gca 


( SEQ 


ID 


No 


:479) 


209 


ca cag act gGc cga gtg a 


( SEQ 


ID 


No 


:480) 


210 


get get gtg Gtg tgt agg 


( SEQ 


ID 


No 


:481) 


211 


aac ctg etc Cgc tac tac 


( SEQ 


ID 


No 


:482) 


212 


cag aag tgg Aca get gtg 


( SEQ 


ID 


No :483) 


213 


cag cgc gcG gac cec 


( SEQ 


ID 


No 


:484) 


214 


c ttc ate tcC gtg ggc ta 


( SEQ 


ID 


No 


:485) 


215 


c gtg gag Ggg etc cgc 


( SEQ 


ID 


No i486) 


216 


eg etc cgc Gac tac aac 


( SEQ 


ID 


No :487) 
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Table 6-8 



Probe No. 



Base Sequence 



217 

218 

219 

220 

221 

222 

223 

224 

225 

226 

227 

228 

229 

230 

231 

232 

233 

234 

235 

236 

237 

238 

239 

240 

241 

242 

243 

244 

245 

246 



c ggg cat aaA cag tac gc 
c etc cgc ggT tat aac ca 
c etc etc cCc ggg cat 
g acg gag Acc egg gcg 
g gag ggg cGg gag tat t 
gca gga gat Gga acc ttc 
g ggg ctg cTg aag ccc 
egg gtc aCg gcg ccc 
t ccg agg aCg gag ccg 
cga gag aac Ttg egg ate 
c gcg agt cAg agg acg g 
g gag ccc cCc ttc ate g 
g ggg ccg gCg tat tgg 
t ccg aga gGg gag ccg 
ct tgg cag aTg atg tat gg 
g tac aag gGc cag gca c 
tc ate cag gTg atg tat gg 
t gac cag tcT gee tac ga 
gcg gac acA gcg get c 
tat tgg gac Ggg gag aca 
cgc ggg tat Aac cag tac 
ct cag ate ale cag cgc a 
c gcg etc cCc tac tac a 
at tgg gac gAg gag aca c 
gee cgt gCg gcg gag. 
g aag gag aCg ctg cag c 
gcg agt ccA aga ggg ga 
get gtg gtC get gtg gt 
c ctg gag gAc ctg tgc g 
a get gtg gtT get act gtg 



( SEQ 


ID 


No: 


488) 


( SEQ 


ID 


No : 


489) 


( SEQ 


ID 


No: 


490) 


( SEQ 


ID 


No : 


491) 


( SEQ 


ID 


No ; 


492) 


( SEQ 


ID 


No • 


493) 


( SEQ 


ID 


No 


494) 


( SEQ 


ID 


No: 


495) 


( SEQ 


ID 


No: 


496) 


( SEQ 


ID 


No 


:497) 


( SEQ 


ID 


No 


498) 


( SEQ 


ID 


No 


:499) 


( SEQ 


ID 


No 


:500) 


( SEQ 


ID 


No 


:501) 


( SEQ 


ID 


No 


:502) 


( SEQ 


ID 


No 


:503) 


( SEQ 


ID 


No 


:504) 


( SEQ 


ID 


No 


:505) 


( SEQ 


ID 


No 


:506) 


( SEQ 


ID 


No 


:507) 


( SEQ 


ID 


No 


:508) 


( SEQ 


ID 


No 


:509) 


< SEQ 


ID 


No 


:510) 


( SEQ 


ID 


No 


:511) 


( SEQ 


ID 


No 


:512) 


( SEQ 


ID 


No 


:513) 


( SEQ 


ID 


NO 


:514) 


( SEQ 


ID 


No 


:515) 


( SEQ 


ID 


No 


:516) 


( SEQ 


ID 


No 


:517) 
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Table 


7 










Allele 


i-Probe List 1 




B*070201 0 


1 


2 3 


4 5 6 




B*070202 9 








c 


B*070203 10 








B*0703 


11 










B*0704 


12 










B*0705 


13 


14 








B*0706 


13 








i n 

X U 


B*0707 


15 










B*0708 


16 


17 








B+0709 


18 










B*0710 


19 










B*0711 


20 


18 






XD 


B*0712 


21 


22 


23 


24 




B*0713 


25 


26 


27 






R*0714 


28 


21 


29 


30 




B*0715 


31 


27 








B*0716 


11 


32 






9fl 
^ U 


B*0717 


30 


33 








B*0718 


28 


22 








B*0719 


12 


34 


35 


36 




B*0720 


37 


38 








B*0721 


39 








25 


B*0722 


40 










8*0723 


41 










B*0724 


42 
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B*0725 


43 


44 












B*0726 


45 














B*0727 


46 


32 


47 


48 








B*0728 


30 


49 










5 


B+0729 


50 


51 












B*0730 


52 














B*0731 


53 


34 












B+0801 


50 


54 












B*0802 


50 


55 


54 








10 


B*0803 


56 


57 


58 


13 


43 


44 




B*0804 


50 


46 


13 


44 


53 


59 




B*0805 


.60 














B*0806 


50 


16 


20 


13 


53 


59 




B*0807 


50 


16 


44 


53 


59 




15 


B*0809 


50 


61 


13 


44 


53 


59 




B*0810 


50 


62 


63 


13 


44 


53 




B*0811 


50 


16 


13 


44 


59 






B*0812 


50 


15 


13 


44 


53 


59 




B*0813 


50 


16 


64 


53 


59 




20 


B*0814 


50 


65 


44 


53 


59 






B*0815 


66 


44 


34 


59 








R*081 fi 


67 


44 


59 










B*0817 


50 


68 


20 


69 








B*1301 


21 


70 


54 








25 


B*1302 


71 


70 


54 










B*1303 


55 


61 


72 


43 


64 


37 




BH304 


73 


18 


64 


74 
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B*1306 70 34 
B*1308 75 

BH309 71 61 72 70 

B*1310 33 70 
5 B*1311 70 69 

B*1401 76 77 78 

B*1402 79 76 77 78 

B*1403 79 76 77 

B*1404 80 
10 B*1405 79 81 45 82 83 

B*140601 79 81 15 45 82 83 

B*140602 79 81 84 45 82 83 

B*15010101 85 86 87 68 32 88 89 54 

B*150102 90 91 88 37 83 
15 B*150103 92 

B*150104 93 37 

B*1502 85 46 22 30 33 45 89 54 

B*1503 85 10 87 68 94 15 18 45 89 54 

B*1504 85 61 88 89 54 
20 B*1505 15 43 64 37 89 95 

B*1506 96 45 95 54 

B*1507 86 87 68 32 88 54 

B*1508 85 16 32 88 89 54 

B*1509 85 97 45 89 54 
25 B*1510 85 10 19 98 15 45 89 54 

BM51101 85 86 32 88 89 54 

B*151102 99 
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B*1512 100 

B*1513 85 58 22 30 33 45 89 54 
B*1514 85 38 89 54 
B*1515 85 86 46 32 88 89 54 
5 B*1516 101 54 

B*151701 102 65 89 95 54 
B*1518 85 10 19 98 15 18 45 89 54 
B*1519 103 
B*1520 85 104 54 

10 B*1521 85 19 22 30 33 45 89 54 

B*1523 85 19 98 58 15 18 45 89 54 
B*1524 57 58 15 18 91 88 37 83 
B*1525 85 87 68 22 30 33 45 89 54 
B*1527 96 88 37 

15 B*1528 105 

B*1529 85 16 17 15 18 45 89 
B*15.30 68 13 91 88 37 
B*1531 106 15 30 33 43 64 37 83 
B*1532 107 88 37 

20 B*1533 108 

B*1534 68 109 18 91 88 37 83 
B*1535 110 111 18 91 88 37 83 
B*1536 112 30 33 45 42 37 113 83 
B*1537 10 19 32 114 45 37 82 

25 B*1538 88 82 83 

B*1539 115 106 87 68 94 15 18 45 37 83 
B*1540 115 106 87 68 94 15 18 45 83 
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B*1542 68 32 71 61 73 72 34 83 . 

B*1543 47 88 37 83 

B*1544 19 33 91 45 34 83 

B*1545 116 117 86 87 68 32 91 88 37 83 
5 B*1546 85 115 118 119 87 68 32 18 88 37 83 

B*1547 10 87 68 94 32 15 18 114 91 83 

B*1548 68 13 120 121 122 83 

B*1549 123 

B*1550 18 88 34 83 
10 B*1551 19 18 43 44 37 35 113 83 

B*1552 85 19 15 43 64 83 

B*t553 85 124 118 119 87 68 32 18 88 37 83 

B*1554 85 10 87 68 32 88 89 54 

B*1555 85 43 64 89 54 
15 B*1556 87 125 32 15 18 91 88 37 83 

B*1557 126 127 37 113 83 

B* 1 558 85 128 88 37 83 

B*1560 129 

B*1561 10 87 68 94 15 18 114 45 37 83 
20 B*1562 10 87 68 94 32 21 22 23 24 18 114 91 45 37 113 83 

B*1563 116 117 86 87 68 32 15 91 88 37 83 

B*1564 10 46 94 32 15 18 114 45 37 83 

B*1565 116 115 106 87 68 94 32 15 18 91 .37 83 

B*1566 85 130 32 88 89 54 
25 B*1567 131 

B*1568 87 68 32 88 89 

B*t569 68 18 45 120 132 83 
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B*1570 116 117 86 87 68 94 15 18 91 88 37 83 
B*1571 133 86 87 68 32 15 88 89 
B*1572 10 19 18 45 37 134 89 
B*1573 72 88 37 83 
5 B*1574 135 
B*1575 136 

B*180101 137 32 15 54 
B*180102 138 





B*1802 


137 


139 54 


10 


B+1803 


137 


15 54 




B*1804 
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133 
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137 


87 68 32 15 43 64 82 


20 


B*1813 


133 


137 46 32 15 43 82 




BH814 


133 


137 46 32 43 64 82 




B*1815 


133 


137 46 32 15 45 82 
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B*2701 
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25 
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B*270502 130 149 146 65 114 64 54 
B*270503 150 

B*270504 151 130 149 146 139 65 114 43 64 83 
B*270505 152 
5 B*270506 153 114 
B*2706 148 

B*2707 149 48 13 64 54 
B*2708 130 146 65 43 54 
B*2709 154 

10 B*2710 130 149 146 139 65 114 45 83 

B*2711 155 48 13 43 64 54 

B*2712 130 98 146 65 43 54 

B*2713 130 149 146 65 114 64 54 

B*2714 149 73 65 114 43 64 83 
15 B*2715 146 65 34 83 

B*2716 130 98 149 146 139 65 114 43 64 83 

B*2717 156 

B*2718 133 124 68 94 32 146 65 114 45 83 

B*2719 149 21 29 65 114 43 64 83 
20 B*2720 146 13 45 83 

B*2721 130 48 15 30 114 45 83 

B*2723 16 17 32 157 48 146 65 43 64 83 

B*2724 48 158 83 

B*2725 146 37 83 
25 B*350101 16 17 21 22 18 114 43 64 37 104 54 

B*350102 159 

B*3502 160 
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B*3503 161 114 43 64 37 104 54 

B*3504 24 13 114 43 64 37 104 54 

B*3505 16 17 18 114 43 64 37 104 54 

B*3506 13 128 114 43 64 37 104 54 
5 B*3507 162 

B*3508 16 17 21 22 18 114 43 37 104 54 

B*350901 24 13 43 64 37 104 54 

B*350902 16 24 13 43 64 37 113 83 

B*3510 87 125 17 32 21 22 23 24 18 114 163 43 64 37 
10 B*3511 16 17 21 22 18 114 45 37 104 54 

B*3512 13 114 43 64 37 104 54 

B*3513 87 125 32 24 161 114 163 43 64 37 113 83 

B*3514 163 88 37 83 

B*3515 16 17 21 22 18 114 43 64 104 54 
15 B*3516 87 125 17 32 21 164 18 114 163 43 64 37 113 83 

B*3517 165 166 16 17 32 21 164 18 114 163 43 64 37 113 83 

B*3518 16 17 21 24 13 43 37 113 83 

B*3519 119 16 17 32 21 22 23 24 18 114 163 43 64 37 113 83 
B*3520 167 166 46 94 32 21 22 23 24 18 114 163 43 64 37 113 83 
20 B*3521 18 114 163 45 37 82 

B*3522 167 16 13 114 163 43 64 37 83 
B*3523 168 18 43 64 37 83 
B*3524 18 43 64 37 82 

B*3525 10 16 17 32 21 22 23 24 18 114 163 43 64 37 113 83 
25 B*3526 81 42 37 83 

B*3527 16 17 169 21 22 23 24 18 114 163 43 64 37 113 83 

B*3528 167 166 87 68 94 32 21 22 23 24 18 114 163 43 64 37 113 
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83 

B*3529 165 166 16 17 21 22 23 24 18 114 163 43 64 37 113 83 
B*3530 165 166 16 17 32 21 170 24 18 114 s 163 43 64 37 113 83 
B*3531 151 165 16 17 32 13 43 64 54 
5 B*3532 165 166 16 17 32 15 164 18 114 163 43 64 37 113 83 
B*3533 16 32 24 161 114 163 43 64 11.3 83 
B*3534 165 166 16 17 32 21 22 23 24 114 163 43 64 37 113 83 
B*3535 18 43 64 120 132 83 
B*3536 171 

10 B*3537 71 61 73 24 18 114 163 43 64 37 113 83 
B*3538 21 161 163 43 44 37 35 113 83 
B*3539 165 166 16 17 32 28 29 114 163 43 64 37 83" 
B*3541 172 

B*3542 155 104 95 54 
15 B*3543 167 16 32 15 88 54 
B*3544 16 13 91 88 37 83 
B*3545 21 24 18 163 43 37 38 83 
B*3701 173 54 

B*3702 32 47 146 65 114 64 54 
20 B*3704 173 82 54 
B*3705 173 44 34 
B*3801 56 58 15 64 120 77 78 
B*380201 144 55 15 64 120 77 78 
B*380202 174 

25 B*3803 81 68 175 55 15 13 128 64 120 132 83 

B*3804 87 169 144 55 15 13 128 43 64 120 132 83 
B*3805 79 56 58 15 64 120 77 
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B*3806 16 56 58 15 13 128 43 64 120 132 83 

B*3807 176 

B*3808 81 177 178 83 

B*3809 179 
5 B*390101 19 98 15 64 120 77 78 

B+390103 19 77 54 

B*390104 180 

B*390201 68 77 54 

B*390202 68 94 15 64 120 77 78 
10 B*3903 19 98 64 120 77 78 

B*3904 116 19 98 15 64 120 77 78 

B*3905 32 15 64 120 77 78 

B*390601 71 181 64 120 77 78 

B*390602 71 61 64 120 77 78 
15 B*3907 81 18 64 120 132 

B*3908 68 32 15 182 77 78 

B*3?09 107 77 78 

B*3910 11 15 64 120 77 78 

B*3911 81 19 32 15 182 89 
20 B*3912 183 113. 

B*3913 68 32 15 13 128 43 64 T20 132 83 

B*3914 81 19 98 13 64 120 132 83 

B*3915 81 19 98 15 161 64 120. ±32 83 

B*3916 184 
25 B*3917 185 120 132 83 
B*3918 81 88 186 132 83 
B*3919 166 19 98 15 13 128 43 64 120 132 83 
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B*3920 169 15 13 128 43 64 120 132 83 
B*3922 81 187 130 98 15 13 128 64 120 132 83 
B*3923 188 
B*3924 189 
5 B*3926 190 

B*3927 98 66 120 132 113 83 
B*400101 191 

BH00102 133 124 118 192 119 87 68 32 15 13 193 194 

B*400103 133 124 118 192 87 68 32 15 13 193 194 
10 B*4002 155 68 32 13 43 64 54 

B*4003 155 87 68 32 18 43 64 54 

B*4004 155 23 13 43 64 54 

B*4005 155 13 45 37 54 

B*400601 155 71 61 13 43 64 54 
15 BH007 125 32 15 13 193 194 

B*4008 155 16 32 13 43 64 54 

BHQ09 133 124 118 30 43 64 35 113 83 

B*4010 115 118 192 119 87 68 32 15 13 193 194 

B*4011 133 124 118 15 13 43 64 35 113 83 
20 BH012 85 10 119 87 68 32 15 13 193 194 

B*4013 155 57 58 13 43 64 

B*401401 133 124 118 13 163 43 64 

BH01402 133 124 118 13 196 43 64 

B*4015 197 

25 B*4016 133 198 124 118 119 87 68 32 13 
B*4018 133 124 118 68 43 64 35 113 83 
BH019 118 68 94 56 13 43 64 113 
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BH020 155 87 68 32 15 18 43 64 
B*4021 117 86 87 68 32 15 13 193 194 
B*4023 133 124 118 192 119 87 68 32 15 13 v 158 
B*4024 133 118 119 87 68 94 32 170 24 43 64 113 83 
5 B*4025 133 124 118 192 119 46 32 15 13 193 194 
B*4026 118 87 68 32 97 45 37 
B*4027 199 

B*4028 23 97 45 37 82 
B*4029 200 13 
10 B*4030 201 193 64 

B+4031 133 124 118 192 119 87 68 32 193 194 
B*4032 133 198 124 118 119 87 68 32 
B*4033 133 124 118 192 119 87 68 32 15 193 194 
BH034 202 

15 B*4035 133 124 118 13 114 43 64 35 113 83 
B*4036 15 128 193 194 

B*40.37 133 124 118 68 169 13 43 64 35 113 83 
B*4038 203 193 194 
B*4039 155 13 64 34 69 
20 B*4040 124 118 68 13 43 64 35 113 83 
B*4042 30 193 194 

BH043 133 124 118 192 119 87 68 15 13 193 194 
B*4044 124 118 68 32 71 61 43 64 113 
B*4101 204 205 44 34 54 
25 B*4102 119 32 44 34 54 
B*4103 183 44 
B*4104 24 43 44 53 34 59 
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B*4105 206 

B*4106 204 44 34 207 208 
B*4201 44 34 54 
BH202 133 13 43 44 53 34 59 
5 B*4204 71 61 13 43 44 53 34 59 
B*440201 118 55 44 37 209 54 
B*440202 210 55 44 37 209 
B*440203 211 

B*440301 118 64 37 209 54 
10 BH40302 118 22 64 37 209 54 
B*4404 34 209 54 

B*4405 87 144 212 55 21 30 44 37 38 83 
B*4406 213 44 38 
B*4407 22 64 37 209 54 
15 BH408 117 55 44 37 209 54 
B*4409 118 44 37 209 54 
B*44.10 168 64 38 83 

B*4411 116 118 119 87 144 214 21 30 49 44 37 38 83 

BH412 116 118 119 144 212 55 21 30 49 44 37 38 83 
20 B*4413 215 

B*4414 13 216 44 37 38 83 

BH415 175 55 30 185 44 38 83 

B*4416 116 118 119 87 112 212 21 30 49 44 113 83 

B*4417 18 44 37 38 83 
25 B*4418 56 58 30 185 44 38 83 

B*4420 61 30 49 44 37 38 83 

B*4421 116 118 119 87 144 212 55 21 30 49 44 217 83 
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B*4422 118 119 87 144 212 55 21 30 49 44 37 38 83 
B*4424 218 38 83 

B*4425 68 56 219 58 21 30 44 37 38 83 i 
B*4426 220 
5 B*4427 118 55 49 44 37 38 89 

B*4428 118 21 22 30 49 163 43 37 38 83 
B*4429 120 38 83 
BH430 221 
B*4431 193 217 
10 B*4432 200 38 
B*4433 222 

B*4501 30 185 44 38 89 95 54 
B*4502 32 30 223 44 37 38 83 
B*4503 224 
15 B*4504 30 185 44 89 95 54 
B*4505 225 

B*4506 30 185 44 38 83 

B*4601 226 54 

B+4602 227 
20 B*470101 228 

B*4702 96 43 64 69 

BH703 229 96 65 43 64 83 

B*4704 94 144 145 55 146 65 43 64 83 

B*4801 .32 230 
25 B*4802 68 94 21 22 18 114 43 64 37 104 54 

B*4803 87 68 32 15 13 193 194 

B*4804 83 230 
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B*4805 231 87 68 32 13 

B*4806 16 32 13 193 194 

B*4807 128 193 194 

B*4901 58 185 45 89 95 54 
5 B*4902 144 55 185 45 89 

B*4903 165 56 58 23 30 185 45 37 83 

B*5001 185 45 89 95 54 

B*5002 185 45 38 89 95 54 

B*5004 118 30 185 45 37 83 
10 B*510101 213 16 58 71 45 82 104 54 

B*510102 16 58 71 45 82 104 54 

B*510103 213 16 58 71 61 97 114 45 37 82 

B*510104 213 166 16 58 71 61 13 114 45 37 82 

B*510105 134 104 54 
15 B*510201 213 16 58 71 97 114 45 37 104 54 

B*510202 16 58 71 97 114 45 37 104 54 

B*5103 233 104 

B*5104 21 45 82 104 54 

B*5105 58 97 114 43 37 104 
20 B*5106 213 166 16 58 97 114 45 37 82 

B*5107 213 167 46 58 71 61 97 114 45 37 82 

B*5108 44 82 104 54 

B*5109 213 43 64 37 82 

B*5110 58 71 61 13 43 64 104 
25 B*5112 234 

B*51 1301 213 128 114 45 37 82 

B*511302 213 128 235 114 45 37 82 
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B*5114 236 

B*5115 56 58 71 61 73 72 43 64 37 83 
B*5116 213 166 16 58 71 61 97 114 45 82 v 
B*5117 237 
5 B*5118 238 

B*51 19 213 120 122 82 
B*5120 213 44 37 82 
B*512l 213 97 34 82 

B*5122 213 19 58 71 61 97 114 45 37 82 
10 B*5123 213 45 38 

B*5124 213 166 16 58 71 61 13 45 37 82 
B*5126 239 
B*5128 240 

B*5129 213 16 58 71 82 104 
15 B*5130 104 241 

B*5131 213 97 43 64 82 
B*5132 242 

B*5133 213 166 16 58 71 61 97 114 45 37 82 
B*5134 213 166 16 58 71 61 97 114 163 45 
20 B*520101 68 58 71 45 82 104 54 

B*520102 213 68 58 71 45 82 104 "54 
B*520103 167 87 68 58 71 61 97 45 37 82 
B*520104 243 

B*5202 213 106 87 68 58 71 61 97 114 45 37 82 
25 B*5203 213 68 43 64 37 
B*5204 244 
B*5205 245 
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B*5301 17 58 21 22 18 114 43 64 37 104 54 

B*5302 58 18 43 64 37 82 

B*5303 47 64 37 83 

B*5304 56 58 24 161 114 163 43 64 37 113 83 

5 B*5305 17 246 247 58 21 22 23 24 18 114 163 43 64 37 113 83 

B*5306 213 18 114 45 37 82 

B*5307 173 64 37 

B*5308 17 169 56 57 58 21 22 23 24 18 114 163 45 37 113 83 

B*5309 112 18 163 43 64 42 37 113 83 

10 B*5401 93 54 

B*5402 133 93 34 

B*5501 72 34 95 54 

B*5502 72 43 34 95 54 

B*5503 248 72 34 113 83 

15 B*5504 116 115 10 13 249 43 64 34 35 113 83 

B*5505 250 

B*5507 116 251 72 83 

B*5508 115 10 15 13 249 43 64 37 83 

B*5509 116 115 10 71 61 73 72 163 83 

20 B*5510 71 61 73 72 43 34 83 

B*5511 252 34 83 

B*5512 20 72 43 34 95 54 

B*5601 61 72 43 64 37 95 54 

B*5602 72 43 64 37 95 54 

25 B*5603 253 254 115 15 88 54 

B*5604 115 10 72 43 64 37 83 

B*5605 213 10 71 61 97 114 45 37 82 
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B*5606 213 167 166 71 61 97 114 45 37 82 
B*5607 10 144 55 71 61 73 72 43 64 37 83 
B*5608 255 64 37 83 

B*5609 115 10 21 22 23 24 18 114 163 43 64 37 113 83 
5 B*5610 116 115 10 109 72 43 34 83 

B+5611 253 24 161 163 43 64 37 69 

B*570101 256 18 64 74 

B*570102 257 

B*5702 13 74 
10 B*570301 13 64 74 

B*570302 258 

B*5704 201 49 43 83 

B*5705 259 30 260 43 37 

B*5706 261 
15 B*5707 201 38 83 

B*5708 262 

B*57.09 201 12 83 

B*5801 259 21 95 54 

B*5802 76 54 
20 B*5804 263 

B*5805 264 

B*5806 76 37 

B*5807 76 38 

B*5901 58 72 43 34 95 54 
25 B+670101 81 15 64 120 77 78 

B*670102 15 13 128 43 64 120 132 113 
B*6702 265 
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B*7301 266 

B*7801 213 16 71 45 82 104 54 
B*780201 16 32 71 45 82 104 54 
B*780202 213 166 16 32 71 61 97 114 45 37 82 
5 B*7803 213 19 98 71 61 97 114 45 37 82 
B*7804 97 114 43 64 37 104 
B*7805 167 165 87 68 32 71 61 97 45 37 82 
B*8101 267 
B*8201 268 
10 B*8202 269 

B*830l 151 116 21 30 49 44 37 38 83 

Table 8 

Allele-Probe List 2 
15 B*070201 0 12 3 4 5 6 7 8 

B*070202 9 

B*070203 10 

B*0703 11 

B*0704 12 
20 B*0705 13 14 

B*0706 13 

B*0707 15 

B*0708 16 11 

B*0709 17 
25 B*0710 18 

B*0711 19 17 

B*0712 20 21 22 23 
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B*0713 24 25 26 

B*0714 27 20 28 29 

B*0715 25 26 

B*0716 30 31 
5 B*0717 29 17 

B*0718 27 21 

B*0719 12 32 33 34 

B*0720 35 36 

B*0721 37 
10 B*0722 38 

B*0723 39 

B*0724 40 

B*0725 41 12 

B*0726 42 
15 B*0727 43 44 45 46 

B*0728 29 47 

B*0729 48 49 

B*0730 50 

B*0731 51 32 
20 B*0801 48 52 

B*0802 48 53 52 

B*0803 54 55 56 13 41 12 51 32 57 
B*0804 48 43 13 12 51 57 
B*0805 58 
25 B*0806 48 16 19 13 51 57 
B*0807 48 16 12 51 57 
B*0809 48 59 13 12 51 57 
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B*0810 48 60 16 13 12 51 57 

B*0811 48 16 13 12 57 

B*0812 48 15 13 12 51 57 

B*0813 48 16 42 51 57 
5 B*0814 48 61 12 51 57 

B*0815 26 12 32 57 

B*0816 62 12 57 

B*0817 48 43 19 63 

B*1301 20 64 52 
10 B*1302 65 64 52 

B*1303 53 59 66 41 42 35 52 

B*1304 67 17 42 68 

B*1306 64 32 

B*1308 69 
15 B*1309 65 59 66 64 

B*1310 17 64 

B* 13.11 64 63 

B*1401 70 71 72 

B*1402 73 70 71 72 
20 B*1403 73 70 71 

B*1404 74 

B*1405 73 75 42 76 77 
B*140601 73 75 15 42 76 77 
B*140602 73 75 21 42 76 77 
25 B*1501010l 78 79 80 43 31 81 82 52 
B*150102 83 84 81 35 
B*150103 85 
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B*150104 86 35 

B*1502 78 43 21 29 17 42 82 52 
B*1503 78 10 80 43 30 15 17 42 82 52 
B*1504 78 59 81 82 52 
5 B*1505 15 41 42 35 82 87 
B*1506 88 42 87 52 
B*1507 79 80 43 31 81 52 
B*1508 78 16 31 81 82 52 
B*1509 78 83 42 82 52 
10 B*1510 78 10 89 30 15 42 82 52 
B*I51 101 78 79 31 81 82 52 
B*151102 90 
B*1512 91 

B*1513 78 56 21 29 17 42 82 52 
15 B*1514 78 36 82 52 

B*1515 78 79 43 31 81 82 52 

B*1516 92 52 

B*151701 93 61 82 87 52 

B*1518 78 10 89 30 15 17 42 82 52 
20 B*1519 94 

B*1520 78 95 52 

B* 1521 78 89 21 29 17 42 82 52 
B*1523 78 89 30 56 15 17 42.-8X62 
B*1524 55 56 15 17 84 81 35 
25 B*1525 78 80 43 21 29 17 42 82 52 
B*1527 88 81 35 
B*1528 96 
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B*1529 78 16 30 15 17 42 82 
B*1530 43 13 84 81 35 
B*1531 97 15 29 17 41 42 35 77 
B*1532 98 81 35 
5 B*1533 99 

B*1534 43 67 17 84 81 35 
B*1535 100 101 17 84 81 35 
B*1536 102 29 17 42 40 35 77 
B*1537 10 89 31 103 42 35 76 
10 B*1538 81 76 

B*t539 104 97 80 43 30 15 17 42 35 77 
B*1540 104 97 80 43 30 15 17 42 77 
B*1542 43 31 65 59 67 66 32 
B*1543 45 81 35 77 
15 B*1544 89 17 84 42 32 77 

B*1545 49 105 79 80 43 31 84 81 35 

B*1546 78 104 106 79 80 43 31 17 81 35 77 

B*1547 10 80 43 30 31 15 17 103 84 77 

B*1548 43 13 107 40 35 77 
20 B*1549 108 

B*1550 17 81 32 

B*1551 89 17 41 12 35 109 77 

B*1552 78 89 15 41 42 77 

B*1553 78 110 106 79 80 43 31 17 81 35 77 
25 B*1554 78 10 80 43 31 81 82 52 

B*1555 78 41 42 82 52 

B*1556 80 16 31 15 17 84 81 35 
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B*1557 111 112 35 77 
B*1558 78 113 81 35 77 
B*1560 114 

B*1561 10 80 43 11 15 17 103 42 35 77 
5 B*1562 10 80 43 30 31 20 21 22 23 17 103 84 42 35 77 

B*1563 49 105 79 80 43 31 15 84 81 35 

B*1564 10 43 30 31 15 17 103 42 35 77 

B*1565 49 104 97 80 43 30 31 15 17 84 35 77 

B*1566 78 89 31 81 82 52 
10 B*1567 115 

B*1568 80 43 31 81 82 

B*1569 43 17 116 107 32 77 

B*1570 49 105 79 80 43 11 15 17 84 81 35 

B*1571 117 79 80 43 31 15 81 82 
15 B*1572 10 89 17 42 35 118 82 

B*1573 66 81 35 

B*1574 119 

B*1575 120 

B*180101 121 31 15 52 
20 B*180102 122 

B*1802 121 123 52 
B*1803 121 15 52 

B*1804 124 121 43 31 15 41 42 76 
B*1805 125 
25 B*1806 126 76 87 52 

B*1807 121 16 31 15 41 42 76 
B*1808 127 
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B*1809 121 53 15 41 42 76 
B*1810 117 121 43 31 15 41 42 
B*1811 117 121 43 31 15 41 42 32 s 
B*1812 121 80 43 31 15 41 42 76 
5 B*1813 117 121 43 31 15 41 76 
B*1814 117 121 43 31 41 42 76 
B*1815 117 121 43 31 15 42 76 
B*1818 98 42 76 

B*2701 129 130 131 53 132 61 41 42 77 
10 B*2702 55 56 132 61 41 52 
B*2703 133 
B*2704 61 134 

B*270502 129 45 132 61 103 42 52 
B*270503 135 

15 B+270504 136 129 45 132 123 61 103 41 42 77 
B*270505 137 
B*270506 138 103 
B*2706 134 

B*2707 45 46 13 42 52 
20 B*2708 129 132 61 41 52 
B*2709 139 

B*2710 129 45 132 123 61 103 42 77 
B*2711 140 46 13 41 42 52 
B*2712 89 11 132 61 41 52 
25 B*2713 141 

B*2714 45 67 61 103 41. 42 77 
B*2715 132 61 32 77 
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B*2716 89 11 45 132 123 61 103 41 42 77 
B*2717 142 

B*2718 117 110 43 30 31 132 61 103 42 77^ 
B*2719 45 20 28 61 103 41 42 77 
5 B*2720 143 13 42 77 

B*2721 129 46 15 29 103 42 77 
B*2723 16 30 31 144 46 132 61 41 42 77 
B*2724 46 145 77 
B*2725 132 35 77 
10 B*35010l 16 30 20 21 17 103 41 42 35 95 52 
B*350102 146 
B*3502 147 

B*3503 148 103 41 42 35 95 52 
B*3504 23 13 103 41 42 35 95 52 
15 B*3505 16 30 17 103 41 42 35 95 52 
B*3506 149 113 103 41 42 35 95 52 
B*3507 150 

B*3508 16 30 20 21 17 103 41 35 95 52 

B*350901 23 13 41 42 35 95 52 
20 B*350902 16 23 13 41 42 35 77 

B*3510 80 16 30 31 20 21 22 23 17 103 151 41 42 35 

B*3511 16 30 20 21 17 103 42 35 95 52 

B*3512 13 103 41 42 35 95 52 

B*3513 80 16 31 23 148 103 151 41 42 35 77 
25 B*3514 151 81 35 

B*3515 16 30 20 21 17 103 41 42 95 52 

B*3516 80 16 30 31 152 153 17 103 151 41 42 35 77 
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B*3517 154 79 16 30 31 152 153 17 103 151 41 42 35 77 
B*3518 16 30 20 23 13 41 35 77 

B*3519 79 16 30 31 20 21 22 23 17 103 151, 41 42 35 77 
B*3520 155 79 43 30 31 20 21 22 23 17 103 151 41 42 35 77 
5 B*3521 17 103 151 42 35 76 

B*3522 155 16 13 103 151 41 42 35 77 
B*3523 88 17 41 42 35 
B*3524 17 41 42. 35 76 

B*3525 10 16 30 31 20 21 22 23 17 103 151 41 42 35 77 
10 B*3526 75 40 35 77 

B*3527 16 30 19 20 21 22 23 17 103 151 41 42 35 77 
B*3528 155 79 80 43 30 31 20 21 22 23 17 103 151 41 42 35 77 
B*3529 154 79 16 11 20 21 22 23 17 103 151 41 42 35 77 
B*3530 154 79 16 30 31 152 22 23 17 103 151 41 42 35 77 
' 15 B*3531 136 154 16 30 31 13 41 42 52 

B*3532 154 79 16 30 31 15 153 17 103 151 41 42 35 77 
B*3533 16 31 23 148 103 151 41 42 77 
B*3534 154 79 16 30 31 20 21 22 23 103 151 41 42 35 77 
B*3535 17 41 116 107 32 77 
20 B*3536 156 

B*3537 65 59 22 23 17 103 151 41 42 35 77 
B*3538 20 148 151 41 12 35 109 77 
B*3539 154 79 16 30 31 27 28 103 151 41 42 35 77 
B*3541 157 
25 B*3542 140 95 87 

B*3543 155 16 31 15 81 52 
B*3544 16 13 84 81 35 
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B*3545 20 23 17 151 41 35 36 77 
B*3701 98 52 

B*3702 44 45 132 61 103 42 52 K 
B*3704 98 76 52 
5 B*3705 98 12 32 

B*3801 54 56 15 116 107 71 72 
B*380201 130 53 15 116 107 71 72 
B*380202 158 

B*3803 75 43 130 53 15 149 113 116 107 32 77 
10 B*3804 80 159 130 53 15 149 113 41 116 107 32 77 
B*3805 73 54 56 15 116 107 71 
B*3806 16 54 56 15 149 113 41 116 107 32 77 
B*3807 160 

B*3808 75 161 162 77 
15 B*3809 163 

B+390101 89 11 15 116 107 71 72 

B*390103 89 71 52 

B*390104 164 

B*390201 43 71 52 
20 B*390202 43 11 15 116 107 71 72 

B*3903 89 11 116 107 71 72 

B*3904 49 89 11 15 116 107 71 72 

B*3905 31 15 116 107 71 72 

B*390601 165 166 116 107 71 72 
25 B*390602 65 59 116 107 71 72 

B*3907 75 17 116 107 32 

B*3908 43 31 15 167 71 72 
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B*3909 98 71 72 

B*3910 11 15 116 107 71 72 

B*3911 75 89 31 15 167 82 

B*3912 168 77 
5 B*3913 43 31 15 149 113 41 116 107 32 77 

B*3914 75 89 11 13 116 107 32 77 

B*3915 75 89 11 15 148 116 107 32 77 

B*3916 169 

B*3917 66 107 32 
10 B*3918 75 170 171 32 77 

B*3919 79 89 11 15 149 113 41 116 107 32 77 

B*3920 19 15 149 113 41 116 107 32 77 

B*3922 75 80 89 1 1 15 149 113 116 107 32 77 

B*3923 172 
15 B*3924 173 

B*3926 174 

B*3927 11 26 107 32 77 
BH00101 175 

B*400102 176 177 110 106 178 79 80 43 31 15 13 179 41 
20 BH00103 177 110 106 178 80 43 31 15 13 179 41 

BH002 140 43 31 13 41 42 52 

B*4003 140 80 43 31 17 41 42 52 

B*4004 140 67 13 41 42 52 

B*4005 140 13 42 35 52 
25 B*400601 140 65 59 13 41 42 52 

B*4007 16 31 15 13 179 41 

B*4008 140 16 31 13 41 42 52 
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B*4009 117 110 106 29 41 42 109 77 
B*4010 104 106 178 79 80 43 31 15 13 179 41 
B*4011 117 110 106 15 13 41 42 109 77 s 
B*4012 78 10 79 80 43 31 15 13 179 41 
5 B*4013 140 55 56 13 41 42 

B*401401 177 110 106 13 151 41 42 
B*401402 177 110 106 13 84 41 42 
B*4015 181 

B*4016 176 43 30 31 13 
10 B*4018 117 110 106 43 41 42 109 77 

B*4019 106 43 30 54 13 41 42 77 

BH020 140 80 43 31 15 17 41 42 

B*4021 105 79 80 43 31 15 13 179 41 

B*4023 176 177 110 106 178 79 80 43 31 15 13 145 
15 B*4024 117 106 79 80 43 30 31 22 23 41 42 77 

B*4025 177 110 106 178 79 43 31 15 13 179 41 

B*4G26 106 80 43 31 83 42 35 

B*4027 182 

B*4028 67 83 42 35 76 
20 BH029 183 13 

BH030 184 179 42 

B*4031 177 110 106 178 79 80 43 31 179 41 
B*4032 177 49 110 106 79 80 43 31 
B*4033 177 110 106 178 79 80 43 31 15 179 41 
25 B*4034 185 

B*4035 117 110 106 13 103 41 42 109 77 
B+4036 15 113 179 41 
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B*4037 117 110 106 43 19 13 41 42 109 77 
B*4038 186 179 41 
B*4039 140 13 42 32 63 
B*4040 110 106 43 13 41 42 109 77 
5 B*4042 29 179 41 

B*4043 177 110 106 178 79 80 43 15 13 179 41 
B*4044 110 106 43 31 65 59 41 42 77 
B*4101 176 21 12 32 52 
B*4102 176 12 32 52 
10 B*4103 168. 12 

B*4104 23 41 12 51 32 57 
B*4105 187 

B*4106 188 12 32 189 

B*4201 12 32 52 
15 B*4202 117 13 41 12 51 32 57 

B*4204 65 59 13 41 12 51 32 57 

B*44.0201 106 53 12 35 190 52 

B*440202 191 53 12 35 190 

B*440203 192 
20 B*440301 106 42 35 190 52 

B*440302 106 21 42 35 190 52 

B*4404 32 190 52 

B*4405 80 130 193 53 20 29 12 35 36 77 
B*4406 194 12 36 
25 B*4407 21 42 35 190 52 

B*4408 105 53 12 35 190 52 
B+4409 106 12 35 190 52 
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B*4410 88 42 36 

B*4411 49 106 79 80 195 196 20 29 47 12 35 36 77 
B*4412 49 106 79 130 193 53 20 29 47 12 35 36 77 
B*4413 197 
5 B*4414 198 199 12 35 36 77 
B*4415 130 53 200 66 12 36 
B*4416 49 106 79 80 102 193 20 29 47 12 77 
B*4417 17 12 35 36 77 
B*4418 176 56 200 12 36 77 
10 B*4420 59 29 47 12 35 36 77 

B*4421 49 106 79 80 130 193 53 20 29 47 12 36 77 
B*4422 106 79 80 130 193 53 20 29 47 12 35 36 77 
B*4424 201 36 77 

B*4425 43 54 202 56 20 29 12 35 36 77 
15 BH426 203 

B*4427 106 53 47 12 35 36 82 

B*4428 106 20 21 29 47 151 41 35 36 77 

B*4429 107 36 77 

B*4430 204 
20 B*4431 179 36 

B*4432 183 36 

BH433 205 

BH501 176 200 12 36 82 87 52 
BH502 31 200 113 12 35 36 77 
25 B*4503 206 

B*4504 176 200 12 82 87 52 
B*4505 207 
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B*4506 200 66 12 36 
B*4601 208 52 
B*4602 209 
B*470101 210 
5 B*4702 88 41 42 63 

B*4703 211 88 61 41 42 

B*4704 30 130 131 53 132 61 41 42 77 

B*4801 31 212 

B*4802 43 30 20 21 17 103 41 42 35 95 52 
10 B*4803 80 43 31 15 13 179 41 

B*4804 213 212 

B*4805 214 80 43 31 13 

BH806 16 31 13 179 41 

B*4807 113 179 41 
15 BH901 176 56 42 82 87 52 

B*4902 130 53 66 42 82 

B*4903 154 54 56 22 200 66 42 35 

B*5001 176 42 82 87 52 

B*5002 176 42 36 82 87 52 
20 B*5004 106 200 66 42 35 

B*510101 194 16 56 65 42 76 95 52 

B*510102 16 56 65 42 76 95 52 

B*510103 194 16 56 65 59 83 103 42 35 76 

B*510104 194 79 16 56 65 59 13 103 42 35 76 
25 B*510105 118 95 87 

B*510201 194 16 56 65 83 103 42 35 95 52 

B*510202 16 56 65 83 103 42 35 95 52 
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B*5103 215 95 
B*5104 20 42 76 95 52 
B*5105 56 83 103 41 35 95 
B*5106 194 79 16 56 83 103 42 35 76 
5 B*5107 194 155 43 56 65 59 83 103 42 35 76 
8*5108 12 76 95 52 
B+5109 194 41 42 35 76 
B*5110 56 65 59 13 41 42 95 
B*5112 216 
10 B*511301 194 113 103 42 35 76 

B*51 1302 194 113 83 103 42 35 76 
B*51t4 217 

B*51 15 54 56 65 59 67 66 41 42 35 
B*51 16 194 79 16 56 65 59 83 103 42 76 
15 B*51 17 218 
B*51 1 8 219 

B*5U9 194 107 35 76 
B*5120 194 12 35 76 
B*5121 194 83 32 76 
2b B*5122 194 89 56 65 59 83 103 42 35 76 
B*5123 194 42 36 

B*5124 194 79 16 56 65 59 13 42 35 76 
B*5126 220 
B*5128 221 
25 B*5129 194 16 56 65 76 95 
B*5130 95 222 
B*5131 194 83 41 42 76 
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B*5132 223 
B*5133 92 76 

B*5134 194 79 16 56 65 59 83 103 151 42 , 
B*520101 224 43 56 65 42 76 95 52 
5 B*520102 194 43 56 65 42 76 95 52 

B+520103 225 80 43 56 65 59 83 42 35 76 
B*520104 226 

B*5202 194 97 80 43 56 65 59 83 103 42 35 76 
B*5203 194 43 41 42 35 
10 B*5204 227 
B*5205 228 

B*5301 30 56 20 21 17 103 41 42 35 95 52 
B*5302 56 17 41 42 35 76 
B*5303 45 42 35 77 
15 B*5304 54 56 23 148 103 151 41 42 35 77 

B*5305 30 54 55 56 20 21 22 23 17 103 151 41 42 35 77 
B*5306 194 17 103 42 35 76 
B*5307 98 42 35 

B*5308 30 19 54 55 56 20 21 22 23 17 103 151 42 35 77 
20 B*5309 102 17 151 41 42 40 35 77 

B*5401 86 52 

B*5402 117 86 32 

B*5501 176 32 87 52 

B*5502 176 41 32 87 52 
25 B*5503 26 66 32 77 

B*5504 49 104 10 13 151 41 42 32 109 77 

B*5505 229 
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B*5507 49 230 66 77 

B*5508 104 10 15 13 151 41 42 35 77 

B*5509 49 104 10 65 59 67 66 151 

B*5510 65 59 67 66 41 32 
5 B*5511 231 32 77 

B*5512 176 19 41 32 87 52 

B*5601 176 59 41 42 35 87 52 

B*5602 176 41 42 35 87 52 

B*5603 176 81 82 87 52 
10 B*5604 104 10 66 41 42 35 

B*5605 194 10 65 59 83 103 42 35 76 

B*5606 194 155 79 65 59 83 103 42 35 76 

B*5607 10 130 53 65 59 67 66 41 42 35 

B*5608 232 42 35 77 
15 B*5609 104 10 20 21 22 23 17 103 151 41 42 35 77 

B*5610 49 104 10 67 66 41 32 

B*5611 176 23 151 41 42 35 77 63 

B*570101 233 17 42 68 

B*570102 234 
20 B*5702 13 68 

B*570301 13 42 68 

B*570302 235 

B*5704 184 47 41 77 

B*5705 236 200 237 41 35 
25 B*5706 238 

B*5707 184 36 77 

B*5708 239 
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B*5709 184 12 77 
B*5801 236 20 87 52 
B*5802 70 52 
B*5804 240 
5 B*5805 241 
B*5806 70 35 
B*5807 70 36 

B*5901 176 56 41 32 87 52 
B*670101 75 15 116 107 71 72 
10 B*670102 15 149 113 41 116 107 32 242 
B*6702 243 
B*7301 244 

B*7801 194 16 65 42 76 95 52 

B*780201 16 31 65 42 76 95 52 
15 B*780202 194 79 16 31 65 59 83 103 42 35 76 

B*7803 194 89 11 65 59 83 103 42 35 76 

B*7804 83 103 41 42 35 95 

B*7805 155 154 80 43 31 65 59 83 42 35 76 

B*8101 136 212 
20 B*8201 245 

B*8202 246 

B*8301 136 49 20 29 47 12 35 36 77 
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(Example 5) 

Probes for identification of HLA-C allele 

Extraction of DNA from 1 ml of human blood was 
performed using GFX Genomic Blood DNA Purification 

5 Kit from Amersham Biosciences in the same manner as 
in Example 1 . 

Next, quantitative PCR was carried out in the 
same manner as in Example 1 except that probes in the 
probe list in Tables 9-1 to 9-4 were used 

10 respectively, and 3 ill of the mixed primers 

consisting of 1 M-l each of the respective solutions 
of the following primers (10 pmol/^1) was used: 
AAACACGGTCACCTCAGGGGGAT (SEQ ID NO: 340) 
GGCCTGAGTGTGGTTGGAACG (SEQ ID NO: 341) 

15 CCAGCTCGTAGTTGTGTCTGCA (SEQ ID NO: 342). 

After PCR amplification, the sample was 
identified being Cw*120202, referring to Amp Plot and 
Dissociation curves on a display of 5700 software and 
the allele-probe list in Tables 11-1 to 11-4. 

20 (Example 6) 

Extraction of DNA from 1 ml of human blood was 
performed in the same manner as in Example 1 . PCR of 
human HLA-C was then performed in the same manner as 
in Example 2 except that 6 |il of the mixed primer 

25 consisting of 1 \xl each of the solutions containing 
the following sequences at 10 pmol/|ml respectively 
and 9 \xl of ultra pure water was used. 
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AAACACGGTCACCTCAGGGGGAT (SEQ ID NO: 340) 
GGCCTGAGTGTGGTTGGAACG (SEQ ID NO: 341) 
CCAGCTCGTAGTTGTGTCTGCA (SEQ V ID NO: 342) 
CCATGTGTCAACTTATGCC (SEQ ID NO: 343) 
5 AGAATTACCTTTTCCAG (SEQ ID NO: 344) 

AGAATTACGTTTTCCAG (SEQ ID NO: 345) 
At the same time, a DNA microarray was prepared 
to identify the allele in the specimen in the same 
manner as in Example 2. Probes in Tables 10-1 to 10- 
10 4 were used for the probe spots respectively. 

Then, hybridization and fluorescence 
determination was performed using the above -prepared 
sample and the DNA microarray in the same manner as 
in Example 2 and the sample was identified as 
15 Cw*120202 referring to the probe-allele list in 
Tables 12-1 to 12-4. 

Allele list 
Cw*0102 : 

20 algcgggtcatggcgccccgaaccclcatcclgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaagtatttcttcacatccgtgtcccggcctggccgcggagagccccgcttcatctcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtGtggctgcgacct 

25 ggggcccgacgggcgcctcclccgcgggtatgaccagtAcgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacCgcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagcggagagcctacclggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
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gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagtgggaiggggaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtgAtggtgccttctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcttcccagccc 
5 accatccccatcgtgggcalcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t ggaa a aggagggagc igctclc aggc t gcg t c c age aac ag t gc c c a 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 1) ; 
Cw*0103 : 

% atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
^10 cccactccatgaagtatttctlcacatccgtgtcccggcctggccgcggagagccccgcttcatctcagtgggcta 

fl I cgtggacgacacgcagttcglgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 

gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtclcacaccctccagtggatgtgtggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatAaccagttcgcctacgacggcaaggattacatcgccctgaacgag 
15 gacctgcgctcctggaccgccgcggacaccgcggctcagalcacccagcgcaagtgggaggcggcccgtgaggcgg 
age ageggagage c t ac c t ggagggc acg t gcg t ggag t ggc t c cgc aga t ac c t ggagaaegggaaggagaege t 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggecaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacclggcagtgggatggggaggaccaaactcaggacaccgagc 
tlgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtgatggtgccttctggagaagagca 
20 gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcltcccagccc 
accatccccatcgtgggcatcgtlgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgglggctg 
ttglgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:2) ; 
Cw*0104 : 

25 atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagaccigggcctgct 
cccactccatgaagtatttcttcacalccgtgtcccggcctggccgcggagagccccgcttcalctcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
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gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaaccigcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtgtggctgcgacct 
ggggcccgacgggcgcclcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgcTgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
5 agcagtggagagcctacctggagggcacgtgcgtggagtggctccgcagalacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgigacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagalcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccAgagcccctcaccctgagatgggagccatcttcccagccc 
10 accatccccatcgtgggcatcgttgctggcctggctgtcctggcigtcctagctgtcctaggagctgtgAtggctg 
ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:2); 
Cw*0105 : 

gctcccactccatgaagtatttcttcacatccgtgtcccggcctggccgcggagagccccgcttcatctcagtggg 
15 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgaglccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtCtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
20 cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:4); 
Cw*0106 : 

gctcccactccatgaagtatttcltcacatccgtgtcccggcctggccgcggagagccccgcltcatctcaglggg 
ctacgtggacgacacgcagttcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
25 gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctaclacaaccagagcgaggccgggtctcacaccclccaglggatgtgtggctgcga 
cc tggggcccgacgggcgcc t cc tccgcgggt a tgaccagtacgcc t acgacggcaaggat t aca i cgccc tgaac 
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gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtgggaggcggcccgtgTgg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO: 5) ; v 
Cw*0107 : 

5 gclcccactccatgaagtatttcttcacatccgtgicccggcctggccgcggagagccccgcttcatctcagtggg 
ctacgtggacgacacgcagttcglgcggltcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagaclgaccgagtga 
gcctgcggaacctgcgcggctaclacaaccagagcgaggccgggtctcacaccctccagtggatgtgtggctgcga 
cctggggcccgacgggcgcctcciccgcAggtatgaccagtacgcctacgacggcaaggattacalcgccctgaac 
10 gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcciacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:6); 
Cw*0I08 : 

gc tcccac tccatgaagtat t tct tcacatccgtgtcccggcc tggccgcggagagccccgc t tcatctcagtggg 
15 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatglgtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggat lacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtgggaggcggccTgtgagg 
20 cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:7); 
Cw*0109 : 

gc tcccac tccatgaagtat t tct tcacatccgtgtcccggcc tggccgcggagagccccgc t tcatctcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
25 gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtgtggctgcga 
cctggggcccgacgggcgcclcctccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaac 
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gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagTggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:8); 
Cw*020201 : 

5 atgcgggtcatggcgccccgaaccctcctcctgctgclctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtalttctacaccgclgtgtcccggcccagccgcggagagccccacttcatcgcagtgggcta 
cgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaactAcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtacggcigcgacct 

10 ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacagcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagtggagagcctacctggagggcgagtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggct tctaccclacggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 

15 1 1 g t ggagac c aggc c age aggaga t ggaac c 1 1 c c aga ag t gggc age t g t gg t gg t gc c 1 1 c t ggagaagagc a 
gagatacacgtgccalgtgcagcacgaggggctgccggagccccicaccctgagatgggagccatcttcccagccc 
accalccccatcgtgggcatcgttgctggcctggctgtcclggctglcctagctgtcctaggagctgtgglggctg 
ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctclcatcgcttgtaa(SEQ ID N0:9); 

20 Cw*020202 : 

atgcggglcatggcgccccgaaccctcctcctgcigctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtaitlctacaccgctgtgtcccggcccagccgcggagagccccacttcatcgcagtgggcla 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggaglaligggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgaacc 
25 tgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtacggctgcgacct 
ggggcccgacgggcgcctcctccgcgggiatgaccagtccgcclacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacagcggclcagaicacccagcgcaagtgggaggcggcccgtgaggcgg 
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agcagtggagagcctacctggagggcgagtgcgtggagtggctccgcagatacclggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 

gccc tgggc I tc t accc tAcggagatcacac tgacc tggcagcggga tggcgaggaccaaac tcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtgglgccttclggagaagagca 
5 gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccatcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcclggctgtcctagctgtcctaggagctgtggtggctg 
ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggclgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgctlgtaaCSEQ IDNOrlO); 
Cw*020203 : 

10 gctcccaciccatgaggtalttctacaccgctgtgtcccggcccagccgcggagagccccacttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 

acc t gcggaaac tgcgcggc t ac t acaaccagagcgaggccgggt c t cac accc I ccagagga tg t a tggc tgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccaglccgcctacgacggcaaggattacatcgccctgaac 
15 gaggacctgcgctcctggaccgccgcggacacAgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagc agTggagagc c t acc t ggagggcgag t gcg t ggag t ggc t c cgc aga t ac c t ggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO: 11); 
Cw*020204 : 

atgcgggtcatggcgccccgaaccctcctcctgctgcictcgggagccctggccctgaccgagacctgggcctgct 
20 cccactccatgaggtatttctacaccgctgtgtcccggcccAgccgcggagagccccacttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggitcgacagcgacgccgcgaglccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggaglaMgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaac tgcgcggc tactacaaccagagcgaggccgggtctcacaccctccagaggatgtacggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacaicgccctgaacgag 
25 gacctgcgctcctggaccgccgcggacacGgcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagtggagagcciacctggagggcgagtgcglggagtggctccgcagaiacciggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
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gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagcigtggtggtgccttctggagaagagca 
gagatacacglgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccAtcttcccagccc 
accatccccalcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggcig 
5 ttgtgatgtgtaggaggaagagctcag(SEQ ID N0:12); 
Cw*020205 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccAgccgcggagagccccacttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggaglaitgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 

10 acctgcggaaactgcgcggctactacaaccagagcgaggccggglctcacaccctccagAggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacGgcggctcagatcacccagcgcaaglgggaggcggcccgtgagg 
cggagcagTggagagcctacclggagggcgAgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO : 1 3) ; 

15 Cw*0203 : 

gctcccactccatgaggtalttctacaccgctgtgtcccggcccagccgcggagagccccacltcatcgcagtggg 
. ctacgiggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtacggctgcga 
20 cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgclcctggaccgccgcggacacagcggctcagatcacccagcgcaagtgggaggcggcccgtgTgg 
cggagcagctgagagcctacctggagggcgAgtgcgtggagtggctccgcagatacciggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO: 14); 
Cw*0204 : 

25 gctcccactccatgagglGtttctacaccgctgtgtcccggcccagccgcggagagccccacttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
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acctgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtacggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacagcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagtggagagcctacctggagggcgagtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

5 gctgcagcgcgcgg(SEQ ID NO: 15); 
Cw*0205 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccAgccgcggagagccccacttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
10 acctgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacGgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagTggagagcctacctggagggcgAgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

gctgcagcgcgcgg(SEQ ID N0:16) ; 
15 Cw*0206 : 

gctcccaclccalgaggtatttctacaccgctgtgtcccggcccagccgcggagagccccacttcatcgcagtggg 
ctacgtggacgacacgcagltcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
acc tgcggaaac tgcgcggc t ac t acaaccagagcgaggccggg tc t cacaccc 1 ccagagga tgt acggc tgcga 
20 cctggggcccgacgggcgcctcctccgcgggcatgaccagttAgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagtggagagcctacclggagggcgAgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

gctgcagcgcgcgg(SEQ ID NO : 1 7) : 
Cw*03020l : 

25 atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggccggct 
cccaclccatgagglatttctacaccgctglglcccggcccggccgcggggagccccacttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
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gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcctccagaggatgtatggctgcgacgi 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gatctgcgctcctggaccgccgcggacacggcggctcagalcacccagcgcaagtgggaggcggcccgtgaggcgg 
5 agcagctgagagcctacctggagggcclgtgcgtggagtggctccgcagatacctgaagaatgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttclaccclgcggagatcacactgacctggcaglgggalggggaggaccaaactcaggacacTgagc 

1 1 g t ggagac c aggc c age aggaga t ggaac c 1 1 c c aga ag t gggc age t g t gg t gg t gec 1 1 c t ggagaagagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccAtcttcccagccc 
10 accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
ttgtgatgtgtaggaggaagagclcaggtggaaaaggagggagcigctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO : 1 8) ; 
Cw*030202 : 

atgcgggtcatggcgccccgaaccctcatcctgclgctctcgggagccctggccctgaccgagacctgggccggct 
15 cccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggggagccccacttcatcgcagtgggcta 
cgtggacgacacgcagttcgigcggtlcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcctccagaggatgtatggctgcgacgt 
ggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaacgag 
20 gate tgege tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagctgagagcctacctggagggcctgtgcgtggagtggctccgcagatacctgaagaatgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacacTgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
25 gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
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gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 19) ; 
Cw*030301 : 

atgcgggtcatggcgccccgaaccctcaicctgctgctctcgggagccctggccctgaccgagacctgggccggct 
cccactccatgaggtatttctacaccgctglgtcccggcccggccgcggggagccccacttcatcgcagigggcta 
5 cgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggclactacaaccagagcgaggccAggtctcacatcAtccagaggatgtatggctgcgacgt 
ggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggat tacatcgccctgaacgag 
gatclgcgctcclggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 

10 agcagctgagagcctacctggagggcctglgcgtggagtggctccgcagatacctgaagaatgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccclgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacactgagc 
1 1 g t ggagac c aggc c age aggaga t gga a c c 1 1 c c aga ag t gggc age t g t gG t gg t gc c 1 1 c t gg agaagagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcttcccagccc 

15 accalccccatcgtgggcatcgttgctggcctggctgtcctggclgtcctagctgtcctaggagctgtggtggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t gga a aaggagggagc t gc t c t c aggc t gc g t c c age aa c ag t gc c c a 
gggcictgatgagtctctcatcgcttgiaa(SEQ ID N0:20); 
Cw*030302 : 

atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggccggct 
20 cccactccaigaggtatltctacaccgctgtgtcccggcccggccgcggggagccccacttcatcgcagtgggcta 
cgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacclgcgcggctactacaaccagagcgaggccaggtctcacatcatccagaggatgtatggctgcgacgt 
ggggcccgacgggcgcc tec tccgcgggtatgaccagtacgcctacgacggcaaggat tacatcgccctgaacgag 
25 gate tgege tec tggaccgccgcggacacggcggcCcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagctgagagcctacctggagggcctgtgcgtggagtggctccgcagatacctgaagaatgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
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gccctgggcttctaccctgcggagalcacactgacctggcagtgggaiggggaggaccaaactcaggacaclgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaaglgggcagctgtggtggtgccltctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcac,cctgagatgggagccgtct tcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
5 I tgtgatglgl aggaggaagagc t c agg t ggaaaaggagggagc t gc t c t c aggc t gc g t c c age a ac ag t gc c c a 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:21); 
Cw*030303 : 

gctcccactccatgaggtatt tctacaccgctgtgtcccggcccggccgcggggagccccacltcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 

10 gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccaggtclcacatcatccagaggatgtatggclgcga 
cglgggAcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggat tacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagctgagagcctacctggagggcctgtgcgtggagtggclccgcagatacctgaagaatgggaaggagac 

15 gctgcagcgcgcgg(SEQ ID NO: 2 2); 
Cw*030401 : 

atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggccggct 
cccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggggagccccacttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggltcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 

20 gagcaggaggggceggagtat tgggaccgggagacacagaaglacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcAtccagaggatglatggctgcgacgt 
ggggcccgacgggcgcc tec t ccgcgggt a tgaccag t aegee t aegaeggcaagga 1 1 aca t cgccc tgaacgag 
gatclgcgcicctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagctgagagcctacctggagggcctgtgcgtggagtggctccgcagaiacctgaagaatgggaaggagacgct 

25 gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcltetaccctgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacacTgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggiggigccttctggagaagagca 
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gagatacacgtgccaigtgcagcacgaggggclgccggagcccctcaccctgagatgggagccglcltcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctglcctagclglcctaggagctgtggtggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t gga aaaggagggagc t gc t c t c aggc t gc g t c c age a a c ag t gc c c a 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 12); 
5 Cw*030402 : 

gctcccactccatgaggtatt tctacaccgctgtgtcccggcccggccgcggggagccccact tcatcgcagtggg 
ctacgtggacgacacgcagltcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcAtccagaggalgtaCggctgcga 
10 cgtggggcccgacgggcgcctcctccgcgggtatgaccaglacgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
c ggagc age t gagagc c t ac c t ggagggc c t g t gc g t ggag t ggc t c cgc aga t ac c t gaaga aTgggaaggaga c 
gctgcagcgcgcgg(SEQ ID N0:24); 
Cw*0305 : 

15 gctcccactccatgaggtatt tctacaccgctgtgtcccggcccggccgcggggagccccact tcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggaglattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagagCatgtacggctgcga 
cgtggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggat tacatcgccctgaac 

20 gaggatctgcgctcctggaccgccgcggacacggcggclcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagctgagagcctacctggagggcctgtgcgtggagtggctccgcagatacctgaagaaTgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO:25); 
Cw*0306 : 

gctcccactccatgaggtatt tctacaccgctgtgtcccggcccggccgcggggagccccact tcatcgcagtggg 
25 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtatggctgcga 
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cgtggggcccgacgggcgcctcctccgcgggtatgTccagtacgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagctgagagcctacctggagggcctgtgcgtggagtggctccgcagatacctgaagaatgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:26); 
5 Cw*0307 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggggagccccacttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
AcctgcggaaActgcgcggctactacaaccagagcgaggccgggtctcacatcAtccagaggatgtatggctgcga 
10 cGlggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
• cggagcagctgagagcctacctggagggccTgtgcgtggagtggclccgcagatacclgaagaaTgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:27); 
Cw*0308 : 

15 atgcgggtcatggcgccccgaaccclcatcctgctgctctcgggagccctggccctgaccgagacctgggccggct 
cccactccatgaggtatttciacaccgctgtgtcccggcccggccgcggggagccccacttcatcgcaglgggcta 
cgtggacgacacgcagltcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaaCtacaagcgccaggcacagactgaccgaglgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcAtccagaggatgtatggctgcgacgt 

20 ggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaacgag 
gate tgcgc tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagctgagagcc lace tggagggcctgtgcgtggagtggctccgcagat ace tgaagaatgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacxxaccatcccgtctctgaccatgaggccaccctgagglgctgg 
' gccctgggcttctaccclgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacacTgagc 

25 t igt ggagac c aggc c age aggaga t ggaac c ! t c c agaag t gggc age t g t gg t gg t gc c 1 1 c t ggagaagagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcttcccagccc 
accatccccalcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcclaggagctgtggtggctg 
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ttgtgatgtgtaggaggaagagctcag(SEQ IDN0:28); 
Cw*0309 : 

gctcccactccalgaggtattictacaccgctgtgtcccggcccggccgcggggagccccacttcatcGcagtggg 
ctacgtggacgacacgcagttcglgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
5 gtggagcaggaggggccggagtattgggaccgggagacacagaaglacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcAtccagaggatgtatggctgcga 
cclggggcccgacgggcgcctcclccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagctgagagcctacctggagggccTglgcgtggagtggctccgcagatacctgaagaaTgggaaggagac 
10 gctgcagcgcgcgg(SEQ ID N0:29); 
Cw*0310 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggggagccccacttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
glggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 

15 gcctgcggaaActgcgcggctactacaaccagagcgaggccgggtctcacalcAtccagaggatgtalggctgcga 
cGtggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgclcctggaccgccgcggacacggcggctcagalcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagctgagagcctacctggagggccTgtgcgtggagtggctccgcagatacclgaagaaTgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:30); 

20. Cw*031 1 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggagagccccgcttcatctcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacclgcgcggctactacaaccagagcgaggccAggtctcacatcAtccagaggatgtatggctgcga 
25 cgtggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgclcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagc age t gagagc c t ac c t ggagggc c t g t gcg tggagt ggc I cegcaga t acc I gaagaa t gggaaggagac 
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gclgcagcgcgcgg(SEQ ID N0:31); 
Cw*0312 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggggagccccacttcatcgcagtggg 
clacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
5 gtggagcaggaggggccggagtatlgggaccgggagacacagaagtacaagcgccaggcacagaclgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccAggtctcacatcatccagaggatgtatggctgcga 
cgtggggcccgacgggcgcctcclccgcggglatgaccagttAgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagalcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagctgagagcctacctggagggcctgtgcgtggagtggctccgcagataccigaagaatgggaaggagac 
10 gctgcagcgcgcgg(SEQ ID NO:32); 
Cw*0313: 

atgcgggtcatggcgccccgaaccctcaicctgctgctctcgggagccctggccctgaccgagacctgggccggct 
cccactccatgaggtatttctacaccgctgtglcccggcccggccgcggggagccccacttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 

15 gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccAggtctcacacccUcagaggatgtalggctgcgacgt 
ggggcccgacgggcgcctcctccgcgggtatgaccagtacgcctacgacggcaaggattacatcgccctgaacgag 
gate tgcgc tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
age age t gagagc c t a c c t ggagggc c t g t gcg t ggag t ggc t c cgc aga t ac c t gaagaa t ggga aggagac gc t 

20 gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gece tgggc t tc taccc tgcggagatcacac tgacc tggcagtggga tggggaggaccaaac tcaggacac tgagc 
1 1 g t ggaga c c aggc c age aggaga t ggaac c 1 1 c c aga ag t gggc age t g t gG t gg t gc c tt c t ggaga agagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggclgtcctagctgtcctaggagctgtggtggctg 

25 ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaaCSEQ ID NO:33); 
Cw*0314 : 
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gclcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggggagccccacltcaicgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtaltgggaccgggagacacagaagtaca^gcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtatggctgcga 
5 cgtggggcccgacgggcgcctcctccgcgggtatgaccagiccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagttggaggcggcccgtgCgg 
cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctgaagaaTgggaaggagac 
. gctgcagcgcgcgg(SEQ ID N0:34) ; 
Cw*0315 : 

10 gctcccactccatgaggtatttctacaccgctgtglcccggcccggccgcggggagccccactlcatcgcagtggg 
ctacgtggacgacacgcagltcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggAcgggtctcacatcctccagaggatgtatggctgcga 
cgtggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 

15 gagga Ictgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagctgagagcctacclggagggccTgtgcgtggagtggciccgcagatacctgaagaaTgggaaggagac 
gctgcagcgcgcggCSEQ ID N0:35); 
Cw*0316 : 

gctcccactccatgaggtatttctacaccgclgtgtcccggcccggccgcggggagccccacttcatcgcagtggg 
20 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacatcctccagaggatgtatggctgcga 
cGtggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcciggaccgccgcggacacGgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
25 cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ IDNO:36); 
Cw*040101 : 
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atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccciggccctgaccgagacctgggccggct 
cccactccaigaggtatttctccacatccgtgtcctggcccggccgcggggagccccgcttcatcgcagtgggcla 
cgtggacgacacgcagi tcgtgcggt tcgacagcgacgccgcgagtccaagaggggagccgcgggagccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggcigaccgagtgaacc 
5 tgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtttggctgcgacct 
ggggccggacgggcgcctcclccgcgggtataaccagttcgcctacgacggcaaggat tacatcgccclgaacgag 
gate tgcgc tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccglgaggcgg 
agcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 

10 gccctgggct tctaccctgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t ggaa c c 1 1 c c agaag t gggc age t g t gg t gg t gc c 1 1 c t ggagaagagc a 
gagatacacgtgccatgttcagcacgaggggctgccggagcccctcaccctgagatggaagccgtcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctAtggtggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t gga aaaggagggagc t gc t c t c aggc t gc g t c c age aac ag t gc c c a 

15 gggctctgatgagtctctcatcgcttgtaa(SEQ IDN0:37); 
Cw*040102 : 

gctc.ccactccatgaggtatttctccacatccgtgtcctggcccggccgcggggagccccgcttcatcgcagtggg 
ctacgtggacgacacAcagt tcgtgcggt tcgacagcgacgccgcgagtccaagaggggagccgcgggagccgtgg 
g t ggagc aggaggggc eggag t a 1 1 gggac egggagae a c agaag t ac a agege c aggc ac aggc t gac c gag t ga 

20 acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgt ttggctgcga 
cctggggccggacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggat tacatcgccctgaac 
gaggatc tgcgc tcclggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcc t acc tggagggcacglgcgtggagtggc Iccgcaga t acc tggagaaegggaaggagae 
gctgcagcgcgcgg(SEQ ID N0:38); 

25 Cw*0403 : 

atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggccggct 
cccactccatgaggtatttctacaccgctgtgtcccggcccagccgcggagagccccActtcatcgcagtgggcta 
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cgtggacgacacgcagttcgtgcggtlcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaGcctccagaggatgtttggctgcgacct 
ggggccggacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaacgag 
5 gatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagalacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
10 gagatacacgtgccatgtTcagcacgaggggctgccggagcccctcaccctgagatggaagccgtct tcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
Itgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaaCSEQ ID NO:39); 
Cw*Q404 : 

15 gcicccactccatgaggtatttctccacatccgtgtcctggcccggccgcggggagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagitcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggAgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtttggctgcga 
cctggggccggacgggcgcctcctccgcgggtataaccagltcgcctacgacggcaaggattacatcgccctgaac 

20 gaggalctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:40) ; 
Cw*0405 : 

gctcccaclccalgaggtatttctccacatccgtgtcctggcccggccgcggggagccccgcttcatcgcagtggg 
25 ctacCtggacgacacgcagticgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggagccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtt tggctgcga 
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cc tggggccggacgggcgcc tec tccgcgggt a t aaccagt tegee t aegaeggcaagga 1 1 acatcgccc tgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcc t acc tggagggcacgtgcgtggagtggc teegpaga t acc tggagaaegggaaggagae 
gctgcagcgcgcgg(SEQ ID N0:41) : 
5 Cw*0406 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccagccgcggagagccccAcitcatcgcaglggg 
clacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtttggctgcga 
10 cctggggccGgacgggcgcc tec tecgegggtat aaccagt tcgcctacgacggcaaggattacatcgecc tgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacc tggagaaegggaaggagae. 
gctgcagcgcgcgg(SEQ ID N0:42) ; 
Cw*0407 : 

15 gctcccactccatgaggtatttctccacatccgtgtccTggcccggccgcggggagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagGctgaccgagtga 
acc tgeggaaac tgegegge tac t acaaccagagcgaggacgggt c t cacaccc t ccagagga tgt t tggc tgega 
cc tggggccggacgggcgcc tec tccgcgggt at aaccagt tcgcctacgacggcaaggattacatcgecc tgaac 

20 gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcc tacc tggagggcacgtgcgtggagtggc teegcagat acc tggagaaegggaaggagae 
gctgcagcgcgcgg(SEQ ID N0:43); 
Cw*0408 : 

gctcccactccatgaggtatttctccacatccgtgtcctggcccggccgcggggagccccgct Icatcgcagtggg 
25 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggAgccgtgg 
glggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
acc tgeggaaac tgegegge tact acaaccagagcgaggacgggt ct cacaccc t ccagagga tgt t tggc tgega 
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cctggggccggacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcclacctggagggccTgtgcgtggaglggctccgcagatacctggagaacgggaaggagac 

gc tgcagcgcgcgg (SEQ ID NO: 44) : 
5 Cw*0410 : 

gctcccactccatgaggtatttctccacatccgigtcctggcccggccgcggggagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggtlcgacagcgacgccgcgagtccaagaggggagccgcgggAgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagaclgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtclcacaccctccagaggatgtttggctgcga 
10 cctggggccggacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaac 
gaggatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

gc tgcagcgcgcgg (SEQ ID NO: 45) ; 
Cw*0501 : 

15 atgcgggtcatggcgccccgaaccctcatcctgclgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaActgcgcggctactacaaccagagcgaggccgggtctcacaccclccagaggatgtatggclgcgacct 

20 ggggcccgacgggcgcctcctccgcggglataaccagtlcgcctacgacggcaaggattacaicgccctgaatgag 
gacc tgcgc tec tggaccgccgcggacaAggcggc t caga tcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagalacctggagaacgggaagaagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccglctctgaccatgaggccaccctgaggtgctgg 
gece tgggc 1 1 c taccc tgeggaga tcacac tgacc tggcagcggga tggcgaggaccaaac t caggacaccgagc 

25 ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggGgccatcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgatggctg 
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t tglgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcglccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:46); 
Cw*0502 : 

gctcccactccaigaggtatt tctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtggg 
5 ctacgtggacgacacgcagt tcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggcigcga 
cctggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggaiiacatcgccctgaat 
gaggacctgcgctcctggaccgccgcggacaaggcggctcagalcacccagcgcaagtgggaggcggcccgtgagg 
10 cggagcagcggagagcctacctggagggcatgtgcgtggagtggctGcgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:47); 
Cw*0503 : 

algcgggtcalggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtal ttctacaccgccgtglcccggcccggccgcggagagccccgct tcatcgcagtgggcta 

15 cgtggacgacacgcagttcgtgcagt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggclgcgacct 
ggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaatgag 
gacclgcgctcctggaccgccgcggacaaggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 

2 0 age ageggagage c t ac c t ggagggc acg t gcg I ggag t ggc t c cgc aga t ac c t ggagaacggga aga aga cgc t 
gcagcgcgcggaccccccaaagacacatgtgacccaccaccccatctclgaccatgaggTcaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
t tgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgcct tctggagaagagca 
gagatacacglgccaigtgcagcacgaggggctgccagagcccctcaccctgagatgggggccatcttcccagccc 

25 accatccccatcgtgggcatcgt tgctggcciggctgtcctggctgtcctagctgtcctaggagclgtgatggctg 
t tgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagigccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ IDN0:48); 
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Cw*0504 : 

gctcccactccalgaggtalt tctacaccgccgtgtcccggcccggccgcggagagccccgcttcalcgcagtggg 
c tacgtggacgacacgcagt tcgtgcagt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
5 acctgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaat 
gaggacctgcgctcctggaccgccgcggacaAggcggclcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagAagac 
gctgcagcgcgcgg(SEQ ID N0:49); 
10 Cw*0505 : 

gctcccactccatgaggtatt tctacaccgccgtgtcccggcccggccgcggagagccccgct Icalcgcagtggg 
c tacgtggacgacacgcagt tcgtgcagt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcga 
1 5 cG t ggggcccgacgggcgcc t cc t ccgcggg t a t aaccagt Tcgcc t acgacggcaagga 1 1 aca t cgccc tgaa t 
gaggacctgcgctcctggaccgccgcggacaAggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagAagac 
gctgcagcgcgcgg(SEQ ID N0:50); 
Cw*0506 : 

20 gctcccactccatgaggtatt tctacaccgccgtgtcccggcccggccgcggagagccccgct tcatcgcagtggg 
c tacgtggacgacacgcagt tcgtgcagt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgcGgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggccggglctcacaccctccagaggatgtatggctgcga 
cc tggggcccgacgggcgcctcctccgcgggtataaccagt tcgcc t acgacggcaagga t tacatcgccc tgaa t 

25 gaggacclgcgctcctggaccgccgcggacaaggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagaagac 
gctgcagcgcgcgg(SEQ ID N0:51); 
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Cw*0602 : 

atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgagglatttcgacaccgccgtgtcccggcccggccgcg^agagccccgctfcatctcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccCcgggcgccgtgggtg 
5 gagcaggaggggccggagtattgggaccgggagacacagaaglacaagcgccaggcacaggctgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagtggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggallacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagTggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 

10 gcagcgcgcggaacacccaaagacacacgtgacccaccatcccglctctgaccatgaggccaccctgaggtgctgg 
gccclgggcttctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
ttgiggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
' gagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggagccatcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgt.cctagctgtcctaggagctgtgAtggctg 

15 ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgcictcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:52); 
Cw*0603 : 

gctcccactccatgaggtatttctacaccgcTgtgtcccggcccggccgcggagagccccgctlcatctcagtggg 
c tacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccCcgggcgccgtgg 

20 gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
acclgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagtggatgtaiggctgcga 
cctggggcccgacgggcgcctcetccgcgggiatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagTggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

25 gctgcagcgcgcgg(SEQ ID NO:53); 
Cw*0604 : 

gctcccactccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtggg 
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ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccCcgggcgccglgg 

g t ggagc aggaggggc cggag t a i t gggac cgggagac ac agaag I ac a agcgc c aggc ac aggc t gac c gag t ga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagtggatgtatggctgcga 
cctggggcccgacgggcgcctcclccgcggglatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
5 gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

gctgcagcgcgcgg(SEQ ID NO:54); 
Cw*0605 : 

gctcccactccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtggg 
10 ctacgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccAagaggggagccCcgggcgccgtgg 
g t ggagc aggaggggc cggag t a 1 1 gggac cgggagac ac aga ag t ac a agcgc c aggc ac agac t gac c gag t ga 
acctgcggaaactgcgcggctactacaaccagagcgaggacggglctcacaccctccagtggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacalcgccctgaac 
gaggacctgcgctcclggaccgccgcggacacGgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
15 cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:55); 
Cw*0606 : 

gctcccactccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccCcgggcgccgtgg 

20 g t ggagc aggaggggc cggaglat t gggac cgggagac ac agaag t ac a agcgc c aggc ac aggc t gac cgag t ga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagtggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccaglccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

25 gctgcagcgcgcggaacacccaaagacacacgtgacccaccatcccglctctgaccatgaggccaccctgaggtgc 
tgggccctgggcttctaccclgcggagatcacactgacctggcagcgggatggcgaggaccaaaclcaggacaccg 
agcltgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaaga 
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gcagagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggagccatct tcccag 
cccaccatccccatcgtgggcalcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgAtgg 
ctgttgtgatgtgtaggaggaagagctcag(SEQ IDNO:56); 
Cw*0607 : 

5 gclcccactccatgaggtat t tcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtggg 
clacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccccgggcgccgtgg 
g t ggagAaggaggggccggag t a 1 1 gggaccgggagac ac agaag t ac aagcgc c aggc ac aggc t gaccgag t ga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagtggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggat tacatcgccc tgaac 
10 gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagtggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO:57) ; 
Cw*0608 : 

gctcccactccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtggg 
15 ctacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccccgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
acctgcggaaactgcgcggctactacaaccagagcgaggAcgggtctcacaccctccagtggatgtatggctgcga 
cc tggggcccgacgggcgcctcctccgcgggt a tgaccagtCcgcctacgacggcaaggat tacatcgccc tgaac 
gaggacctgcgctcctggaccgccgcggacacGgcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
20 cggagcagTggagagcctacctggagggcgAgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO:58); 
Cw*0609 : 

gctcccactccatgaggtat ttcgacaccgccglgtcccggcccggccgcggagagccccgct tcatctcagtggg 
ctacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccCcgggcgccgtgg 
25 g t ggagc aggaggggc c ggag tall gggac cgggagac ac aga ag t ac a agcgc c aggc ac aggc t gac cgag t ga 
acctgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagtggatgtatggctgcga 
cc tggggcccgacgggcgcctcctccgcgggt at aaccagtTcgcctacgacggcaaggat tacatcgccc tgaac 
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gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagTggagagcctacctggagggcacgtgcgtggaglggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO:59); , 
Cw*070101 : 

5 atgcgggtcatggcgccccgagccctcctcctgctgctctcgggaggcctggccctgaccgagacctgggcctgct 
cccaclccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagigggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaactacaagcgccaggcacaggctgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtAtggctgcgacct 

10 ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacaccgcggclcagatcacccagcgcaagtTggaggcggcccgtgcggcgg 
agcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcAgaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggggaggaccagacccaggacaccgagc 

15 ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccltclggacaagagca 
gagatacacgtgccatatgcagcacgaggggctgcaagagcccctcaccctgagctgggagccatcttcccagccc 
accatccccatcatgggcaicgttgctggcctggctgtcctggttgtcctagctglccttggagctgtggtcaccg 
c t a t ga t g t g t aggaggaagagc t c agg t gga aaaggagggagc t gc t c t c aggc t gcg t gc age a a c ag t gc c c a 
gggctctgatgaglctctcatcActtgtaa(SEQ ID N0:60); 

20 Cw*070102 : 

atgcgggtcatggcgccccgagccctcctcctgctgctctcgggaggcctggccctgaccgagacctgggcctgct 
cccactccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcltcatctcagtgggcta 
cgtggacgacacgcagtlcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccglgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaactacaagcgccaggcacaggctgaccgagtgagcc 
25 tgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccag'tccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagttggaggcggcccgtgcggcgg 
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agcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcagaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggigctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggggaggaccagacccaggacaccgagc 
t tgtggagaccaggccagcaggagatggaacct tccagaagtgggcagctgtggtggtgccttctggacaagagca 
5 gagatacacgtgccatatgcagcacgaggggctgcaagagcccctcaccctgagctgggagccatcttcccagccT 
accatccccatcatgggcatcgttgctggcctggctgtcctgg.ttgtcctagctgtcct tggagctgtggtcaccg 
ctatgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtgcagcaacagtgccca 
gggctclgatgagtctctcatcacttgtaa(SEQ ID N0:61); 
Cw*070201 : 

10 atgcgggtcalggcgccccgagccctcctcctgctgctctcgggaggcctggccctgaccgagacctgggcctgct 
cccactccatgaggtat ttcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtgggcta 
cgtggacgacacgcagltcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgagcc 
tgcggaaccigcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtCtggctgcgacct 

15 ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtTggaggcggcccgtgcggcgg 
age age t gagagc c t ac c t ggagggc ac g t gc g t ggag t ggc t c cgc aga t ac c t ggagaacggga aggagaege t 
gcagcgcgcagaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagalcacactgacctggcagcgggatggggaggaccagacccaggacaccgagc 

20 ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggacaagagca 
gagat acacgtgccat a Igcagcacgaggggc tgcaagagcccc tcaccc tgagc tgggagecaic t tcccagccc 
accatccccatcalgggcatcgl tgctggcctggclgtcclggt tgtcct age tgtcct tggagctgtggtcaccg 
ctatgatgtglaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtgcagcaacagtgccca 
gggctctgatgagtclctcatcActtgtaa(SEQ ID N0:62); 

25 Cw*0703 : 

tgctcccactccatgaggtatttcgacaccgccgtgtcccggcccggcgccggagagccccgcttcatctcagtgg 
gctacgtggacgacacgcagttcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtg 
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ggtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtg 
agcctgcggaacclgcgcggctaclacaaccagagcgaggacgggtctcacaccctccagaggatgtctggctgcg 
acctggggcccgacgggcgcc tcctccgcgggtalgaccagtccgcctacgacggcaaggat tacatcgccctgaa 
cgaggacctgcgctcctggaccgcggcggacaccgcggctcagaicacccagcgcaagtgggaggcggcccgtgcg 
5 gcggagcagc tgagagcc t acc tggagggAc tgtgcgtggagtggc t ccgcaga t acc tggagaacgggaaggaga 
cgctgcagcgcgcagaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtg 
ctgggccctgggct tctaccctgcggagatcacactgacctggcagcgggatggggaggaccagacccaggacacc 
gagcl tglggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggacaag 
agcagaga t acacgtgcca t a tgcagcacgaggggc tgcaagagcccc t caccc t gage tgggageca tc 1 1 ccca 
10 gcccaccatccccatcatgggcatcgttgctggcctggctgtcctggttgtcctagctgtccttggagctgtggtc 
accgctatgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtgcagcaacagtg 
cccagggctctgatgagtctctcatcacttgtaa(SEQ ID N0:63); 
Cw*070401 : 

atgcgggtcatggcgccccgagccctcctcctgctgctctcgggaggcctggccctgaccgagacctgggcctgct 
15 : cccactccatgaggtat t tcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtgggcta 
cgtggacgacacgcagttcgtgcggl tcgacagcgacgccgcgagiccgagaggggagccccgggcgccgtgggtg 
gagcaggaggggccggagtal tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacacci tccagaggatgtatggclgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagt tcgcctacgacggcaaggat lacatcgccctgaacgag 
20 gacctgcgctcclggaccgccgcggacaccgcggctcagatcacccagcgcaagt tggaggcggcccgtgcggcgg 
agcaggaCagagcc t acc tggagggcacgtgcgtggagtggct ccgcaga t acc tggagaaegggaagaagacget 
gcagcgcgcggaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggggaggaccagacccaggacaccgagc 
Itgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgiggtggtgcct tctggacaagagca 
25 gagat acacgtgcca t a tgcagcacgaggggc tgcaagagcccc t caccc tgagc tgggagecate t Icccagccc 
accatccccatcatgggcatcgt tgctggcctggctgtcctggttgtcctagctgtccttggagctgtggtcaccg 
ctatgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtgcagcaacagtgccca 
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gggclctgalgagtctctcatcActigtaa(SEQ ID N0:64); 
Cw*070402 : 

atgcgggtcatggcgccccgagccctcctcctgcigctctcgggaggcctggccctgaccgagacctgggccigct 
cccaclccatgagglat ttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtgggcla 
5 cgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccccgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgagcc 
tgcggaacc tgcgcggc tac t aTaaccagagcgaggacgggtc tcacacc t tccagaggatgtatggc tgcgacc t 
ggggcccgacgggcgcctcctccgcgggtatgaccagt tcgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcclggaccgccgcggacaccgcggctcagatcacccagcgcaagt Iggaggcggcccgtgcggcgg 

1 0 agcaggacagagcc ( acc tggagggc acgtgcgtggagtggc t ccgcaga t acc Iggagaacgggaagaagacgc t 
gcagcgcgcggaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggggaggaccagacccaggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t ggaac c 1 1 c c agaag t gggc age t g t gg t gg t gc c 1 1 c t ggac aagagc a 
gagatacacglgccatatgcagcacgaggggctgcaagagcccctcaccctgagctgggagccatct tcccagccc 

15 accatccccatcatgggcatcgttgctggcctggctgtcctggt tgtcclagctgtccltggagctgtggtcaccg 
ctatgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtgcagcaacagtgccca 
gggcictgatgagtctctcatcacttgtaa(SEQ ID N0:65); 
Cw*0705 : 

gctcccactccatgaggtatt tcgacaccgccgtgtcccggcccggccgcggagagcccegct tcatctcagtggg 
20 ctacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gec tgcggaacc tgcgcggc t ac t acaaccagagcgaggacgggtc tcacaccc t ccagaaTa tg t a tggc tgega 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggclcagatcacccagcgcaagttggaggcggcccgtgcgg 
25 cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcag(SEQ ID NO:66); 
Cw*0706 : 
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atgcgggtcatggcgccccgagccctcctcctgctgctctcgggaggcctggccctgaccgagacctgggcctgct 
cccaciccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtgggcta 
cgtggacgacacgcagltcgtgcggltcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagiattgggaccgggagacacagaactacaagcgccaggcacaggctgaccgagtgagcc 
5 tgcggaacctgcgcggclactacaaccagagcgaggacgggtctcacaccctccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacc tgcgc f cc tggaccgccgcggacaccgcggc tcagatcacccagcgcaagt tggaggcggcccgtgcggcgg 
age age t gagagee t ace t ggagggc acg t gcg t ggag t ggc t cege aga t ac c t ggagaaegggaaggagaege t 
gcagcgcgcagaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtgctgg 

10 gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggggaggaccagacccaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggc^gctgtggtggtgccttctggacaagagca 
gagatacacgtgccatatgcagcacgaggggctgcaagagcccctcaccctgagctgggagccatcttcccagccc 
accalccccatcatgggcatcgttgclggcctggctgtcctggttgtcctagctgtccttggagctgtggtcaccg 
ctaAgatgtgtaggaggaagagclcaggtggaaaaggagggagctgctctcaggitgcgtgcagcaacagtgccca 

15 gggctctgatgagtctctcatcacttgtaa(SEQ IDN0:67); 
Cw*0707 : 

gctcccactccatgaggtatttcgacaccgccgigtcccggcccggccgcggagagccccgcttcatctcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaactacaagcgccaggcacaggctgaccgagtga 

20 acctgcggaaActgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtAtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggacc tgcgc tec tggaccgccgcggacaccgcggc lcagatcac,ccagcgcaagtTggaggcggcccgtgcgg 
cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcAg(SEQ ID NO:68); 

25 Cw*0708 : 

gctcccactccatgaggtat t tcgacaccgccgtgtcccggcccggccgcggagagccccgcl tcatctcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
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gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gcclgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgiTtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccaglCcgcctacgacggcaaggattacaicgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtTggaggcggcccgtgcgg 
5 cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcAg(SEQ ID N0:69); 
Cw*07Q9 : 

gctcccactccatgagglat ttcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtggg 
ctacgtggacgacacgcagUcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 

10 gtggagcaggaggggccggagtattgggaccgggagacacagaactacaagcgccaggcacaggctgaccgagtga 
a c c t gcgga aAc t gcgc ggc t ac t ac aac c agagc gaggAcggg tctcacaccctcc agagga t g t A t ggc t gcga 
cctggggcccgacgggcgcclcctccgcgggtatgaccagtCcgcctacgacggcaaggal tacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtTggaggcggcccgtgcgg 
cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacclggagaacgggaaggagac 

15 gclgcagcgcgcAg(SEQ ID NO: 70); 
Cw*0710 : 

gcicccactccalgaggtatf tcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 

20 gcctgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacatcAtccagaggatgtCtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggat tacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtTggaggcggcccgtgcgg 
cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcAg(SEQ ID N0:71); 

25 Cw*0711 : 

atgcgggtcatggcgccccgagccctcctcctgctgctctcgggaggcctggccctgaccgagacctgggcctgct 
cccactccatgaggtatt tcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtgggcta 
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cgtggacgacacgcagttcgfgcggttcgacagcgacgccgcgagtccgagaggggagccccgggcgccgtgggtg 
gagcaggaggggccggaglattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgaglgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacapcttccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagttcgcctacgacggcaaggattacatcgcccigaacgag 
5 gacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagt tggaggcggcccgtgcggcgg 
agcaggaCagagcclacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagaagacgct 
gcagcgcgcggaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtgctgg 
gccctgggcltctaccctgcggagatcacactgacctggcagcgggatggggaggaccagacccaggacaccgagc 
ttg(ggagaccaggccagcaggagatggaaccttccagaagtgggcagctg(ggtggtgccttctggacaagagca 
10 gagatacacgtgccalatgcagcacgaggggclgcaagagcccctcaccclgagctgggagccatcttcccagccc 
accatccccatcatgggcalcgttgciggcctggctgtcciggttgtcctagctgtccttggagctgtgglcaccg 
ctatgatgtgtaggaggaagagctcaggtggaaaaggagggagclgctctcaggctgcgtGcagcaacagtgccca 
gggctctgatgagtcictcatcgcttgtaa(SEQ ID NO:72); 
Cw*0712 : 

15 gctcccaclccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccccgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggacggglctcacaccttccagaggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagttcgcciacgacggcaaggattacatcgccctgaac 

20 gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtgggaggcggcccgtgcgg 

cggagcaggaCagagcciacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagaagac 
gctgcagcgcgcgg(SEQ ID N0:73); 

Cw*0713 : 

gctcccactccalgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcltcatctcagtggg 
25 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtCtggctgcga 
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cctggggcccgacgggcgcctcclccgcgggtatgaccagtTcgcctacgacggcaaggat tacalcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagaicacccagcgcaagtTggaggcggcccgtgcgg 
c ggagc age t gagagc c t ac c t ggagggc acg t gcg t ggag t ggc t c c gc aga t ac c t ggagaaegggaaggagae 
gctgcagcgcgcAg(SEQ ID N0:74); 
5 Cw*0714 : 

gctcccactccatgaggtat ticgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtggg 
clacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
g t ggagc aggaggggc eggag t a 1 1 gggac egggagae ac aga ag t ac a agege c aggc ac aggc t gac cgag t ga 
gcctgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtacggctgcga 
10 cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgclcclggaccgccgcggacaccgcggctcagatcacccagcgcaagt tggaggcggcccgtgcgg 
cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcAcag(SEQ ID N0:75); 
Cw*0715 : 

15 gctcccactccatgaggtat ttcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtggg 
ctacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtCtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggat tacatcgccctgaac 

20 gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagt tggaggcggcccgtgcgg 
cggagcagctgagagcctacctggagggcgAgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gclgcagcgcgcAg(SEQ ID N0:76); 
Cw*0716 : 

gctcccactccatgaggtat I tcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtggg 
25 ctacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
g t ggagc aggaggggceggagt at tgggaccgggagacacagaaCtacaagcgccaggcacaggctgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtAtggctgcga 
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cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggat lacatcgccctgaac 
gaggaccigcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtTggaggcggcccgtgcgg 
cggagcagclgagagcctacctggagggcacgtgcgtggagtggclccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcAg(SEQ ID N0:77); 
5 Cw*0717 : 

gctcccactccatgaggtat ttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtggg 
ctacgtggacgacacgcagt tcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtCtggctgcga 

10 cctggggcccgacgggcgcctcctccgcgggtalgaccagtccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagtgggaggcggcccgtgcgg 
cggagc age t gagagc c t ac c t ggagggc acg t gc g t ggag t ggc t c cgc aga t a c c t ggaga aegggaaggagae 
gctgcagcgcgcagaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggtgc 
tgggccctgggct tctaccctgcggagaicacactgacctggcagcgggatggggaggaccagacccaggacaccg 

15 agct tgtggagaccaggccagcaggagatggaaccttccagaaglgggcagctgtggtggtgcct tctggacaaga 
gcagagatacacgtgccatalgcagcacgaggggctgcaagagcccctcaccctgagCtggg(SEQ ID 
NO:78); 
Cw*0718 : 

atgcgggtcatggcgccccgagccctcctcctgctgctctcgggaggcciggccctgaccgagacctgggcctgct 
20 cccactccatgaggtal ttcgacaccgccgtgtcccggcccggccgcggagagccccgct tcatctcagtgggcta 
cgtggacgacacgcagtlcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtaltgggaccgggagacacagaactacaagcgccaggcacaggctgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggacgggtctcacaccclccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
25 gacctgcgctcctggaccgccgcggacaccgcggctcagatcacccagcgcaagt tggaggcggcccgtgcggcgg 
agcagctgagagcctacctggagggcacgtgcglggaglggclccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcagaacccccaaagacacacgtgacccaccaccccctctctgaccatgaggccaccctgaggigctgg 
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gccc Igggc 1 1 c t accc tgcggaga I cacac tgacc tggcagcggga tggggaggaccagacccaggacaccgagc 
t tgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgcct tctggacaagagca 
gagatacacgtgccataigcagcacgaggggctgcaagagcccctcacc(ctgagctgggagccatcttcccagccc 
accatccccatcatgggcatcgttgctggcctggctgtcctggttgtcciagctgtccilggagctgtggtcaccg 
5 ctatgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctcicaggTtgcgtgcagcaacaglgccca 
gggctctgatgagtctcicatcacttgtaa(SEQ ID N0:79); 
Cw*080101 : 

atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 

10 cgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtalggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtaiaaccagttcgcctacgacggcaaggattacatcgccctgaatgag 
gacc t gcgc t cc 1 ggaccgccgcggacacggcggc t caga t cacccagcgcaag t gggaggcggcccgt acggcgg 

15 agcagcTgagagcctacctggagggcacgtgcglggagtggctccgcagatacctggagaacgggaagaagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccc tgggc 1 1 c t accc tgcggaga tcacac tgacc tggcagcggga tggcgaggaccaaac t caggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t ggaa c c 1 1 c c agaag t gggc age t g t gg t gg t gc c 1 1 c t ggagaagagc a 
gagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggGgccatcttcccagccc 

20 accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgatggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t ggaaa aggagggagc t gc t c t c aggc t gcg t c c age a ac ag t gc c c a 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:80); 
Cw*080102 : 

gctcccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtggg 
25 ctacgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gec tgeggaace t gegegge t ac t acaaccagagcgaggccggg t c t cacaccc t ccagagga tg t'aCggc tgega 
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cctggggcccgacgggcgcctcctccgcgggtataaccagtTcgcctacgacggcaaggattacatcgccctgaat 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtAcgg 
cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagaagac 

gclgcagcgcgcgg(SEQ ID N0:81); 
5 Cw*0802 : 

atgcgggtcatggcgccccgaaccclcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccalgaggtatttctacaccgccglgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 

10 tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacalcgccctgaatgag 
gacctgcgctcctggaccgccgcggacaAggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagaagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 

15 gccctgggcttctaccctgcggagatcacactgacclggcagcgggatggcgaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggGgccatcttcccagccc 
accatccccatcgtgggcalcgttgctggcctggctgtcctggctgtcctagctgtcciaggagctgtgalggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t gga aa aggagggagc t gc t c t c aggc t gc g t c c age aac ag t gc c c a 

20 gggctctgatgagtclctcatcgctlgtaa(SEQ ID N0:82) ; 
Cw*0803 : 

atgcgggtcatggcgccccgaaccctcatcctgctgctclcgggagccciggccctgaccgagacctgggcctgct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcitcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccglgggtg 
25 gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaatgag 
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gacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtacggcgg 
agcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacAggaagaagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctcjtgaccatgaggccaccctgaggtgctgg 
gccc tgggc 1 1 c t accc tgcggaga t cacac tgacc tggcagcggga tggcgaggaccaaac t caggacaccgagc 
5 t tgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
gagatacacglgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggggccatcttcccagccc 
accatccccatcgtgggcatcgttgclggcctggctgtcctggctgtcclagctgtcctaggagctgtgAtggctg 
t tgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:83); 
10 Cw*0804 : 

gctcccactccatgaggtat ttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcagt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat Igggaccgggagacacagaagiacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcga 
15 cctggggcccgacgggcgcclcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaat 
gaggacctgcgctcctggaccgccgcggacaAggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagAagac 
gctgcagcgcgcgg(SEQ ID N0:84); 
Cw*0805 : 

20 gctcccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagttcglgcagt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagGctgaccgagtga 
gcctgcggaacctgcgcggctaclacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtataaccagtTcgcctacgacggcaaggattacatcgccctgaat 

25 gaggacctgcgctcctggaccgccgcggacaAggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagAagac 
gctgcagcgcgcgg(SEQ ID NO:85); 
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Cw*0806 : 

gctcccaciccatgaggtatttctacaccgccgtgicccggcccggccgcggagagccccgctlcatcgcagtggg 
ctacgtggacgacacgcagttcglgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
g t ggagc aggaggggc cggag t a 1 1 gggac c gggaga c ac aga ag t a c aagcgc c aggc ac agac t gac c gag t ga 
5 gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggaitacatcgccctgaat 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtacgg 
cggagcagclgagagcctacctggagggcGcgtgcgtggagtggctccgcagatacctggagaacAggaagaagac 
gctgcagcgcgcgg(SEQ ID N0:86); 
10 Cw*0807 : 

gctcccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcltcalcgcagtggg 
ctacgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcga 
15 cctggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggat tacatcgccctgaat 
gaggacctgcgc tcctggaccgccgcggacaAggcggctcagaicacccagcgcaagiTggaggcggcccgtgagg 
cggagcagcggagagcclacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagAagac 
gctgcagcgcgcggCSEQ ID N0:87); 
Cw*0808 : 

20 gctcccactccatgagglatttctacaccgccgtglcccggcccggccgcggagagccccgcttcalcgcagtggg 
ctacgtggacgacacgcagtlcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gccigcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagagCatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtataaccagllcgcctacgacggcaaggat tacatcgccctgaat 

25 gaggacctgcgc tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtacgg 
cggagcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaagAagac 
gctgcagcgcgcggCSEQ IDN0:88); 
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Cw*0809 : 

atgcgggtcatggcgccccgaaccctcaccctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccaclccatgaggtat'ttctacaccgccgtglcccggcccggccgcg^agagccccgcttcaicgcagtgggcta 
cgtggacgacacgcagttcgtgcagttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
5 gagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagac tgaccgagtgagcc 
tgcggaacctgcgcggctaclacaaccagagcgaggccgggtctcacaccctccagaggatgtatggctgcgacct 
ggggcccgacgggcgccicctccgcgggtatgaccagtccgcctacgacggcaaggat tacatcgccctgaatgag 
gacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtacggcgg 
agcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaaegggGagaagacgct 
10 gcagcgcgcggaacacccaaagacacacglgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gcc(SEQ ID NO: 89); 
Cw* 120201 : 

atgcgggtcatggcgccccgaaccctcatcctgclgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtatltciacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 

15 cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggc tgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtaCggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgcTgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 

20 agcagtggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t ggaac c 1 1 c c aga ag t gggc age t g t gg t gg t gc c 1 1 c t ggaga agagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccatcttcccagccc 

25 accalccccatcgtgggcatcgttgclggcctggctgtcctggctgtcctagctgtcctaggagctgtgAtggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t gga aa aggagggagc t gc t c t c aggc t gcg t c c age a a c ag t gc c c a 
gggctctgalgagtctctcatcgcttgtaa(SEQ ID N0:90) ; 
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Cw* 120202 : 

atgcgggtcatggcgccccgaaccctcaUctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtat ttctacaccgccgtgtcccggcccggccgcggagagccccgct tcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
5 gagcaggaggggccggagtaitgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtaCggctgcgacci 
ggggcccgacgggcgcc t cc t ccgcggg t a t gaccagt ccgcc t acgacggcaagga 1 1 aca t cgccc tgaacgag 
gacctgcgctcctggaccgcTgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccglgaggcgg 
agcagtggagagcctacctggagggcacgtgcgiggagtggctccgcagatacctggagaacgggaaggagacgct 

10 gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccc tgggc tic t accc tgcggaga tcacac tgacc tggcagcgggatggcgaggaccaaac tcaggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t gga a c c 1 1 c c aga ag t gggc age t g t gg t gg t gc c 1 1 c t ggaga agagc a 
gagatacacgtgccaigtgcagcacgaggggctgccAgagcccctcaccctgagatgggagccatct tcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgAtggctg 

15 ttgtgalgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ IDN0:91); 
Cw* 120203 : 

gctcccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 

20 gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gec t geggaace tgegegge t ac t acaaccagagcgaggccgggic t cacaccc t ccagagga tgt Atggc tgega 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgcTgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
eggagcag I ggagagee taccl ggagggc acg t gcg t ggag t ggc t cege aga t acc t ggagaaegggaaggagae 

25 gctgcagcgcgcgg(SEQ ID NO:92) ; 
Cw* 120301 : 

atgcgggtcatggcgccccgaaccctcatcctgctgclctcgggagccctggccctgaccgagacctgggcctgct 



WO 2005/063985 



PCT/JP2004/019763 



441 



cccactccatgaggtattlctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcia 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagGctgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccggglctcacaccctccagtggatgtatggctgcgacct 
5 ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcclacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggacTgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagtggagagcctacctggagggcacgtgcgiggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccalcccglctctgaccatgaggccaccclgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 

10 1 1 g t ggagac c aggc c age aggaga t ggaac c 1 1 c c agaag t gggc age t g t gg t gg t gc c 1 1 c t ggagaagagc a 
gagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggagccatct tcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggclglcclagctgtcctaggagctgtgAtggctg 
1 1 g t ga t g t g t aggaggaagagc t c agg t gga a aaggagggagc t gc t c t c aggc t gcg t c c age a ac ag I gc c c a 
gggctctgatgagtctctcatcgcttgtaaCSEQ ID NO:93) ; 

15 Cw* 120302 : 

gctcccactccatgaggtatttciacaccgccgtgtcccggcccggccgcggagagccccgctlcalcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtatggctgcga 
20 cctggggcccgacgggcgcctcctccgcggglatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgcGgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagTggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:94); 
Cw* 120401 : 

25 atgcgggtcatggcgccccgaaccctcatcctgctgctclcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtattlctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcGcagtgggcta 
cgtggacgacacgcagllcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
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gagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagGctgaccgagtgaacc 
tgcggaaAc tgcgcggc t ac t acaaccagagcgaggccgggt c tcacaccc t ccagtgga tgl Atggc tgcgacc t 
ggggcccgacgggcgcc t cc t ccgcggg t a t gaccag t Ccgcc t acgacggcaagga 1 1 aca t cgccc tgaacgag 
gacctgcgctcctggaccgccgcggacacGgcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
5 agcagTggagagcclacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgc (SE 
Q ID NO:95); 
Cw* 120402 : 

atgcgggtcatggcgccccgaaccctcatccigctgctctcgggagccctggccctgaccgagacclgggcctgct 
10 cccactccatgaggtatttclacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagGctgaccgagtgaacc 
tgcggaaAc tgcgcggc tact acaaccagagcgaggccgggt c tcacaccc tccagtggatgtatggc tgcgacc t 
ggggcccgacgggcgcc tec tecgegggt a tgaccagt ccgcc tacgaeggcaaggat tacatcgccc tgaacgag 
15 gacctgcgctcctggacTgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagtggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gece tgggc 1 1 c t accc tgeggaga tcacac tgacc tggcagcggga tggcgaggaccaaac tcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
20 gagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagatgggagccatcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgAtggctg 
ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:96); 
Cw*1205 : 

25 atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgct tcatcgcagtgggcta 
cgtggacgacacgcagt tcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
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gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagaclgaccgagtgaacc 
tgcggaaActgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggalgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggacTgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
5 agcagtggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
1 1 g t ggagac c aggc c age aggaga tggaacct tccagaagt gggc age t g t gg t gg t gc c 1 1 c t ggaga agagc a 
gagatacacgtgccatgtgcagcacgaggggctgccagagcccctcaccctgagalgggagccatcttcccagccc 
10 accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgAtggctg 
t tgtgatgtgtaggaggaagagclcaggtggaaaaggagggagctgctctcaggclgcgiccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:97); 
Cw*1206 : 

gctcccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcl tcatcgcagtggg 
15 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccglgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtatggctgcga 
cctggggcccgacgggcgcctcclccgcgggtatgaccagtccgcctacgacgTcaaggattacatcgccctgaac 
gaggacctgcgctcctggactgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
20 cggagcagtggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID N0:98); 
Cw*l207 : 

gctcccactccatgaggtatt let acaccgccgtgtcccggcccggccgcggagagccccgct tcatcgcagtggg 
c tacgtggacgacacgcagt tcgtgcggt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
25 gtggagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgG 
gcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaac 
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gaggacctgcgctcciggactgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccglgagg 
cggagcagtggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

gctgcagcgcgcgg(SEQ ID N0:99); 
Cw*1208: 

5 atgcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 
cgtggacgacacgcagttcglgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaaCtacaagcgccaggcacaggctgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagaggatgtaCggctgcgacct 

10 ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgclcctggaccgcTgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagtggagagcc t acc t ggagggcacgt gcgt ggag t ggc t ccgcaga t acc tggagaacgggaaggagacgc t 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgclgg 
gccctgggcltctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaaclcaggacaccgagc 

15 1 1 g t ggagac c aggc c age aggaga t gga ac c 1 1 c c aga ag t gggc age 1 g t gg t gg t gc c 1 1 c t ggaga agagc a 
gagatacacglgccaigtgcagcacgaggggctgccAgagcccctcaccctgagatgggagccatcttcccagccc 
accalccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagclgtgAtggctg 
ttgtgatgtgtaggaggaagagclcaggtggaaaaggagggagctgclctcaggctgcgtccagcaacagtgccca 
gggclctgatgagtctctcatcgcttglaa(SEQ ID N0:100); 

20 Cw* 140201 : 

atgcgggtcatggcgccccgaaccctcatcclgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgagglattlctCcacalccgtgtcccggcccggccgcggggagccccgcttcatcgcagtgggcta 
cglggacgacacgcagt icgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
25 tgeggaace tgegegge t ac t acaaccagagcgaggccgggl c tcacaccc t ccagtgga tgt t Iggc tgegace t 
ggggcccgacgggcgcctcctccgcgggtatgaccaglCcgcctacgacggcaaggattacatcgccclgaacgag 
gatctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
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agcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacclggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccalgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacaccgagc 
t tgtggagaccaggccagcaggagatggaaccttccagaagigggcagctgtgGtggtgccttctggagaagagca 
5 gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
ttgtgatgtgtaggaggaagagclcaggtggaaaaggagggagctgclctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgctlgtaa(SEQ ID NO: 101) ; 
Cw* 140202 : 

10 gctcccactccatgaggtatttctCcacatccgtgicccggcccggccgcggggagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
gcclgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtTtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggat tacatcgccctgaac 

15 gaggacclgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
c ggagc agcggagagc c t a c c t ggagggc ac g t gcg t ggag t ggc t c cgc aga t ac c t ggaga ac gggaaggagac 
gctgcagcgcgcgg(SEQ ID NO: 102) ; 
Cw*1403 : 

algcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
20 cccactccatgaggtatttctCcacatccgtgtcccggcccggccgcggggagccccacttcatcgcaglgggcta 
cgtggacgacacgcagttcglgcggttcgacagcgacgccgcgagtccAagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggaglattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacclgcgcggctaclacaaccagagcgaggccgggtclcacaccctccagtggatgt ttggctgcgacct 
ggggcccgacgggcgcctcclccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaacgag 
25 gate tgcgc tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
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gccctgggcltctaccctgcggagatcacactgacctggcagtgggatggggaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtgGtggtgccttctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccgtcttcccagccc 
accatccccatcgtgggcatcgtigctggcclggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
5 1 1 g t ga t g t g t aggaggaagagc t c agg t gga aaaggagggagc t gc t c t c aggc t gc g t c c age a ac ag t gc c c a 
gggctctgatgagtctctcatcgctlgtaa(SEQ ID N0:103); 
Cw*1404 : 

gclcccactccatgaggtatttctCcacatccgtgtcccggcccggccgcggggagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagitcgtgcggttcgacagcgacgccgcgaglccgagaggggagccgcgggcgccgtgg 

10 gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtga 
AcctgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatglTtggctgcga 
cctggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggaTctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

15 gctgcagcgcgcgg(SEQ ID NO: 104); 
Cw*1405 : 

gctcccaclccatgaggtatttctCcacatccgtgtcccggcccggccgcggggagccccgcttcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtat tgggaccgggagacacagaaglacaagcgccaggcacagactgaccgagtga 

20 gcctgcggaacclgcgcggctactacaaccagagcgaggccgggtctcacaccctccagtggatgtAtggctgcga 
cclggggcccgacgggcgcctcctccgcgggtatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggaTctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO: 105); 

25 Cw*l50201 : 

atgcgggtcatggcgccccgaaccctcctcctgctgctclcgggagccctggccctgaccgagacctgggcctgct 
cccaclccatgaggtatttctacaccgctgtgtcccggcccggccgcggagagccccacttcatcgcagtgggc ta 
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cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtaltgggaccgggagacacagaactacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtatggctgcgacct 
ggggcccgacgggcgcclcctccgcgggcatgaccagttAgcctacgacggcaaggatlacatcgccctgaacgag 
5 gacctgcgclcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagalacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccc tgggc t tc t accc tgcggaga tcacac tgacc Iggcagcgggatggcgaggaccaaac tcaggacaccgagc 
t tgtggagaccaggccagcaggagatggaaccttccagaaglgggcagctgtggtggtgcct tctggagaagagca 
10 gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccatcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgAtggctg 
1 1 g t ga t g t g t aggagga agagc t c agg t gga a a aggagggagc t gc t c t c aggc t gc g t c c age aac ag t gc c c a 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 106) ; 
Cw* 150202 : 

15 gctcccattccatgaggtatttctacaccgctgtgtcccggcccggccgcggagagccccAcitcatcgcagtggg 
ctacgtggacgacacgcagttcgtgcggt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacaCagaaCtacaagcgccaggcacagactgaccgagtga 
acctgcggaaActgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtaiggctgcga 
cctggggcccgacgggcgcctcctccgcgggCatgaccagttAgcctacgacggcaaggattacatcgccctgaac 

20 gaggacctgcgctcctggaccgccgcggacacggcggclcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcTgagagcclacctggagggcacgtgcgtggagtggciccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO: 107) : 
Cw*1503 : 

atgcgggtcatggcgccccgaaccclcclcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
25 cccactccatgaggtatttclacaccgctgtgtcccggcccggccgcggagagccccacttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaactacaagcgccaggcacagGctgaccgagtgaacc 
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tgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtatggctgcgacc t 
ggggcccgacgggcgcctcctccgcgggcatgaccagt tAgcct.acgacggcaaggat tacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagctgagagcctacctggagggcacgtgcglggagtggctccgcagatacctggagaacgggaaggagacgct 
5 gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccc I gggc t i c t accc t gcggaga t cacac t gacc Iggcagcggga tggcgaggaccaaac 1 caggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t ggaac c 1 1 c c aga ag t gggc age t g t gg 1 gg t gc c 1 1 c t ggaga agagc a 
gagatacacglgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccatct tcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgAiggctg 
10 ttgtgatgtgt aggaggaagagc t c agg t gga aaaggagggagc t gc t c t c aggc t gc g t c c age a a c ag t gc c c a 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 108); 
Cw*1504 : 

algcgggtcalggcgccccgaaccctcctcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtat t tctacaccgctgtgtcccggcccggccgcggagagccccact tcatcgcagtgggcta 

15 cgtggacgacacgcagttcgtgcggt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
. gagcaggaggggccggagtal tgggaccgggagacacagaactacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcggglatgaccagtCcgcctacgacggcaaggat tacatcgccctgaacgag 
gacc tgege tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 

20 agcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacciggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccc tgggcttctaccctgcggagatcacactgacctggcagcggga tggcgaggaccaaac tcaggacaccgagc 
t tgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
gaga tacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccatct tcccagccc 

25 accatccccatcgtgggcatcgt tgctggcctggctgtcctggctgtcctagctgtcctaggagctgtgAtggctg 
t tgtgalgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 109) ; 
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Cw*150501 : 

atgcgggtcatggcgccccgaacTctcctcctgctgctctcgggagccctggcccigaccgagacctgggcctgct 
cccactccatgaggtatltctacaccgctgtglcccggcccggccgcggagagccccacttcaicgcagtgggcta 
cgtggacgacacgcagltcgtgcggttcgacagcgacgccgcgagiccaagaggggagccgcgggcgccgtgggtg 
5 gagcaggaggggccggagtat tgggaccgggagacacagaactacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtatggctgcgacct 
ggggcccgacgggcgcclcctccgcgggcatgaccagttcgcctacgacggcaaggatlacatcgccctgaacgag 
gacctgcgclcctggaccgccgcggacacggcggctcagaicacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagc tgagagcc t acc tggagggcacgtgcgtggagtggc t ccgcaga t acc tggagaacgggaaggagacgc t 
10 gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccclgcggagatcacacigacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t ggaa c c 1 1 c c aga ag t gggc age t g t gg t gg t gc c 1 1 c t ggagaagagc a 

gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcacccigagatgggagccatcttcccagccc 
accatccccatcgtgggcatcgtigctggcciggctgicctggctgtcctagctgtcctaggagctglgatggctg 
15 ^gtgalglgtaggaggaagagcicaggtggaaaaggagggagctgctctcaggctgcgiccagcaacagtgccca 
gggctctgatgaglctctcatcgcttgtaa(SEQ ID NO : 1 1 0) ; 
Cw*150502 : 

a tgcgggt calggcgccccgaaccc t cc tec tgc tgc t c t cgggagccc tggece Igaccgagacc tgggee tgc t 
cccactccatgaggtatllctacaccgctgtgtcccggcccggccgcggagagccccactlcatcgcagtgggcta 

20 cglggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtat tgggaccgggagacacagaactacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaaclgcgcggctactacaaccagagcgaggccgggtctcacatcatccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggCatgaccagtTcgcctacgacggcaaggattacatcgccctgaacgag 
gacclgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 

25 agcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacc tggagaacgggaaggagacgc t 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gece t gggc 1 1 c Uccc tgeggaga t cacac tgacc tggcagcggga t ggcgaggaccaaac t caggacaccgagc 
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ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgiggtggtgccttctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccalctlcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggclgtcctagctgtcctaggagctgtgAtggctg 
ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
5 gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 1 1 1) : 
Cw*I506: 

atgcggglcatggcgccccgaaccctcctcclgctgctclcgggagccctggccctgaccgagacctgggcctgct 
cccaclccatgaggtatttctacaccgctgtgtcccggcccggccgcggagagccccacttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 

10 gagcaggaggggccggagtattgggaccgggagacacagaactacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggccgggtcicacatcatccagaggalgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggCatgaccagtacgcctacgacggcaaggattacatcgccctgaacgag 
gacclgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagctgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgcl 

15 gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gccc tgggc t tc taccc tgcggagatcacac tgacc tggcagcggga tggcgaggaccaaac tcaggacaccgagc 
1 1 g t ggagac c aggcc age aggaga t ggaac c 1 1 c c aga ag t gggc age tgtgglggtgcct tct ggaga agagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagalgggagccatcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctglgAtggctg 

20 ttgtgalgtgtaggaggaagagctcag(SEQ ID NO: 112); 
Cw*1507 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggagagccccActtcatcgcagtggg 
ctacgtggacgacacgcagtlcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
g t ggagc aggaggggc eggag tall gggac egggagae ac aga aC t ac a agege c aggc ac agac t gac cgag t ga 
25 gc c t gcgga ac c t gege ggc t ac t ac aac c agagegagge eggg Ictcacalcatcc agagga t g t a t ggc t gega 
cclggggcccgacgggcgcctcctccgcgggCatgaccagttAgcctacgacggcaaggat tacatcgccctgaac 
gaggacctgcgct.cctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
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cggagcagcTgagagcciacclggagggcacgtgcgtggagiggctcbgcagatacciggagaacgggaaggagac 

gctgcagcgcgcgg(SEQ ID NO : 1 1 3) ; 

Cw*1508: 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggagagccccActtcatcgcagtggg 
5 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggaglattgggaccgggagacacagaaCtacaagcgccaggcacagactgaccgagtga 
acctgcggaaActgcgcggctactacaaccagagcgaggccgggtctcacatcAtccagaggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggCatgaccagttAgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
10 cggagcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO : 1 1 4) ; 
Cw*1509 : 

gctcccactccatgaggtatttctacaccgctgtgtcccggcccggccgcggagagccccacttcatcgcagtggg 
ctacgtggacgacacgcagt tcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccglgg 

15 gtggagcaggaggggccggagtattgggaccgggagacacagaactacaagcgccaggcacagactgaccgagtga 
acctgcggaaaclgcgcggctactacaaccagagcgaggccgggtclcacatcatccagaggatgiatggctgcga 
cctggggcccgacgggcgcctcctccgcgggCatgaccagtCcgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 

20 gctgcagcgcgcgg(SEQ ID NO : 1 1 5) ; 
Cw*1510 : 

gclcccactccatgaggtat tic tacaccgccgtgtcccggcccggccgcggagagccccgc Ilea tcgcagtggg 
ctacgtggacgacacgcagt tcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
g t ggagc aggaggggc eggag t a 1 1 gggac egggagae a c aga aC t ac a agege c aggc ac agac t gac cgag t ga 
25 acctgcggaaActgcgcggclactacaaccagagcgaggccggglctcacatcatccagaggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggCatgaccagttAgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
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cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ IDN0:116); 
Cw*15il : 

gctcccactccatgaggtatttctacaccgctgtgicccggcccAgccgcggagagccccActtcatcgcagtggg 
5 ctacgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgg 
gtggagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtga 
acctgcggaaActgcgcggctactacaaccagagcgaggccggglctcacatcatccagaggatgtatggctgcga 
cctggggcccgacgggcgcctcctccgcgggCatgaccagttAgcctacgacggcaaggattacatcgccctgaac 
gaggacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgagg 
10 cggagcagcTgagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagac 
gctgcagcgcgcgg(SEQ ID NO : 1 1 7) ; 
Cw*1601 : 

atgcgggtcatggcgcc.ccgaaccclcatcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 

15 cgtggacgacacgcagttcgtgcggt tcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggctactacaaccagagcgaggccgggtctcacaccciccagtggatgtatggctgcgacci 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgcggcgg 

20 agcagcAgagagcc t acc t ggagggc acgtgcgt ggagtggc 1 ccgcaga t acc t ggagaacgggaaggagacgc t 
gcagcgcgcggaacacccaaagacacacgtgacccaccatctcgtctctgaccatgaggccaccctgaggtgctgg 
gccclgggctlctaccctgcggagatcacactgacclggcagcgggatggcgaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
gaga I acacgigcca tgtgcagcacgaggggc tgccggagcccc Icaccc tgaga tgggagccatc t tcccagccc 

25 accatccccatcgtgggcatcgttgctggcctggclgtcctggctgtcctagctgtcctaggagctgtgglggctg 
ttgtTatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID NO: 118); 
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Cw*1602: 

. atgcgggtcatggcgccccgaacccicalcctgctgctctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
5 gagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgaacc 
tgcggaaAcigcgcggctactacaaccagagcgaggccgggtcicacaccctccagtggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacggcggclcagatcacccagcgcaagtgggaggcggcccgtgcggcgg 
agcagcAgagagcc t acc tggagggcacgi gcgt ggagtggc t ccgcaga t acc tggagaacgggaaggagacgc t 

10 gcagcgcgcggaacacccaaagacacacgtgacccaccatctcgtctctgaccatgaggccaccctgaggtgctgg 
gc c c t gggc t ( c t ac c c t gcggaga t c ac ac t gac c t ggc age ggga t ggc gaggac c aaac t c aggac ac cgagc 
1 1 g t ggagac c aggc c age aggaga t ggaac c 1 1 c c aga ag t gggc age t g t gg t gg t gc c 1 1 c t ggaga agagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccatcttcccagccc 
accaiccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 

15 ttgtTatgtgt aggaggaagagc t c agg t gga aaaggagggagc t gc t c t c aggc t gcg 1 c c age a ac ag t gc c c a 
gggctctgatgagtctctcatcgcttglaa(SEQ ID NO: 119); 
Cw* 16040 1 : 

atgcgggtcatggcgccccgaaccctcatcctgctgclctcgggagccctggccctgaccgagacctgggcctgct 
cccactccatgaggtat ttciacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 

20 cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccaagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtat tgggaccgggagacacagaagtacaagcgccaggcacagactgaccgagtgagcc 
tgcggaacctgcgcggclactacaaccagagcgaggccgggtctcacaccctccagtggatgtatggctgcgacct 
ggggcccgacgggcgcctcclccgcgggtatgaccagtccgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgccgcggacacggcggclcagatcacccagcgcaagtgggaggcggcccgtgcggcgg 

2 5 agcagTggagagcc t acc tggagggcacgtgcgtggagtggc t ccgcaga t acc tggagaacgggaaggagacgc t 
gcagcgcgcggaacacccaaagacacacgtgacccaccatctcgtctctgaccatgaggccaccctgaggtgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggcgaggaccaaactcaggacaccgagc 
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ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgcct tctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatgggagccatcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtc v ctagctgtcctaggagctgiggtggctg 
ttgtTatgtgtaggaggaagagctcagCSEQ ID NO: 120); 
5 Cw*1701 : 

atgcgggtcatggcgccccaagccctcctcctgctgctct.cgggagccctggccctgatcgagacctgggccggct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagigggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgaacc. 

10 tgcggaaactgcgcggctactacaaccagagcgaggccggttctcacaccatccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtalaaccagttcgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgcggcggacacggcggctcagatctcccagcgcaagitggaggcggcccgtgaggcgg 
agcagctgagagcctacctggagggcgagtgcgtggagtggctccgcggatacctggagaacgggaaggagacgct 
gcagcgcgcggaacgcccaaagacacacgtgacccaccatcccgtctctgaccatgaggccacccigaggtgctgg 

15 gccctgggcttctaccctgcggagaicacactgacctggcagcgggatggggaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccticcagaagtgggcagctgtggtggigcct tctggacaagaaca 
gaga.tacacgtgccatgtgcagcacgaggggctgcaggagccctgcaccctgagatggaagccgtcttcccagccc 
accatccccaacttgggcatcgtttctggcccagctgtcctggclgtcclggctgtcctggctgtcctagctgtcc 
laggagctgtggtcgctgctgtgataCCSEQ ID NO: 121); 

20 Cw*1702 : 

algcgggtcatggcgccccgaaccctcatcctgctgctctcgggagccctggccctgatcgagacctgggccggct 
cccactccatgaggtatttctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcaglgggcla 
cgtggacgacacgcagltcgtgcggt tcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgaacc 
25 tgcggaaactgcgcggctactacaaccagagcgaggccggttctcacaccatccagaggatgtatggctgcgacct. 
ggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgcggcggacacggcggctcagatctcccagcgcaagttggaggcggcccgtgaggcgg 
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agcagc tgagagcc t acc tggagggcgagtgcgtggagtggc t ccgcgga 1 acc tggagaacgggaaggagacgc t 
gcagcgcgcggaacgcccaaagacacacgtgacccaccatcccglctctgaccatgaggccaccclgaggtgctgg 
gccctgggctlctaccctgcggagatcacactgacctggcagcgggalggggaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggacaagaaca 
5 gagatacacgtgccatgtgcagcacgaggggctgcaggagccctGcaccctgagatgga(SEQ ID NO: 122) ; 
Cw*1703 : 

atgcgggtcatggcgccccaagccctcctcctgctgctctcgggagccctggccctgatcgagacclggAccggct 
cccactccatgaggtat Itctacaccgccgtgtcccggcccggccgcggagagccccgcttcatcgcagtgggcta 
cgtggacgacacgcagitcgtgcggttcgacagcgacgccgcgagtccgagaggggagccgcgggcgccgtgggtg 

10 gagcaggaggggccggaglattgggaccgggagacacagaaglacaagcgccaggcacaggctgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggccggttctcacaccatccagaggatgtatggctgcgacct 
ggggcccgacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaacgag 
gacctgcgctcctggaccgcggcggacacggcggctcagatctcccagcgcaagttggaggcggcccgtgaggcgg 
agcagc tgagagcc t acc tggagggcgagtgcgtggagtggc tccgcggalacc tggagaacgggaaggagacgc t 

15 gcagcgcgcggaacgcccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgagglgctgg 
gccctgggcttctaccctgcggagatcacactgacctggcagcgggatggggaggaccaaactcaggacaccgagc 
ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggacaagaaca 
gagatacacgtgccatgtgcagcacgaggggctgcaggagccctgcaccctgagatggaagccgtcttcccagccc 
accatccccaacttgggcatcgtt tctggcccagctgtcctggctgtcc tggctgtcctggctgtcctagctgtcc 

20 taggagctgtggtcgctgctgtgatac(SEQ ID NO: 1 23) ; 
Cw*1801 : 

atgcgggtcatggcgccccgagccctcctcctgctgcictcgggaggcctggccctgaccgagacctgggcctgct 
cccactccatgaggtat tlcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtgggcta 
cgtggacgacacgcagttcgtgcggttcgacagcgacgccgcgagtccgagaggggagccccgggcgccgtgggtg 
25 gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgaacc 
tgcggaaactgcgcggctactacaaccagagcgaggacgggtctcacaccctccagaggatgtttggctgcgacct 
ggggccggacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaacgag 
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gate tgcgc tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagcggagagcctacctggagggcacglgcgtggagtggclccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
gece tgggc 1 1 c t accc tgeggaga tcacac tgacc tggcagt ggga Iggggaggaccaaac t caggacaccgagc 
5 ttgtggagaccaggccagcaggagatggaaccttccagaagtgggcagctgtggtggtgccttctggagaagagca 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatggAagccgtcttcccagccc 
. accatccccatcgtgggcatcgttgctggcctggctgtcctggTtgtcctagctgtcctaggagctgtggtggctg 
ttgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:124); 
10 Cw*1802 : 

a tgcgggt catggcgccccgagccc t cc tec tgc tgc t c t egggaggee tggece tgaccgagacc tgggee tgc t 
cccactccatgaggtatttcgacaccgccgtgtcccggcccggccgcggagagccccgcttcatctcagtgggcta 
cgtggacgacacgcagttcgtgcggltcgacagcgacgccgcgagtccgagaggggagccCcgggcgccgtgggtg 
gagcaggaggggccggagtattgggaccgggagacacagaagtacaagcgccaggcacaggctgaccgagtgaacc 
, 15 t geggaaac tgegegge t ac t acaaccagagcgaggacgggl c t cacaccc t ccagagga tgt 1 1 ggc t gegace t 
ggggccggacgggcgcctcctccgcgggtataaccagttcgcctacgacggcaaggattacatcgccctgaacgag 
gaTc tgcgc tec tggaccgccgcggacacggcggctcagatcacccagcgcaagtgggaggcggcccgtgaggcgg 
agcagcggagagcctacctggagggcacgtgcgtggagtggctccgcagatacctggagaacgggaaggagacgct 
gcagcgcgcggaacacccaaagacacacgtgacccaccatcccgtctctgaccatgaggccaccctgaggtgctgg 
20 gece tgggc ttctaccctgcggagatcacac tgacc tggcagtgggatggggaggaccaaact caggacaccgagc 
1 1 g t ggagac c aggc c age aggaga t gga ac c 1 1 c c agaag t gggc age t g t gg t gg t gc c 1 1 c t ggaga agagc a 
gagatacacgtgccatgtgcagcacgaggggctgccggagcccctcaccctgagatggAagccgtcttcccagccc 
accatccccatcgtgggcatcgttgctggcctggctgtcctggctgtcctagctgtcctaggagctgtggtggctg 
t tgtgatgtgtaggaggaagagctcaggtggaaaaggagggagctgctctcaggctgcgtccagcaacagtgccca 
25 gggctctgatgagtctctcatcgcttgtaa(SEQ ID N0:125); 



In the following. Probe Lists CI and C2 are 
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shown In Tables 9-1 to 9-4 and Tables 10-1 to 10-4 
respectively. 



Table 9-1 



Probe No. Base Sequence 



0 


c acc etc cag tgg atg tG ( seq id no: 


t 2 6) 


1 


c cgc ggg tat gac cag tA ( seq id No: 


1 2 7) 


2 


g acc gec gcg gac acC ( seq id no : 


1 2 8) 


3 


ag aag tgg gca get gtg A ( seq id no : 


12 9) 


4 


C CtC CtC CgC ggg tat A ( SEQ ID No: 


1 3 0) 


5 


g cgc tec tgg acc gcT < seq id no : 


13 1) 


6 


g cac gag ggg ctg ccA ( seq id no: 


1 3 2) 


7 


ct gtc eta gga get gtg A ( SEQ ID No: 


1 3 3) 


8 


c acc etc cag agg atg tC ( seq id No: 


1 3 4) 


9 


gg gag gcg gee cgt gT ( seq id No : 


1 3 5) 


10 


ggg cgc etc etc cgc A ( seq id no : 


1 3 6) 


11 


c aag tgg gag gcg gee T ( seq id no : 


1 3 7) 


12 


c cgt gag gcg gag cag T ( seq id no : 


1 3 8) 


13 


a gtg aac ctg egg aaa ctA < seq id no : 


13 9) 


14 


cc ctg ggc ttc tac cct A ( seq id No: 


1 4 0) 


15 


g acc gee gcg gac acA ( seq id no : 


14 1) 


16 


get gtg tCC Cgg CCC A ( SEQ ID No: 


\ 4 2) 


17 


g ace gee gcg gac acG ( seq id no: 


1 4 3) 


18 


ce ctg aga tgg gag ccA ( seq id no : 


1 4 4) 


19 


gg tct cac acc etc cag A ( seq id no : 


1 4 5) 


20 


cgc ggg tat gac cag tC ( seq id no : 


1 4 6) 


21 


gec tac ctg gag ggc gA ( seq id no 


1 4 7) 


22 


c tec cac tec atg agg tG ( seq id no 


1 4 8) 


23 


cgc ggg cat gac cag t tA ( seq id no 


.14 9) 


24 


g gac caa act cag gac acT ( seq id No 


: 1 5 0) 


25 


c aac cag age gag gee A ( seq id No 


: 1 5 1) 


26 


ag gec agg tct cac ate A ( seq id no 


: 1 5 2 ) 


27 


g aag tgg gca get gtg G ( seq id No 


: 1 5 3) 


28 


gcg gac acg gcg gcC ( seq id No 


: 1 5 4) 


29 


at ggc tgc gac gtg ggA ( seq id No 


: 1 5 5) 


30 


g gec ggg tct cac ate A ( seq id no 


: 1 5 6) 
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Table 9-2 

Probe No. Base Sequence 



31 


U alb alt tag aKK alg laU 


( seq 


ID 


No: 


1 c 7 ) 


32 


p for 999 tar rtc 990 99T 
t 15L agd lav els ««B aal 


( SEQ 


ID 


No: 


15 8) 




ci cac acc cic cag agi* 


( SEQ 


ID 


No : 


1 0 y } 


0** 


etc etc cgc ggg tat gi 


( SEQ 


ID 


No : 


* b (J ) 




ca cag act gac cga gtg aA 


( SEQ 


ID 


No: 


I D 1 ) 


36 

O © 


Cga gig 33C cig egg aa/v 


( SEQ 


ID 


No: 


1 ft *> \ 


17 


gg atg tat ggc tgc gac G 


< SEQ ID No: 


1 D O J 


00 


gec tac ctg gag ggc cT 


( SEQ 


ID 


No : 


1 ft A \ 

to**/ 


3Q 
0 j 


gac egg gag aca cag aaC 


( SEQ 


ID 


No : 


1 ft «; \ 


/in 


g gag ccc cac tic ate u 


( SEQ 


ID 


No : 


1 ft ft \ 


>4 1 


cga gtg age ctg egg aaA 


( SEQ 


ID 


No : 


1 ft 7 ^ 


AQ 

4Z 


cgc ggg tat gac cag 1 1 A 


( SEQ 


ID 


No : 


16 8) 


43 


g sag gcg gee cgt gC 


( SEQ ID Mo : 


1 6 9) 


44 


c tac aac cag age gag gA 


( SEQ 


ID 


No : 


17 0) 


45 


cgt gag gcg gag cag cT 


( SEQ 


ID 


No : 


17 1) 


46 


eta get gtc eta gga get A 


( SEQ 


ID 


No : 


1 7 2) 


47 


ggc tac gtg gac gac acA 


{ SEQ 


ID 


No: 


1 7 3) 


48 


gc cgc gga gag ccc cA 


( SEQ 


ID 


No: 


1 7 4) 


49 


g aga tac acg tgc cat gtT 


( SEQ 


ID 


No : 


1 7 5) 


50 


ga ggg gag ccg egg gA 


( SEQ 


ID 


No : 


1 76) 


51 


c ate gca gtg ggc tac C 


( SEQ 


ID 


No : 


1 7 7) 


52 


c tgc gac ctg ggg ccG 


( SEQ 


ID 


No : 


1 7 8) 


53 


tc tec aca tec gtg tec T 


( SEQ 


ID 


No : 


1 7 9) 


54 


c aag cgc cag gca cag G 


( SEQ 


ID 


No : 


1 8 0) 


55 


gg acc gee gcg gac aA 


( SEQ 


ID 


No : 


18 1) 


56 


etc acc ctg aga tgg gG 


( SEQ 


ID 


No : 


1 8 2) 


57 


tg tgc gtg gag tgg ctG 


( SEQ 


ID 


No : 


18 3) 


58 


cc ate tct gac cat gag gT 


( SEQ 


ID 


No : 


1 84) 


59 


ac ctg gag aac ggg aag A 


( SEQ 


ID 


No : 


1 8 5) 


60 


c cgc ggg tat aac cag tT 


( SEQ 


ID 


No: 


1 8 6) 
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Table 9-3 



Probe No. Base Sequence 



61 


g gag ccg egg gcg cG ( SEQ ID No : 


1 8 7) 


62 


t ccg aga ggg gag. ccC ( seq id No: 


1 8 8) 


63 


g agg tat ttc tac acc gd ( seq id no : 


1 8 9) 


64 


c gac gec gcg agt ccA ( seq id no : 


1 90) 


65 


gt cca aga ggg gag ccC ( seq id no: 


19 1) 


66 


gcg ccg tgg gtg gag A ( SEQ ID No : 


1 9 2) 


67 


c acc etc cag agg atg tA ( seq id No: 


1 9 3) 


68 


g ate acc cag cgc aag tT ( seq id no : 


1 9 4) 


69 


g acg ctg cag cgc gcA ( seq id no : 


1 9 5) 


70 


c tct gat gag tct etc ate A ( seq id no : 


1 9 6) 


71 


gag cca tct tec cag ccT ( seq id No : 


1 9 7) 


72 


ga gee tac ctg gag ggA ( seq id No : 


1 9 8) 


73 


t gcg gcg gag cag gaC ( seq id no : 


1 9 9) 


74 


aac ctg cgc ggc tac taT ( seq id no : 


200) 


75 


g tct cac acc etc cag aaT ( seq id no: 


2 0 1) 


76 


a get gtg gtc acc get aA < seq id no 


2 0 2) 


77 


c acc etc cag agg atg tT ( seq id no 


2 0 3) 


78 


ag gac ggg tct cac ate A ( SEQ id no 


2 0 4) 


79 


ac ate ate cag agg atg tC < SEQ id No 


. 2 0 5) 


80 


tgc tct cag get gcg tG ( seq id No 


: 206) 


81 


c cgc ggg tat gac cag tT ( seq id no 


: 2 0 7) 


82 


g gag acg ctg cag cgc A ( seq id No 


: 208) 


83 


g ccc etc aec ctg agC ( seq id no 


: 2 0 9) 


64 


ggg age tgc tct cag gT ( seq id no 


: 2 1 0) 


85 


cgt acg gcg gag cag cT ( seq id No 


: 2 1 1 ) 


86 


acc etc cag agg atg taC ( seq id no 


: 2 1 2) 


87 


tgg gag gcg gee cgt A ( seq id no 


: 2 1 3) 


88 


cgc aga tac ctg gag aac A ( seq id No 


: 2 1 4) 


89 


gcc. tac ctg gag ggc G ( seq id No 


: 215) 


90 


ga tac ctg gag aac ggg G ( seq id no 


: 2 1 6) 



WO 2005/063985 



460 



PCT/JP2004/019763 



Table 9-4 

Probe No. Base Sequence 

91 ac ctg cgc tec tgg acT ( seq id no : 2 17) 

92 g cgc tec tgg ace gcG ( seq id No: 2 18) 

93 a gag ccc cgc ttc ate G (seq id No : 2 19) 

94 c acc etc cag tgg atg. tA (seq idno: 220) 

95 cag tec gee tac gac gT ( S eq id n© : 2 2 1) 

96 a cag get gac cga gtg G ( seq id no : 222) 

97 cac tec atg agg tat ttc tC ( seq id No : 2 2 3) 

98 c acc etc cag tgg atg tT ( seq id No : 2 2 4) 

99 a cag get gac cga gtg aA ( seq id no : 2 2 5) 

100 ate gee ctg aac gag gaT ( seq id no : 2 2 6) 
10) gc etc etc cgc ggg C ( SEQ ID No : 2 2 7) 

102 tc atg gcg ccc cga acT ( SEQ ID No: 2 2 8) 

103 cgc ggg cat gac cag tT < S eq id No : 229) 

104 cgc ggg cat gac cag tC (seq id No : 2 3 0) 

105 gt gcg gcg gag cag cA ( seq id no : 231) 

106 get gtg gtg get gtt gtT ( SEQ ID No : 2 3 2) 

107 cgt gcg gcg gag cag T ( seq id No : 233) 

108 tg gtc get get gtg ata C ( SEQ ID No : 2 3 4) 

109 gg ctg cag gag ccc tC < seq id No : 235) 

110 cc ctg ate gag acc tgg A ( seq id no : 2 3 6) 

111 cc etc acc ctg aga tgg A ( seq id no : 237) 

112 ggc ctg get gtc ctg gT ( SEQ ID No : 2 3 8) 
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Table 10-1 

Probe No. Base Sequence 



0 


g tgg atg tGt ggc tgc g ( 


SEQ ID No: 


2 3 9) 


1 


at gac cag tAc gcc tac g < 


SEQ ID No : 


2 4 0) 


2 


gcg gac acC gcg get c < 


SEQ ID No : 


2 4 1) 


3 


gca get gtg Atg gtg cct ( 


SEQ ID No : 


2 4 2) 


4 


cgc ggg tat Aac cag ttc ( 


SEQ ID No : 


2 4 3) 


5 


tgg acc gcT gcg gac ac < 


SEQ ID No: 


2 4 4) 


6 


ggg ctg ccA gag ccc c ( 


' SEQ ID No : 


2 4 5) 


7 


gga get gtg Atg get gtt ( 


SEQ ID Not 


2 4 6) 


8 


g agg atg tCt ggc tgc g ( 


: SEQ ID No : 


2 4 7) 


9 


g gcc cgt gTg gcg gag < 


[ SEQ ID No : 


2 4 8) 


10 


etc etc cgc Agg tat gac ( 


i SEQ ID No : 


2 4 9) 


11 


g gcg gcc Tgt gag gcg \ 


[ SEQ ID No : 


2 5 0) 


12 


eg gag cag Tgg aga gcc 


[ SEQ ID No : 


2 5 1) 


13 


g egg aaa ctA cgc ggc ta 


{ SEQ ID No : 


2 5 2) 


14 


ttc tac cct Acg gag ate a 


C SEQ ID No : 


2 5 3) 


IS 


gcg gac acA gcg get c 


C SEQ ID No.: 


2 5 4) 


16 


c egg ccc Age cgc gg 


( SEQ ID No 


: 2 5 5) 


17 


gcg gac acG gcg get c 


( SEQ ID No 


:2 5 6) 


18 


a tgg gag ccA tct tec ca 


( SEQ ID No 


: 2 5 7) 


19 


acc etc cag Agg atg tat g 


( SEQ ID No 


: 2 5 8) 


20 


t gac cag tCc gcc tac g 


( SEQ ID No 


:2 5 9) 


21 


g gag ggc gAg tgc gtg 


( SEQ ID No 


: 2 60) 


22 


cc atg agg tGt ttc tac ac 


( SEQ ID No 


: 2 6 1 ) 


23 


t gac cag UA gcc tac gac 


( SEQ ID No 


: 2 6 2) 


24 


t cag gac acT gag ctt gtg 


( SEQ ID No 


: 2 6 3 ) 


25 


gc gag gcc Agg tct cac 


< SEQ ID No 


: 2 6 4) 


26 


tct cac ate Ate cag agg a 


< SEQ ID No 


: 2 6 5) 


27 


ca get gtg Gtg gtg cct 


( SEQ ID No 


: 2 6 6) 


28 


acg gcg gcC cag ate ac 


< SEQ ID No 


: 2 6 7) 


29 


.gac gtg ggA ccc gac g 


( SEQ ID No 


: 2 6 8) 


30 


g agg atg taC ggc tgc ga 


( SEQ ID No 


: 2 6 9) 
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Table 10-2 

Probe No . Base Sequence 



31 


c ctg aag aaT ggg aag gag ( seq id No: 


2 70) 


32 


c etc cag agC atg tac gg C seq id No: 


2 7 1) 


33 


gc ggg tat gTc cag tac g ( seq id no : 


2 7 2) 


34 


c cga gtg aAc ctg egg a ( seq id no : 


2 7 3) 


35 


ctg cgg aaA ctg cgc gg ( seq id no : 


2 7 4) 


36 


c tgc gac Gtg ggg CCC ( SEQ ID No: 


2 7 5) 


37 


g gag ggc cTg tgc gtg ( SEQ ID No : 


2 7 6) 


38 


g aca cag aaC tac aag cgc G seq id No: 


2 7 7) 


39 


cac ttc ate Gca gtg ggc Q seq id No: 


2 7 8) 


40 


gee cgt gCg gcg gag ( seq id No : 


2 7 9) 


41 


g age gag gAc ggg tct c ( seq id No : 


2 8 0) 


42 


g gag cag cTg aga gee t ( seq id No : 


2 8 1) 


43 


eta gga get Atg gtg get ( seq id no : 


2 82) 


44 


g gac gac acA cag ttc gt ( seq id no - 


2 8 3) 


45 


ga gag ccc cAc ttc ate g ( seq id no 


2 84) 


46 


g tgc cat gtT cag cac ga ( seq id no 


2 8 5) 


47 


CCg Cgg gAg CCg tgg ( SEQ ID No 


: 2 86) 


48 


tg ggc tac Ctg gac gac ( seq id no 


: 2 8 7) 


49 


ctg ggg ccG gac ggg ( seq id no 


: 288) 


50 - 


c gtg tec Tgg ccc ggc ( SEQ ID No 


: 2 89) 


51 


ag gca cag Get gac cga ( seq id no 


: 2 90) 


52 


c gcg gac aAg gcg get ( seq id no 


: 2 9 1) 


53 


tg aga tgg gGg cca tct t ( seq id no 


: 2 9 2) 


54 


g gag tgg ctG cgc aga ta ( seq id No 


: 2 9 3) 


55 


ac cat gag gTc ace ctg a ( seq id no 


: 2 94) 


56 


aac ggg aag Aag acg ctg ( seq id No 


: 2 9 5) 


57 


at aac cag tTc gee tac ga ( seq id No 


: 2 9 6) 


58 


Cgg gCg cGg tgg gtg ( SEQ ID No 


: 2 9 7) 


59 


ggg gag CCC Cgg gCg ( SEQ ID No 


: 298) 


60 


tac acc gcT gtg tec eg ( seq id no 


: 2 9 9) 
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Table 10-3 

Probe No. Base Sequence 



61 


gcg agt ccA aga ggg ga ( 


SEQ 


ID 


No: 


3 0 0) 


62 


gg gtg gag Aag gag ggg < 


SEQ 


ID 


No: 


3 0 1) 


63 


ag agg atg tAt ggc tgc g ( 


SEQ 


ID 


No : 


3 0 2) 


64 


g cgc aag tTg gag gcg g ( 


SEQ 


ID 


No 


3 0 3) 


65 


cag cgc gcA gaa ccc c ( 


SEQ 


ID 


No . 


3 0 4) 


66 


g get gcg tGc age aac a ( 


SEQ 


ID 


No 


3 0 5) 


67 


tec cag ccT ace ate cc < 


SEQ 


ID 


No : 


3 0 6) 


68 


ctg gag ggA ctg tgc gt < 


SEQ 


ID 


No 


3 0 7) 


69 


g gag cag gaC aga gee ta ( 


SEQ 


ID 


No : 


3 0 8) 


70 


c ggc tac taT aac cag age ( 


SEQ 


ID 


No 


3 0 9) 


71 


c etc cag aaT atg tat ggc ( 


SEQ 


ID 


No 


3 1 0) 


72 


tc acc get aAg atg tgt ag ( 


SEQ ID No 


3 11) 


73 


ag agg atg tTt ggc tgc g ( 


SEQ 


ID 


No 


3 1 2) 


74 


at gac cag tTc gee tac g ( 


SEQ 


ID 


No 


3 1 3) 


75 


ggg ctg caA gag ccc c ( 


SEQ 


ID 


No 


3 1 4) 


76 


gc tct cag gTt gcg tgc a ( 


SEQ 


ID 


No 


3 1 5) 


77 


g gee cgt Acg gcg gag ( 


SEQ 


ID 


No 


3 1 6) 


78 


ctg gag aac Agg aag aag a ( 


SEQ 


ID 


No 


: 3 1 7) 


79 


g gag ggc Gcg tgc gtg ( 


SEQ 


ID 


No 


3 1 8) 


80 


c etc cag agC atg tat gg ( 


SEQ 


ID 


No 


3 1 9) 


81 


gag aac ggg Gag aag acg ( 


SEQ 


ID 


No 


3 2 0) 


82 


tec tgg acT gee gcg g ( 


SEQ 


ID 


No 


3 2 1) 


83 


tgg acc gcG gcg gac a ( 


SEQ 


ID 


No 


3 2 2) 


84 


gc ttc ate Gca gtg ggc ( 


SEQ 


ID 


No 


3 2 3) 


85 


ag tgg atg tAt ggc tgc g ( 


SEQ 


ID 


No 


3 2 4) 


86 


cc tac gac gTc aag gat ta ( 


SEQ 


ID 


No 


: 3 2 5) 


87 


c cga gtg Ggc ctg egg ( 


SEQ 


ID 


No 


: 3 2 6) 


88 


gg tat ttc tCc aca tec gt ( 


SEQ 


ID 


No 


: 3 2 7) 


89 


ag tgg atg tTt ggc tgc g ( 


SEQ 


ID 


No 


: 3 2 8) 


90 


g aac gag gaT ctg cgc tc < 


SEQ 


ID 


No 


: 3 2 9) 
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Table 10-4 



Probe No. Base Sequence 

91 c cgc ggg Cat gac cag ( seq id No: 3 3 0) 

92 ccc cga acT etc etc ct < SEQ ID No : 3 3 1 ) 

93 c cgc ggg Cat gac cag ( seq id no : 3 3 2) 

94 g gag cag cAg aga gec t ( seq id no : 3 3 3) 

95 g get gtt gtT atg tgt agg ( seq id no: 3 3 4) 

96 t gtg gtc gcT get gtg at ( SEQ ID No : 3 3 5) 

97 g gag ccc tGc acc ctg ( seq id No : 3 3 6 > 

98 g acc tgg Acc ggc tec ( SEQ ID No : 3 3 7) 

99 ctg aga tgg Aag ccg tct ( seq id no : 3 3 8 > 

100 Ct gtc Ctg gTt gtc Cta g ( SEQ ID No : 3 3 9 ) 
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Table 11-1 

Allele number Probe Number for Detection 

3 



Cw*0102 


0 


1 


2 


Cw*0103 


4 






Cw*0104 


5 


6' 


7 


Cw*Q1Q5 


8 






Cw*0106 


9 






Cw*0107 


10 






Cw*0108 


11 






Cw*OI09 


12 






Cw*020201 


13 






Cw*020202 


14 






Cw*020203 


15 ' 


12 




Cw*020204 


16 


17 


18 


Cw*020205 


16 


19 


20 


VW+U L U O 


9 


21 




Cw*0204 


22 






Cw*0205 


16 


20 


17 


Cw»0206 


23 


21 




Cw*030201 


24 


18 




Cw*030202 


20 


24 




Cw»O3030i 


25 


26 


27 


Cw*030302 


28 






0*030303 


29 






Cw*030401 


30 


24 




Cw*030402 


30 


31 


32 


Cvr*0305 


33 


32 




Cw*0306 


34 






Cw*0307 


35 


36 


30 


Cw*0308 


39 


30 


24 


Cw*0309 


40 


30 


38 


Cw*0310 


41 


30 


37 


Cw*03l1 


25 


26 





17 12 21 



12 21 



37 38 32 
32 

38 32 
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Table 11-2 



Allele Number 




Probe Number 


for Detection 


Cw*031 2 


Zb 


42 






Cw*0313 


25 


27 






Cw»03 1 4 


A 0 

43 


32 






Cw*0315 


44 


20 


38 


OC 


Cw*0316 


37 


20 


17 


AC 


Cw*040101 


46 








Cvr*040l02 


47 








Cw*0403 


48 


49 






Cw*0404 


50 


45 






C**0405 


51 








Cw*04Q6 


48 


52 


45 




Cv»*0407 


53 


54 






Cw*0408 


50 


38 






Cw*04l0 


50 








Cw*0501 


36 


55 


56 




Cw*0502 


57 








Cw*O503 


58 








Cw*0504 


20 


55 


59 




Cw*0505 


37 


60 


55 


59 


Cw*0506 


61 








Cw*0602 


62 


12 


7 




Cw*06O3 


63 


62 


20 


12 


0*0604 


62 


45 






C«*0605 


64 


65 


20 


17 


Cw*0606 


62 


7 






Cw*0607 


66 








Cw*0608 


44 


20 


17 


12 21 


Cw*0609 


62 


60 


* 12 




Cw*070101 


67 


6a 


69 


70 


Cw*070l02 


71 
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Table 11-3 

Allele Number Probe Number for Detection 



Cw*070201 


8 


68 


70 






C**0703 


72 










Cw*070401 


73 


70 








Cw*070402 


74 










Cw*0705 


75 










Cw*0706 


76 










Cw*07G7 


36 


67 


20 


68 


69 


Cw*0708 


77 


20 


68 


69 




Cw*0709 


36 


44 


67 


20 


68 


Cw*0710 


78 


79 


20 


68 


69 


Cw*071 I 


73 


80 








Cw*0712 


73 










Cw*0713 


8 


81 


68 


69 




Cw*07H 


82 










Cw*0715 


8 


21 


69 






Cw*0716 


39 


67 


20 


68 


69 


Cw*0717 


8 


83 








Cw*0718 


84 










Cw*080l01 


85 


56 








Cw*0SQ102 


86 


60 


87 






Cw*0802 


55 


56 








Cw*0803 


88 


7 








Cwt0804 


55 


45 


59 






Cw*0805 


54 


60 


55 


59 




Cw*0806 


89 


88 








Cw*0807 


55 


68 


59 






Cw*0808 


33 


59 








Cw*0809 


90 










Cw*120201 


86 


5 


7 






Cw* 120202 


86 


5 


6 


7 




Cw*120203 


67 


■5* 








Cw*120301 


54 


91 


7 
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Table 11-4 



Allele Number Probe Number for Detection 



Cw* 120302 


92 


12 








Cw*1 20401 


93 


54 


36 


94 


20 


Cw* 120402 


54 


36 


91 


7 




Cw*1205 


36 


91 


7 






Cw*1206 


95 










Cw*1207 


96 










Cw*12Q8 


39 


86 


5 


6 


7 


Cw*140201 


97 


20 


27 






Cw* 140202 


97 


98 


20 






Cw*1403 


97 


64 


20 


27 




Cw*1404 


97 


99 


98 


20 


100 


Cw*1405 


97 


94 


20 


too 




Cw*1 50201 


23 


7 








Cw* 150202 


48 


39 


36 


101 


23 


Cw*1503 


54 


23 


7 






Cw*1504 


20 


45 


7 






Cw*1 50501 


102 










Cw* 150502 


101 


103 


7 






Cw*1506 


101 


7 








Cw*1507 


48 


39 


101 


23 


45 


Cw*1508 


48 


39 


36 


30 


101 


Cw*1509 


101 


104 


45 






Cw*1510 


39 


36 


101 


23 


45 


Cw*151l 


16 


48 


36 


101 


23 


Cw*1601 


105 


106 








Cw*1602 


36 


105 


106 






Cw* 160401 


107 


106 








Cw*1701 


108 










Cw*1702 


109 










Cw*1703 


110 










Cw*1801 


111 


112 








Cw*1802 


62 


100 


111 
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Table 12-1 

Allele Number Probe Number for Detection 



C«*0102 


0 


1 


2 


Cw*0103 


4 






Cw*0104 


5 


6 


7 


Cw*0105 


8 






Cw*0l0S 


9 






Cw*0107 


10 






Cw*0108 


11 






Cw*0109 


12 






Cw*020201 


13 






Cw*020202 


14 






Cw*020203 


15 


12 




Cw*020204 


16 


17 


18 


Cw*O2Q205 


16 


19 


20 


Cw*0203 


9 


21 




Cw*0204 


22 






0*0205 


16 


20 


17 


Cw*0206 


23 


21 




Cw*O3O201 


24 


18 




Cw*030202 


20 


24 




Cw*030301 


25 


26 


27 


Cw*030302 


28 






Cw*O3O303 


29 






Cw*030401 


26 


24 




Cw*030402 


26 


30 


31 


Cw*0305 


32 


31 




Cw*0306 


33 






Cw*0307 


34 


35 


26 


Cw*0308 


38 


26 


24 


Cw*0309 


39 


26 


37 


Cw*0310 


35 


26 


36 


Cw*0311 


25 


26 





17 12 21 



12 21 



36 37 31 
31 

37 31 
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Table 12-2 

Allele Number Probe Number for Detection 



Cw*0312 


25 


23 






fw*031 3 


25 


27 








40 


31 






rwtnii s 


41 


20 


37 


31 


tW*UJI 0 


JU 


20 


17 


42 


UW*l/4UI U 1 


43 








LW tUtU 1 Uc 


44 










AS 


46 






UW+U4U4 


d7 


42 
















IW+U4UD 


45 


49 


42 




tW*U4U» 


50 

3U 


51 






Cw*0408 


A7 
4f 


17 






Cw*0410 


47 








CwtOSOl 


35 


52 


53 




0*0502 


54 








Cw'0503 


55 








C**05Q4 


20 


52 


56 




Cw*0505 


36 


57 


52 


56 


Cw*0506 


58 








Cw*0602 


59 


12 


7 




Cw*0603 


60 


59 


20 


12 


Cw*0604 


59 


42 






Cw*0605 


61 


59 


20 


17 


Cw*0606 


59 


7 






Cwl0607 


62 








Cw*0608 


41 


20 


17 


12 


Cw*0609 


59 


57 


12 




Cw* 0701 01 


S3 


64 


65 


66 


Cw*070102 


67 








Cw*070201 


8 


64 


66 
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Table 12-3 

Allele Number Probe Number for Detection 



Cw*0703 


68 








Cw*Q70401 


69 


66 






Cw*070402 


70 








Cw*0705 


71 








Cw*0706 


72 








Cw*0707 


38 


35 


40 


42 


Cw*0708 


73 


40 


42 




Cw*0709 


38 


35 


41 


40 


Cw*0710 


26 


8 


20 


64 


Cw*0711 


69 


66 






Cw*0712 


69 








Cw*u713 


8 


74 


64 


42 


Cw*0714 


30 


64 


40 


42 


Cw*0715 


8 


21 






Cw*0716 


38 


40 


42 




Cw*0717 


8 


75 






Cw*0718 


76 








Cw*080l01 


42 


53 






Cw*O801O2 


30 


57 


77 




C**0802 


52 


53 






Cw*0803 


78 


7 






Cw*0804 


52 


42 


56 




Cw*0805 


51 


57 


52 


56 


Cw*080S 


79 


78 






Cw*0807 


52 


64 


56 




Cw*0808 


80 


56 






Cw*0809 


81 








Cw* 120201 


30 


5 


7 




Cw* 120202 


30 


5 


6 


7 


Cw* 120203 


63 


5 






Cw*120301 


51 


82 


7 
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Table 12-4 

Allele Number Probe Number for Detection 



Tut* 1 9 ft 1ft 9 




I L 








UW* 1 CVHl) 1 


Rd 

o«* 


3 f 


35 


85 


20 


Cw* I ZQ40Z 


CI 

0 1 


JO 


A? 


7 




Cw*1205 


09 




T 
I 






f»,— •*. tine 


00 










Cw*1207 


07 
0/ 










Cw*1208 


38 


on 
3U 


c 
3 


c 
0 


7 
t 


Cw^ 14020 1 


ob 


9ft 


97 






Cw* 1402 02 


00 


AO 
OS 


9ft 
CM 






Cw* 1403 


00 
00 


c t 
0 1 


9ft 


97 




Cw* 1404 


DO 

oo 


1A 

04 


AO 


?n 




M a * k ft f* 

Cw*1405 


O 0 

00 


0 3 


9n 


Su 




Cw* 1 50201 


o 0 

23 


"7 
f 








Cw* 150202 


45 


38 


o c 
00 


Q 1 


00 
£0 


Cw*1503 


51 


23 


7 






Cw*1504 


20 


42 


7 






Cw*. 150501 


92 










Cw* 150502 


91 


74 


7 






Cw*1506 


91 


7 








Cw*1507 


45 


38 


91 


23 


42 


Cw*J508 


45 


38 


35 


26 


91 


Cw*1509 


91 


20 


42 






Cw*1510 


38 


35 


91 


23 


42 


Cw*1S11 


16 


45 


35 . 


91 


23 


Cw*1601 


94 


95 








Cw*1602 


35 


94 


. 95 






Cw*l60401 


12 


95 








cwtnoi 


96 










Cw*1702 


97 










Cw*1703 


98 










Cw*180l 


99 


too 








Cw* 1802 


59 


90 


99 
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(Example 7) 

Probes for identification of HLA-DP allele 

Extraction of DNA from 1 ml pf human blood was 
performed using GFX Genomic Blood DNA Purification 
5 Kit from Amersham Biosciences in the same manner as 
in Example 1 . 

Next, quantitative PCR was carried out in the 
same manner as in Example 1 except that probes in the 
probe list 1 in Tables 13-1 to 13-3 or 14-1 to 14-3 
10 were used and 3 pi of the mixed primers contains 1 ^1 
of respective solutions of the following primers (10 

pmol/n.1): 

AAACACGGTCACCTCAGGGGGAT (SEQ ID NO: 245) 
GGCCTGAGTGTGGTTGGAACG (SEQ ID NO: 246) 
15 CCAGCTCGTAGTTGTGTCTGCA (SEQ ID NO: 247) 

After PCR amplification, referring to Amp Plot 
and Dissociation curves on a display of 5700 software, 
and to the list in Table 15-1 for the probes in Table 
13-1, or to the list in Tables 15-2 to 15-5 for the 
20 probes in Tables 13-2 to 13-3, it was identified as 
DPA1*010301 and DPB1*0901. 
(Example 8) 

Extraction of DNA from 1 ml of human blood was 
performed in the same way as in Example 1- PCR of 
25 human HLA-DP was then performed in the same manner as 
in Example 2 except that 6 \il of the mixed primer 
consisting of 1 \il each of the solutions containing 
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the following sequences at 10 pmol/nl respectively 
and 9 \xl of ultra pure water. 

AAACACGGTCACCTCAGGGGGAT (SEQ^ID NO: 245) 
GGCCTGAGTGTGGTTGGAACG (SEQ ID NO: 246) 
5 CCAGCTCGTAGTTGTGTCTGCA (SEQ ID NO: 247) 

CCATGTGTCAACTTATGCC (SEQ ID NO: 248) 
AGAATTACCTTTTCCAG (SEQ ID NO: 250) 
AGAATTACGTTTTCCAG (SEQ ID NO: 251) 
At the same time, a DNA microarray was prepared 
10 to identify the allele in the specimen described 

above in the same manner as in Example 2 , except that 
probes in Tables 14-1 and 14-2 were used to form the 
probe spots respectively. 

Then, hybridization was performed using the 
15 above specimen and the prepared DNA microarray in the 
same manner as in Example 2. Fluorometry measurement 
was conducted with GenePix4000B (Axon) . Referring to 
the list in Table 16-1 when the probes in Table 14-1 
were used, or to the list in Tables 16-2 to 16-5 when 
20 the probes in Table 14-2 were used, the sample was 
identified as DPA1*010301 and DPB1*0901. 



Allele list 
DPAU010301 : 

25 ccatgtgtcaact tatgccgcgt t tgtacagacgcaiagaccaacaggGgagt t tatgt t tgaat t tgatgaAgat 
gagatgt tc tatgt ggatctggacaagaaggagaccgtctggcatc tggaggagt t tggccAagcc 1 1 1 tec 1 1 tg 
aggctcagggcgggctggctaacat tgctatat tgaacaacaacttgaatacct tgatccagcgt tccaaccacac 
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tcaggccaccaac(SEQ ID NO: 1) ; 
DPA1*010302 : 

gcgtt tgtacagacgcatagaccaacaggAgagtttatgtttgaatttgatgaagatgagatgttctatgtggatc 
tggacaagaaggagaccgtctggcatc tggaggagl t Iggccaagcct 1 1 Ice 1 1 tgaggctcagggcgggctggc 
5 taacattgclatattgaacaacaacttgaatacct tgatccagcgl tccaaccacaclcaggccaccaac (SEQ 
ID NO: 2) ; 
DPA1*0104: 

gccgcgt t tgtacagacgcatagaccaacaggggagt t iatgt t tgaat i tgatgaCgatgagatgt tc tatgtgg 
a t c t ggac aaga aggagac eg t c t ggc a t c t ggaggag 1 1 1 ggc c aagc c 1 1 1 1 c c 1 1 1 gaggc t c agggc gggc t 
10 ggctaacat tgctatat tgaacaacaact tgaataccttgalccagcgt tccaaccacaclcaggccaccaac (SE 
Q ID NO: 3) ; 
DPA1*0105: 

gccgcgt t tgtacagacgcatagaccaacaggggagt t tatgt t tgaat t tgatgaagatgagatgt tc tatgtgg 
a I c t ggac a agaaggagac c g t c t ggc a t c t ggaggag 1 1 1 ggc c aagc c 1 1 1 1 c c 1 1 1 gaggc t c agggc gggc t 
15 ggctaacat tgctatat tgaacaacaact tgaalaccttgalccagcgt tccaaccacactcaggccgccaaT(SE 
Q ID N0:4) ; 
DPA1*0106 : 

ccatglgtcaact tatgecgegt t tgtacagacgcatagaccaacaggggagt t tatgt t tgaat t tgatgaagat 
gagcagt tctalgtggatctggataaAaaggagaccgtctggcatc tggaggagl ttggccaagccttt tec tttg 
20 aggctcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgttccaaccacac 
tcaggccaccaac(SEQ ID NO: 5) ; 
DPA1*0107: 

catglgtcaact tatgecgegt t tgtacagacgcatagaccaacaggggagt t tatgt t tgaat t tgatgaagatg 
agatgttctatgtggatctggacaagaaggagaccgtctggcatctggaggagtttggccaaAccttttcctt tga 
25 ggc teagggeggge I ggctaacat tgctatat tgaacaacaact tgaat acct tgatccagcgl tccaaccacact 
caggccaccaac(SEQ ID NO: 6) ; 
DPAU0108 : 
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ccatgtgtcaact tatgccgcgt t tgtacagacgcatagaccaacaggggagt t tatgt t tgaat t tgatgaCgat 
gagatgttctalgiggatctggacaagaaggagaccgtctggcatctggaggagtttggccGagccltttcctttg 
aggctcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgttccaaccacac 
tcaggccaccaac(SEQ ID NO: 7) ; 
5 DPA1*020101 : 

ccatgtgtcaact tatgccgcgt ttglacagacCcatagaccaacaggggagt I tatgt t tgaat Itgatgaagat 
gagcagttctalgtggatctggataaAaaggagaccgtctggcatctggaggagtttggccgagccttttcctttg 
aggctcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgttccaaccacac 
tcaggccgccaaKSEQ ID NO: 8) ; 
10 DPA1*020102 : 

ccatgtgtcaact tatgccgcgt t tgtacagacgcatagaccaacaggggagt t tatgt t tgaat t tgatgaaga t 
gagcagttctatgtggatctggataaAaaggagaccgtctggcatctggaggagtttggccgagccttttcctttg 
aggc tcagggcgggctggctaacattgcta tat tgaacaacaact tgaat accttgatccagcgt tccaaccacac 
tcaggccgccaaKSEQ ID NO: 9) ; 
15 DPA1*020103: 

ccatgtgtcaact tatgccgcgt t tgtacagacgcatagaccaacaggggagt t tatgt t tgaat t tgatgaagat 
gagcAgttctatgtggatctggacaagaaggagaccgtctggcatctggaggagtttggccgagccttttcctttg 
aggc tcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgt tccaaccacac 
tcaggccgccaaKSEQ ID NO: 1 0) ; 
20 DPA1*020104 : 

gcgtttgtacaaacccatagaccaacaggggagtt tatgt t tgaat ttgatgaagatgagcagttctatgtggatc 
tggataaAaaggagaccgtctggcatctggaggagt t tggccgagcct 1 1 tcct t tgaggctcagggcgggctggc 
taacattgc tat at tgaacaacaact tgaat accttgatccagcgt tccaaccacac tcaggccgccaaKSEQ 

ID NO: 1 1) ; 
25 DPA1+020105 : 

ccatgtgtcaact tatgccgcgt t tgt acagacgcatagaccaacaggAgagt t tatgt t tgaat t tgatgaagat 
gage Ag 1 1 c t a t g t gga t c t ggac aaga aggaga c eg t c t ggc a t c t ggaggag 1 1 1 ggee gage c 1 1 1 1 c c 1 1 1 g 
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aggctcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgttccaaccacac 

tcaggccgccaaKSEQ ID NO: 1 2) ; 
DPA1*020106 : 

ccatgtgtcaacttatgccgcgtttgtacagacCcatagaccaacaggggagtt tatgt t tgaat ttgatgaagat 
5 gagcagttctatgtggatclggaTaagaaggagaccgtclggcatctggaggagtttggccgagccttttcctttg 
aggctcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgtlccaaccacac 

tcaggccgccaaKSEQ ID NO: 1 3) : 
DPA1*020201 : 

aac t tatgccatgl t tgtacagacccatagaccaacaggAgagt t tatgt t tgaat t tgatgaagatgagcagt tc 
10 tatgt ggatct ggaTa agaaggagac c g t c t ggc a t c t ggaggag 1 1 1 ggc cgagc c 1 1 1 1 c c 1 1 1 gaggc t c agg 
gcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgttccaaccacactcaggccgc 

caaKSEQ ID NO: 1 4) ; 
DPA1*020202 : 

ccatgtgtcaac I tatgccatgtt tgtacagacccatagaccaacaggAgagt t tatgt t tgaat ttgatgaagat 

1 5 gagcAg 1 1 c I a t g t gga t c t ggac aagaaggagac eg t c t ggc a t c t ggaggag 1 1 1 ggecgage c 1 1 1 1 c c 1 1 1 g 
aggctcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgttccaaccacac 

tcaggccgccaaKSEQ ID NO: 1 5) ; 
DPA1*020203 : 

atgtgtcaacttatgccaTgtttgtacagacccatagaccaacaggggagtttatgtt tgaat ttgatgaagatga 
20 gcagttctatgtggatctggacaagaaggagaccgtctggcatctggaggagtttggccgagcctlttcctttgag 
gctcagggcgggctggctaacattgctatattgaacaacaacttgaataccttgatccagcgttccaaccacactc 

aggccgccaaKSEQ ID NO: 1 6) ; 
DPA1*0203 : 

ccatgtgtcaac t tatgecgegtt tgtacagacCcatagaccaacaggggagt t tatgt t tgaat t tgatgaagat 
25 gagatgttctatgtggatctggacaagaaggagaccglctggcatctggaggagtttggccgagccttttcctttg 
aggctcagggcgggctggctaacattgc tat at tgaacaacaact tgaat accttgatccagcgttccaaccacac 
tcaggccgccaaKSEQ ID NO: 1 7) ; 
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DPA1*0301 : 

gccaigt t tgtacagacccatagaccaacaggggagt t tatgt t tgaat t tgatgaagatgagatgl tc tatgtgg 
a t c tggacaagaaggagaccg t c Iggca t c t ggaggag 1 1 1 ggccaagcc 1 1 1 tec 1 1 1 gaggc t c agggeggge t 
ggc laacaltgctatatCgaacaacaact tgaat accttgatccagcgttccaaccacactcaggccaccaac (SE 
5 Q ID NO: 1 8) 
DPAUO302: 

ccatgtgtcaac t latgccaTgt t tgtacagacccatagaccaacaggggagt t tatgt t tgaat t tgatgaagat 
gagatgttctatglggatctggacaagaaggagaccgtctggcatctggaggagtttggccaagccttttcctttg 
aggc tcagggcgggctggctaacattgc tat at tgaacaacaact tgaat acct tgatccagcgt tccaaccacac 
10 tcaggccaccaac(SEQ ID NO: 1 9) ; 
DPAH0401 : 

gccgcgtttgtacagacgcatagaacaacaggagagtt tatgt ttgagtttgatgatgatgagatgttc tatgtgg 
at c t ggacaagaaggagaccgtct ggc a tct ggaggag 1 1 tggccgagcc 1 1 1 tcct t tgaggctcagggcgggct 
ggctaacattgetatat tgaacaacaact tgaatatcgcTatccagcgt tccaaccacactcaggccgccaat (SE 
15 Q ID NO: 2 0) ; 
DPB1+010101 : 

agaattacgtgtaccagggacggcaggaatgctacgcgt tt aatgggacacagcgct tec tggagagataca tela 
caaccgggaggagtacgcgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgct 
gcggagtaclggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggGtAtgcagacacaact 
20 acgagctggacgaggccgtgaccctgcagcgccgagtcc(SEQ ID NO: 2 1) ; 
DPBU010102 : 

aattacgtgtaccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatctaca 
accgggaggagtacgcgcgcttcgacagcgacgtgggAgagttccgggcggtgacggagctggggcggcctgctgc 
ggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacagggtatgcagacacaactac 
25 gagctggacgaggccgtgaccctgcagcgccga(SEQ ID NO: 2 2) ; 
DPB1*020102(SEQ ID NO: 2 3) : 

agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
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c aac cgggaggag 1 1 cgTgcgc 1 1 cgac agcgacg t gggggag 1 t ccgggcgg t gacggagc t ggggcggc c t ga t 
gAggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaact 

acgagctggGcgggcccatgacccigcagcgccgagtcc(SEQ ID NO: 2 4) ; 

DPBU020103: 

5 agaattaccttttccagggacggcaggaatgctacgcgttlaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgaC 
gaggagtactggaacagccagaaggacatcctggaggaggagcgggcagtgccggacaggatgtgcagacacaact 

acgagctgggcgggcccalgaccctgcagcgccgag(SEQ ID NO: 2 5) ; 
DPB1 *020104 : 

10 agaat tacc 1 1 1 tccagggacggcaggaatgctacgcgt t taatgggacacagcgct tec tggagagatacatc ta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggagtactggaacagccagaaggacatcclggaggaggagcgggcagtTccggacaggatgtgcagacacaact 

acgagctgggcgggcccatgaccctgcagcgccga(SEQ ID NO: 2 6) ; 
DPB1*020105 : 

15 agaat taccttt tccagggacggcaggaatgctacgcgt t taatgggacacagcgct tec tggagagatacatc ta 
caaccgggaAgagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggagtactggaacagccagaaggacatcctggaggaggagcgggcagtgccggacaggatgtgcagacacaact 
acgagctgggcgggcccatgaccctgcagcgccgag(SEQ ID NO: 2 7) ; 
DPB1*020106 : 

20 agaat tacc 1 1 1 tccagggacggcaggaatgctacgcgt t taatgggacacagcgct tcctggagagatacatc ta 
caaccgggaggagttTgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggagtactggaacagccagaaggacatcctggaggaggagcgggcagtgccggacaggatgtgcagacacaact 

acgagctgggcgggcccatgaccctgcagcgccgag.(SEQ ID NO: 2 8) ; 

DPBI*0202 : 

25 agaat tacc 1 1 1 tccagggacggcaggaatgctacgcgt t taatgggacacagcgct tcctggagagatacatc ta 
caaccgggaggagCtcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgaG 
gcggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatgtgcagacacaact 
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acgagctgggcgggcccAlgaccctgcagcgccgag(SEQ ID NO: 2 9) ; 
DPB1*030101 : 

agaattacgtgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagt tcgTgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tgat 
5 gaggaCtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgagtcc(SEQ ID NO: 3 0) ; 
DPB1*030102 : 

agaatlacgtgtaccagttacggcaggaalgctacgcgtttaatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagt tcgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tgat 
10 gaggac t ac tggaacagccagaaggacc tec tggaggagaagcgggcagtgceggacagggt atgcagacacaac t 
acgagctggacgaggccglgaccctAcagcgccgag(SEQ ID NO: 3 1) ; 
DPB1*0401 : 

agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgct tcctggagagatacatcta 
caaccgggaggaglTcgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tget 
15 gcggaglactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccatgaccctgcagcgccgagtcc(SEQ ID NO: 3 2) ; 
DPB1*0402 : 

agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagt tcgTgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgat 
20 gAggagtaclggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccatgaccctgcagcgccgagtcc(SEQ ID NO: 3 3) ; 
DPB1*0501 : 

agaat lacct 1 1 tccagggacggcaggaatgc tacgegt t taatgggacacagcgc t tcclggagagatacatc ta 
caaccgggaggagCtcgTgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tgaG 
25 gcggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgagCSEQ ID NO: 3 4) ; 
DPBU0601 : 
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agaattacgtgtaccagltacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacCtcctggaggagGagcgggcaglgccggacaggalGtgcagacacaact 
acgagctggacgaggccglgaccclgcag(SEQ ID NO: 3 5) ; 
5 DPB1*0801 : 

c 1 1 1 1 ccagggacggcaggaa tgc t acgcgl 1 1 aa tgggacacagcgc 1 1 cc t ggagaga t aca t c t acaaccggg 
aggagttcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgAggagta 
ctggaacagccagaaggacatcctggaggagGagcgggcagtgccggacagggtatgcagacacaactacgagctg 
gacgaggccgtgaccctgcag(SEQ ID NO: 3 6) ; 
10 DPBU09Q1 : 

agaattacgtgcaccagtTacggcaggaatgctacgcglttaatgggacacagcgcttcclggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggaClactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 3 7) ; 
15 DPBl*100l : 

agaattacgtgcaccagtTacggcaggaatgctacgcgtttaatgggacacagcgctlcctggagagatacatcta 
caaccgggaggagttcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gAggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 3 8) ; 
20 DPB1*1 10101 : 

gtgtaccagttacggcaggaatgciacgcgtttaatgggacacagcgcttcctggagagatacatctacaaccggC 
aggagtacgcgcgcttcgacagcgacgtgggagagtlccgggcggtgacggagctggggcggcctgclgcggagta 
ctggaacagccagaaggacctcctggaggagaggcgggcagtgccggacaggatgtgcagacacaactacgagctg 
gacgaggccgtgaccctgcag(SEQ ID NO: 3 9) ; 
25 DPB1M10102 : 

agaattacgtgtaccagttacggcaggaatgctacgcgtttaa tgggacacagcgc t tec tggagagatacat eta 
caacAggcaggagtacgcgcgc t tcgacagcgacgtgggagagt tccgggcggtgacggagctggggcggcc tgc t 
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gcggagtactggaacagccagaaggacctcclggaggagaggcgggcagtgccggacaggatgtgcagacacaact 
acgagctggacgaggccgtgaccctgcag(SEQ ID NO: 4 0) ; 
DPBU1301 : 

agaaltacgtgtaccagtTacggcaggaalgclacgcgtttaatgggacacagcgcttcciggagagatacatcta 
5 caaccgggaggagtacgcgcgcttcgacagcgacgtgggggagltccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggAtatgcagacacaact 
acgagctggacgaggccgtgaccctgcag(SEQ ID NO: 4 1) ; 
DPB1*1401 : 

agaaltacgtgcaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
10 caaccgggaggagttcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcag(SEQ ID NO: 4 2) ; 
DPB1*1501 : 

agaattacgtgtaccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
15 caaccggCaggagtacgcgcgcttcgacagcgacgtgggagagttccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacctcctggaggagaggcgggcagtgccggacaggatgtgcagacacaact 
acgagctggtcgggcccAtgaccctgcagcgccgag(SEQ ID NO: 4 3) ; 
DPB1*1601 : 

agaattaccltttccagggacggcaggaatgciacgcgttlaatgggacacagcgctlcctggagagatacatcta 
20 caaccgggaggagtlcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gAggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggacgaggccgtgacccigcagcgccgag(SEQ ID NO: 4 4) ; 
DPB1*1701 : 

agaattacgtgcaccagtTacggcaggaaigctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
25 caaccgggaggagttcgigcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggGCtgat 
gaggaCtaclggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 4 5) ; 
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DPBM801 : 

gtgtaccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatctacaaccggg 
aggagttcgTgcgcttcgacagcgacgtgggggagttccgggcgglgacggagctggggcggcctgatgAggagia 
ctggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaactacgagctg 
5 gTcgggcccalgaccctgcag(SEQ ID NO: 4 6) ; 
DPB1*1901 : 

agaattaccttltccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacglgggggagttccgggcggtgacggagctggggcggcctgaG 
gcggagtactggaacagccagaaggacalcctggaggagGagcgggcagtgccggacaggAtatgcagacacaact 
10 acgagclggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 4 7) ; 
DPB1*200101 : 

agaattacgtgtaccagtiacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagalacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
15 acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 4 8) ; . 
DPB1*20010Z : 

agaattacgtgtaccagttacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggactactggaacagccagaaggacctcclggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
20 acgagctggacgaggccgtgaccctgcagcgTcga(SEQ ID NO: 4 9) ; 
DPBU2101 : 

agaattacglgtaccaglTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagCtcgtgcgcttcgacagcgacglgggggagttccgggcggtgacggagctggggcggcctgaG 
gcggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGlgcagacacaact 
25 acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 5 0) ; 
DPBU2201 : 

agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
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caaccgggaggagCtcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgaG 
gcggagtactggaacagccagaaggacatcclggaggagGagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 5 1) ; 
DPB1*2301 : 

5 agaattaccttttccagggacggcaggaatgctacgcgtitaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgcl 
gcggagtaclggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccatgacccigcagcgccgag(SEQ ID NO: 5 2) ; 
DPB1*2401 : 

10 agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgcgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgaG 
gcggagtaclggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctgggcgggcccAtgaccctgcagcgccgag(SEQ ID NO: 5 3) ; 
DPB1*2501 : 

15 agaattacgtgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcla 
caaccgggaggagt tcgTgcgc t tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcc tgat 
gAggagtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccclgcagcgccgag(SEQ ID NO: 5 4) ; 
DPBH260101 : 

20 glgtaccagttacggcaggaatgctacgcglt taatgggacacagcgct tcctggagagatacatctacaaccggg 
aggagtacgcgcgcttcgacagcgacgtgggagagttccgggcggtgacggagctggggcggcctgctgcggagta 
clggaacagccagaaggacatcctggaggagaagcgggcagtgccggacagAgtatgcagacacaactacgagctg 
gacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 5 5) ; 
DPB1*260102 : 

25 gtgtaccagttacggcaggaatgctacgcgtttaatgggacacagcgct tcctggagagatacatctacaaccggg 
aggagtacgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgctgcggagla 
ctggaacagccagaaggacatcctggaggagaagcgggcagtgccggacagggtatgcagacacaactacgagctg 
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gacgaggccglgaccctgcagcgccga(SEQ ID NO: 5 6) ; 
DPBl*270l : 

agaatlacgtgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcltcctggagagatacatcla 
caaccgggaggagtacgcgcgcttcgacagcgacgtgggggagltccgggcggtgacggagctggggcggcctgct 
5 gcggagtaclggaacagccagaaggacatcctggaggagaagcgggcaglgccggacaggatGtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 5 7) ; 
DPB1*2801 : 

agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcltcctggagagatacatcta 
caaccgggaggagttcgcgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
10 gAggagtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctggTcgggcccatgaccctgcagcgccgag(SEQ ID NO: 5 8) ; 
DPB1*2901 : 

agaattacgtgtaccagttacggcaggaatgctacgcgtttaalgggacacagcgcttcctggagagatacatcta 
caaccgggaggagitcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
15 gaggaClactggaacagccagaaggacCtcctggaggagGagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 5 9) ; 
DPB1*3001 : 

agaaltacgtgcaccagtTacggcaggaatgciacgcgtttaatgggacacagcgcttcctggagagalacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgaG 
2 0 gcggag t ac t ggaac age c agaaggac a t c c t ggaggagGagc gggc ag t s gcc ggac agga tGtgcagacacaact 
acgagctggacgaggccgtgaccctgcag(SEQ ID NO: 6 0) ; 
DPB1*3101 : 

agaat lace 1 1 1 tccagggacggcaggaatgclacgcgt 1 taatgggacacagcgct icctggagagatacatc ta 
caaccgggaggagttcgcgcgcttcgacagcgacglgggggagttccgggcggtgacggagctggggcggcctgct 
25 gcggaglactggaacagccagaaggacctcctggaggagaagcgggcaTigccggacaggatgtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 6 1) ; 
DPBH3201 : 
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agaa t tacc 1 1 1 tccagggacggcaggaatgc tacgcgl t taatgggacacagcgct tec tggagagatacatc ta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagclggggcggcctgat 
gaggTgtactggaacagccagaaggacatcctggaggaggagcgggcaglgccggacaggatgtgcagacacaact 
acgagctgggcgggcccatgaccctgcagcgccgag(SEQ ID NO: 6 2) ; 
5 DPB1+3301 : 

agaattacct 1 1 tccagggacggcaggaatgc tacgcgl t taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagttcgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccatgaccctgcag(SEQ ID NO: 6 3) ; 
10 DPB1*3401 : 

agaat taccttt tccagggacggcaggaatgc tacgegtt taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagclcgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacctcctggaggagaagcgggcaTtgccggacaggatgtgcagacacaact 
acgagctggtcgggcccAtgaccctgcag(SEQ ID NO: 6 4) ; 
15 DPBH3501 : 

agaat tacgtgcaccagtTacggcaggaatgc tacgegtt taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagttcgTgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcag(SEQ ID NO: 6 5) ; 
20 DPB1*3601 : 

agaat tacgtgtaccagtTacggcaggaatgc tacgegtt taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagCtcgTgcgc t tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgaG 
gcggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 6 6) ; 
25 DPBU3701 : 

gtgtaccagt tacggcaggaatgctacgcgt t taatgggacacagcgct tec tggagagatacatc tacaaceggg 
aggagttcgTgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgatgAggagta 
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ctggaacagccagaaggacatcctggaggagGagcgggcagtgccggacagggtatgcagacacaactacgagctg 
gacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 6 7) ; 
DPBU380! : 

cttttccagggacggcaggaatgctacCcgt t taatgggacacagcgcttcctggagagatacatctacaaccggg 
5 aggagctcgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgaggcggagta 
ctggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaactacgagctg 
gacgaggccgtgaccctgcag(SEQ ID NO: 6 8) ; 
DPBU3901 : 

agaaltaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
10 caaccgggaggagtacgcgcgcttcgacagcgacglgggggagttccgggcggtgacggagctggggcggcctgcl 
gcggaglactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccalgaccctgcagcgccga(SEQ ID NO: 6 9) ; 
DPBU4001 : 

agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
15 caaccgggaggagtacgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctggTcgggcccatgaccctgcagcgccga(SEQ ID NO: 7 0) ; 
DPB1+4101 : 

aattacct tttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatctaca 
20 accgggaggagt tcgtgcgct tcgacagcgacgtgggggagt Iccgggcggtgacggagctggggcggcctgatga 
ggagtactggaacagccagaaggacTtcctggaggagGagcgggcagtgccggacaggatgtgcagacacaactac 
gagctgggcgggcccatgaccctgcagcgccga(SEQ ID NO: 7 1) ; 
DPB1M401 : 

agaaitacgtgtaccagttacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
25 caaccgggaggagCtcgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgat 
gaggactactggaacagccagaaggacCtcctggaggagGagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 7 2) ; 
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DPB1*4501 : 

glgcaccagtlacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatctacaaccggg 
aggagticgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgAggagta 
ctggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacaggglatgcagacacaactacgagctg 
5 gacgaggccgtgaccctgcag(SEQ ID NO: 7 3) ; 
DPB1*4601 : 

agaattaccttttccagggacggcaggaatgclacgcgtttaatgggacacagcgcttcctggagagatacalcta 
caaccgggaggagttcgtgcgcltcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatgtgcagacacaact 
10 acgagctgggcgggcccAtgaccctgcagcgccgag(SEQ ID NO: 7 4) ; 
DPBU4701 : 

agaat tacc 1 1 t tccagggacggcaggaatgctacgcgt t taatgggacacagcgct tcctggagagatacatc ta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcgglgacggagctggggcggcctgaG 
gcggagtactggaacagccagaaggacalcctggaggagGagcgggcagtgccggacaggatgtgcagacacaact 
15 acgagctgggcgggcccAtgacccigcagcgccgag(SEQ ID NO: 7 5) ; 
DPB1*4801 : 

aatlaccttttccagggacggcaggaatgctacgcgtt taatgggacacagcgct ice tggagagatacatctaca 
accgggaggagCtcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgA 
ggagtactggaacagccagaaggacatcctggaggaggagcgggcagtgccggacaggatgtgcagacacaactac 
20 gagctggGcgggcccAtgaccctgcag(SEQ ID NO: 7 6) ; 
DPB1*4901 : 

aattacctt ttccagggacggcaggaatgctacgcgtt taatgggacacagcgct tec tggagagatacatc taca 
accgggaggagtacgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgatgA 
ggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaactac 
25 gagctggGcgggcccatgaccctgcag(SEQ ID NO: 7 7) ; 
DPBU5001 : 

aattacgtgtaccagggacggcaggaatgctacgcgtt taatgggacacagcgct tec tggagagatacatc taca 
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accgggaggagitcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatga 
ggaCtactggaacagccagaaggacClcctggaggagaagcgggcagtgccggacagggtatgcagacacaactac 
gagctggacgaggccgtgaccctgcag(SEQ ID NO: 7 8) ; v 
DPB1*5101 : 

5 agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagtTcgcgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gAggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccatgaccctgcagcgccgag(SEQ ID NO: 7 9) ; 
DPB1*5201 : 

10 agaattacgtgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgTgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcag(SEQ .ID NO: 8 0) ; 
DPB1*5301 : 

15 agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagtacgcgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgat 
gAggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctggTcgggcccatgaccctgcag(SEQ ID NO: 8 1) ; 
DPBI*5401 : 

20 agaattacgtgcaccagtTacggcaggaatgclacgcgtttaalgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcglgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgaG 
gcggagtactggaacagccagaaggacatcclggaggagGagcgggcagtgccggacagggtatgcagacacaact 
acgagciggacgaggccglgaccctgcag(SEQ ID NO: 8 2) ; 
DPB1*5501 : 

25 agaaltacgtgcaccagtTacggcaggaatgctacgcgtttaatgggacacagcgct tec tggagagataca tela 
caacegggaggagt tcgTgcgc t tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggeggee tgc t 
gcggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaact 



WO 2005/063985 



490 



PCT/JP2004/019763 



acgagctggacgaggccgtgaccctgcag(SEQ ID NO: 8 3) ; 
DPBi*5601 : 

gtgtaccagttacggcaggaatgctacgcgtttaatgggacacagcgcUcctggagagatacatctacaaccggg 
aggagtTcgcgcgcttcgacagcgacgtgggggagttccg'ggcggtgacggagctggggcggcctgclgcggagta 
5 ctggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaactacgagctg 
gacgaggccgtgaccctgcag(SEQ ID NO: 8 4) ; 
DPB1*5701 : 

cttttccagggacggcaggaatgctacgcglttaatgggacacagcgcttcctggagagatacatctacaaccggg 
aggagttcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgaggaCta 
10 ctggaacagccagaaggacCtcctggaggagaagcgggcaglgccggacagggtatgcagacacaactacgagctg 
gacgaggccg(SEQ ID NO: 8 5) ; 
DPBU5801 : 

aattacgtgcaccagttacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatctaca 
accgggaggagCtcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgctgc 
15 ggagiactggaacagccagaaggacatcclggaggagGagcgggcagtgccggacaggatGtgcagacacaactac 
gagctggacgaggccgtgaccctgcag(SEQ ID NO: 8 6) ; 
DPB1*5901 : 

agaattaccttticcagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagltcgtgcgcltcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgal 
20 gAggagtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccatgaccctgcag(SEQ ID NO: 8 7) ; 
DPB1*6001 : 

agaattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagtlccgggcggtgacggagctggggcggcctgat 
2 5 gaggag t a c t ggaac age c agaaggac a Ac c t ggaggaga ageggge ag 1 gc eggae agga I g t gc agac ac a ac t 
acgagctgggcgggcccatgaccctgcag(SEQ ID NO: 8 8) ; 
DPB1*6101N : 
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agaattacgtgtaccagttacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagtlcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggactactggaacagccagaaggacctcctgTaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagclggacgaggccgtgaccctgcagcgc(SEQ ID NO: 8 9) ; 
5 DPBU6201 : 

agaattacclUtccagggacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagCtcgTgcgct tcgacagcgacgtgggggagtlccgggcggtgacggagctggggcggcctgct 
gcggaglactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctggTcgggcccatgaccctgcag(SEQ ID NO: 9 0) ; 
10 DPBU6301 : 

aattaccttt'tccagggacggcaggaatgctacgcgtt taatgggacacagcgct tec Iggagagatacatctaca 
accgggaggagCtcgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgctgc 
ggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaactac 
gagctggacgaggccglgaccctgcag(SEQ ID NO: 9 1) ; 
15 DPB1*6401N: 

aattaagtglaccagttacggcaggaatgctacgcgtt taatgggacacagcgct tec tggagagatacatctaca 
accgggaggagttcgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgatga 
ggaCtactggaacagccagaaggacCtcctggaggagGagcgggcagtgccggacaggatGtgcagacacaactac 
gagctggacgaggccgtgaccctgcag(SEQ ID NO: 9 2) ; 
20 DPB1*6501 : 

agaattaccttttccagggacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagtacgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacalcct^gaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 9 3) ; 
25 DPBH6601 : 

agaattacgtgcaccagtTacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagtTcgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgct 
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gcggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccalgaccctgcagcgccgag(SEQ ID NO: 9 4) ; 
DPBU6701 : 

agaattacgtgcaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
5 caaccgggaggagttcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgct 
gc ggag t a c t gga ac age c agaaggac C t c c t ggaggagaageggge ag t gc eggae aggg t a t gc agac ac a ac t 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 9 5) ; 
DPB1*6801 : 

agaattaccttttccagggacggcaggaatgctacgcgttlaalgggacacagcgcttcctggagagatacatcta 
10 caacegggaggagt tcgTgcgc ttcgacagcgacgtgggggagt tccgggcggtgacggagc tggggeggee tgat 
gAggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccga(SEQ ID NO: 9 6) ; 
DPB1*6901 : 

agaattacgtgtaccagttacggcaggaaigctacgcgtttaatgggacacagcgcttcctggagagatacalcta 
15 caacegggaggagt tcgtgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcc tgat 
gaggaCtactggaacagccagaaggacctcctggaggagaGgcgggcagtgccggacaggatgtgcagacacaact 
acgagctggacgaggccgtgacc(SEQ ID NO: 9 7) ; 
DPB1*7001 : 

aattacgtggaccagtlacggcaggaatgctacgcgtttaalgggacacagcgcttcctggagagatacatctaca 
20 acegggaggagt tcgTgcgc ttcgacagcgacgtgggggagt tccgggcggtgacggagc tggggeggee tgatga 
ggaCtactggaacagccagaaggacClcctggaggagaagcgggcagtgccggacagggtatgcagacacaactac 
gagctggacgaggccgtgaccctgcag(SEQ ID NO: 9 8) ; 
DPB1*7101 : 

aattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatctaca 
25 acegggaggagt tcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgctgc 
ggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaactac 
gagctggGcgggcccatgaccctgcag(SEQ ID NO: 9 9) ; 
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DPB1*7201 : 

aattaccttttccagggacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacaic taca 
accgggaggagt Icgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgctgc 
ggagtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacaggatGtgcagacacaactac. 
5 gagctggGcgggcccatgaccctgcag(SEQ ID NO: 10 0) ; 
DPBU7301 : 

aattaccttttccagggacggcaggaatgctacgcgtttaatgggacacagcgct tcctggagagatacaic taca 
accgggaggagt tcgtgcgc t tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgatgA 
ggagtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaactac 
10 gagctggGcgggcccatgaccclgcag(SEQ ID NO: 1 0 1) ; 
DPB1*7401 : 

gtgtaccagttacggcaggaatgclacgcgtttaatgggacacagcgcttcctggagagatacatctacaaccggC 
aggagtacgcgcgcttcgacagcgacgtgggagagttccgggcggtgacggagctggggcggcctgctgcggagta 
ctggaacagccagaaggacctcctggaggagaggcgggcagtgccggacaggatgtgcagacacaactacgagctg 
15 gtcgggcccAtgaccctgcag(SEQ ID NO: 1 0 2) ; 
DPB1*7501 : 

cttttccagggacggcaggaatgctacgcgt t taatgggacacagcgct tcctggagagatacatctacaaccggg 
aggagttcgTgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgatgAggagta 
ctggaacagccagaaggacatcctggaggagaagcgggcagtgccggacagggtatgcagacacaactacgagctg 
20 gGcgggcccatgaccctgcag(SEQ ID NO: 10 3) ; 
DPBU7601 : 

agaattacgtgcaccagtTacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacaic ta 
caaccgggaggagttcgcgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
25 acgagctggacgaggccgtgaccctgcag(SEQ ID NO: 10 4) ; 
DPB1*7701 : 

agaattaccttttccagggacTgcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacatcta 



WO 2005/063985 



494 



PCT/JP2004/019763 



c aaccgggaggag 1 1 eg t gege t i cgac agegacg I gggggag 1 1 cegggegg t gaeggage t ggggegge c t ga t 
gaggaglactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
. acgagctgggcgggcccatgaccctgcagcgccgag(SEQ ID NO: 1 0 5) ; 
DPB1*7801 : 

5 agaattacgtgtaccagttacggcaggaatgctacgcgt t taatgggacacagcgct tcctggagagatacatcta 
caaccgggaggagitcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggactactggaacagccagaaggacctcctggaggagaagcgggcagtgcTggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 1 0 6) ; 
DPB1*7901 : 

10 agaattacgtgtaccagtTacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagalacatcta 
caacegggaggagt tcgTgcgct t cgac agegacg t gggggag t tccgggcggtgacggagc tggggeggee tgat 
gAggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggglatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 1 0 7) ; 
DPB1*8001 : 

15 agaat tacctt ttccagggacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacatcta 
caacegggaggagt tcgtgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagctggggcggcc tgat 
gaggaCtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctgggcgggcccAtgacc(SEQ ID NO: 1 0 8) ; 
DPB1*8101 : 

20 agaat tacctt ttccagggacggcaggaatgctacgcgtt taatgggacacagcgct tcctggagagatacatcta 
caacegggaggagt tcgcgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagc tggggeggee tgat 
gAggagtaciggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggGcgggcccatgaccctgcagcgccgag(SEQ ID NO: 1 0 9) ; 
DPBU8201 : 

25 agaat tacctt 1 tccagggacggcaggaatgc tacgegt t taatgggacacagcgct tcctggagagatacatcta 
caacegggaggagt tcgtgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagc tggggeggee tgat 
gaggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
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acgagctgggcgggcccAtgaccctgcagcAccgag(SEQ ID NO: 1 1 0) ; 
DPB1*8301 : 

agaattaccitttccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcclggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggccigat 
5 gaggagtactggaacagccagaaggacTtcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctgggcgggcccatgaccctgcagcgccgag(SEQ ID NO: 1 1 1) ; 
DPB1*8401 : 

agaattaccttt tccagggacggcaggaatgctacgcgttlaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagt tcgtgcgc t tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tgaG 
10 gAggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggglatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccga(SEQ ID NO: 1 1 2) ; 
DPB1*8501 : 

agaattacgtgtaccagtTacggcaggaatgctacgcgttlaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagtacgcgcgc t tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tgct 
15 gcggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcAccgag(SEQ ID NO: 1 1 3) ; 
DPB1*8601 : 

gaattacgtgcaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatctac 
aaccgggaggagt tcgtgcgc t tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tgatg 
20 aggaCtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatgtgcagacacaacta 
cgagctgggcgggcccAtgaccctgcagcgccga(SEQ ID NO: 1 1 4) ; 
DPBH8701 : 

agaattacgtgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagt tcgTgcgc 1 1 cgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tgc t 
25 gcggagtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacaggatGtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 1 1 5) ; 
DPB1*8801 : 
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agaattacgtgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagtlcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 1 1 6) ; 
5 DPB1*8901 : 

agaattacgtgtaccagggacggcaggaatgctacgcgtllaatgggacacagcgcttcctggagagatacatcla 
caaccgggaggagiacgcgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacaggatGigcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 1 1 7) : 
10 DPB1*9001 : 

agaattacgtgtaccagggacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagtTcgcgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaaggacatcctggaggagaagcgggcagtgccggacagggtalgcagacacaact 
acgagctggacgaggccgtgaccclgcagcgccgag(SEQ ID NO: 1 1 8) ; 
15 DPB1*9101 : 

agaaltacgtgcaccagtlacggcaggaaigctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagciggggcggcctgat 
gaggaCtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacaggalGtgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 1 1 9) ; 
20 DPB1*9201 : 

agaattacglgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgcgcgcitcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
gaggaCtactggaacagccagaaggacCtcctggaggagaagcgggcagtgccggacagggtatgcagacacaact 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 1 2 0) ; 
25 DPB1*9301 : 

agaattacgtgtaccagtTacggcaggaatgctacgcgtttaatgggacacagcgcttcctggagagatacatcta 
caaccgggaggagttcgTgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgat 
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gAggagtactggaacagccagaaggacatcctggaggagGagcgggcagtgccggacaggatGtgcagacacaacl 
acgagctggacgaggccgtgaccctgcagcgccgag(SEQ ID NO: 12 1) ; 
DPB1*9601 : 

agaat taccl 1 1 tccagggacggcaggaatgctacgcgl t taatgggacacagcgct tec tggagagatacatcta 
5 caaccgggaggagtacgcgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgct 
gcggagtactggaacagccagaagCacatcctggaggagaagcgggcagtgccggacaggatgtgcagacacaact 
acgagctgggcgggcccatgaccctgcagcgccgag(SEQ ID NO: 1 2 2) ; 

In the following, Probe lists DP1-DP4 are shown 
10 in Tables 13-1 to 13-3 and Tables 14-1 to 14-3 

respectively. Probe-Allele Lists DPI- 4 are shown in 
Tables 15-1 to 15-5 and Tables 16-1 to 16-5. 



WO 2005/063985 



498 



PCT/JP2004/019763 



Table 13-1 

Probe No. Base Sequence 

0 acg cat aga cca aca ggC ( seq id No: 12 3) 
• 1 ag ttt atg ttt gaa ttt gat gaA ( seq id no: \ 2 4) 

2 t ctg gag gag ttt ggc cA ( SEQ id No : 12 5) 

3 g acg cat aga cca aca ggA ( seq id No : 12 6) 

4 g ttt atg ttt gaa ttt gat gaC ( seq id no : 12 7) 

5 cac act cag gcc gcc aaT ( seq id No : 12 8) 

6 ttc tat gtg gat ctg gat aaA ( seq id No: i 2 9) 

7 ctg gag gag ttt ggc caa M seq id No: 1 3 0) 

8 ctg gag gag ttt ggc cG ( seq id No: 131) 

9 gcc gcg ttt gta cag acC ( seq id no : 13 2) 

10 t gaa ttt gat gaa gat gag cA ( seq id no : 13 3 > 

11 ag ttc tat gtg gat ctg gaT ( seq idno: ^4) 

12 g acc cat aga cca aca ggA ( seq id no : 1 3 5 > 

13 t gcc atg ttt gta cag acC ( seq id no : 1 3 6) 

14 at gtg tea act tat gcc aT ( seq id no: ^7) 

15 ctg get aac att get ata tC ( seq id No - i 3 8) 

16 cat gtg tea act tat gcc aT ( SEQ id No: 1 3 9) 

17 aac aac aac ttg aat ate gcT < seq id no : i 4 0) 
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Table 13-2 v 

Probe No. Base sequence 

0 gca gtg ccg gac agg G(seq id no: 1 4 i ) 

1 ca gtg ccg gac agg gtA (seq id no : i 4 2) 

2 tc gac age gac gtg ggA ( seq id no : M3) 

3 c aac egg gag gag ttc gT (seq id no: i 4 4) 

4 Ctg ggg Cgg CCt gat gA ( SEQ ID No : 14 5) 

5 g gac ate ctg gag gag G ( seq id No : 14 6) 

6 ca gtg ccg gac agg atG ( SE q id no : 14 7) 

7 a cac aac tac gag ctg gG ( S eq id No : 14 8) 

8 g ctg ggg egg cct gaC ( seq id No : 14 9) 

9 ag gag gag egg gca gtT < S eq id no : i 5 0) 

10 ga tac ate tac aac egg gaA ( SEQ ID No . 151) 

11 c tac aac egg gag gag ttT ( seq id No : 15 2) 

12 c tac aac egg gag gag C ( SEQ ID No . is 3) 
,3 K ctg ggg egg cct gaG ( seq id no : 15 4) 

14 Sag Ctg ggC ggg CCC A ( SEQ ID No : 15 5) 

15 ag aat tac gtg tac cag tT ( seq id no ; 1 5 6) 

16 gg egg cct gat gag gaC ( seq id no : 157) 

17 gg aac age cag aag gac C ( seq id no : 158) 

18 ac gag gee gtg ace ctA ( seq id no: 159) 

19 c tac aac egg gag gag IT ( seq id no .- 1 6 0) 

20 aac egg gag gag etc gT ( seq id no : 1 6 1 ) 

21 g gac etc ctg gag gag G ( seq id No: 162) 

22 ag aat tac gtg cac cag tT ( seq id No: 16 3) 

23 aga tac ate tac aac egg C ( seq id No: 1 6 4) 

24 g gag aga tac ate tac aac A ( SE q id No : 1 6 5) 

25 g gca gtg ccg gac agg A ( seq id No: 166) 

26 gag ctg gtc ggg ccc A ( seq id no : 1 6 7) 

27 ga cac aac tac gag ctg gT ( seq id No : 1 6 8) 

28 cc gtg acc ctg cag cgT ( seq id No : 1 6 9) 

29 gg gca gtg ceg gac agA ( seq id No: 1 7 0) 

30 g gag gag aag egg gca T < seq id no : 1 7 1 ) 
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Table 13-3 



Probe No. Base Sequence 



31 


ggg egg cct gat gag gT 


(SEQ 


ID 


No : 


1 72) 


32 


ga egg tag gaa tgc tac C 


(SEQ 


ID 


No : 


1 7 3) 


33 


gg aac age cag aag gac T 


(SEQ 


ID 


No : 


1 74) 


34 


g gac ttc ctg gag gag G 


(SEQ 


ID 


No : 


1 7 5) 


35 


gg aac age cag aag gac aA 


( SEQ 


ID 


No : 


1 76) 


36 


gc cag aag gac etc ctg T 


(SEQ 


ID 


No : 


1 7 7) 


37 


gac etc ctg gag gag aG 


( SEQ 


ID 


No : 


1 7 8) 


38 


aat tac c 1 1 ttc cag gga cT 


( SEQ 


ID 


No : 


1 79) 


39 


gag aag egg gca gtg cT 


( SEQ 


ID 


No : 


1 80) 


40 


ccc atg ace ctg cag cA 


( SEQ 


ID 


No : 


18 1) 


41 


tg ggg egg cct gag gA 


( SEQ 


ID 


No : 


1 8 2) 


42 


gec gtg acc ctg cag cA 


( SEQ 


ID 


No : 


1 8 3) 


43 


g aat tac gtg cac cag tT 


( SEQ 


ID 


No : 


1 84) 


44 


ac tgg aac age cag aag C 


( SEQ 


ID 


No : 


1 8 5) 
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Table 14-1 

Probe No. Base Sequence . 

0 a cca aca ggG gag ttt atg ( seq id no : 18 6) 

1 gaa ttt gat gaA gat gag atg ( seq id no : 18 7) 

2 ag ttt ggc cAa gcc ttt tc ( SEQ ID No: I 8 8) 

3 ga cca aca ggA gag ttt atg ( seq id no : i 8 9) 

4 gaa ttt gat gaC gat gag atg ( seq id No : i 9 0) 

5 at ctg gat aaA aag gag acc C seq id no : 1 9 1 ) 

6 ttt ggc caa Acc ttt tec tt (i seq id no : i 9 2) 

7 ag ttt ggc cCa gcc ttt tc (i seq id no: i 9 3) 

8 t gta cag acC cat aga cca ( seq id No : 19 4) 

9 gaa gat gag cAg ttc tat gt ( seq id No : l 95) 

10 eg ttt gta caA acc cat aga ( seq id No : 19 6) 

11 g gat ctg gaT aag aag gag ( seq id no : 19 7) 

12 act tat gcc aTg ttt gta cag ( seq id No : 19 8) 

13 at t get ata tCg aac aac aac ( seq id no : 19 9) 

14 g aat ate gcT ate cag cgt ( seq id no: 200) 
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Table 14-2 



Probe No. Base Sequence 



0 


tAc cag gga egg cag ga 


C seq id Ho : 


2 0 1) 


1 


ccg gac agg Gta tgc aga 


C SEQ ID No : 


2 0 2) 


2 


g gac agg gtA tgc aga ca 


( SEQ ID No : 


2 03) 


3 


gac gtg ggA gag ttc eg 


[ SEQ ID No : 


2 04) 


4 


at tac ctt tTc cag gga eg 


C SEQ ID No : 


2 05) 


5 


g gag ttc gTg cgc ttc g 


C SEQ ID No : 


2 06) 


6 


gg cct gat gAg gag tac t 


< SEQ ID No : 


2 0 7) 


7 


g gag gag Gag egg gca 


C SEQ ID No : 


208) 


8 


g gac agg atG tgc aga ca 


t SEQ ID No : 


2 0 9) 


9 


gag ctg gGc ggg ccc 


C SEQ ID No : 


2 1 0) 


10 


egg cct gaC gag gag ta 


t SEQ ID No : 


2 11) 


11 


egg gca gtT ccg gac ag 


C. SEQ ID No : 


2 1 2) 


12 


c aae egg gaA gag ttc gt 


< SEQ ID No : 


2 1 3) 


13 


g gag gag ttT gtg cgc tt 


( SEQ ID No : 


2 14) 


14 


g gag gag Ctc gtg cgc 


( SEQ ID No : 


2 1 5) 


15 


egg cct gaG gcg gag t 


i SEQ ID No : 


2 1 6) 


16 


c ggg ccc Atg ace ctg 


( SEQ ID No: 


2 1 7) 


17 


tg tac cag tTa egg cag g 


( SEQ ID No: 


2 1 8) 


18 


t gat gag gaC tac tgg aac 


C SEQ ID No : 


2 1 9) 


19 


cag aag gac Ctc ctg gag 


( SEQ ID No : 


2 20) 


20 


gtg acc ctA cag cgc eg 


C SEQ ID No - 


221) 


21 


g gag gag ttc gcg cgc 


( SEQ ID No : 


2 2 2) 


22 


g gag ctc gTg cgc ttc g 


( SEQ ID No : 


2 2 3) 


23 


aat tac gtg Cac cag tta eg 


( SEQ ID No : 


2 2 4) 


24 


tac aac egg Cag gag tac 


C SEQ ID No : 


225) 


25 


ate tac aac Agg cag gag t 


( SEQ ID No : 


2 2 6) 


26 


ccg gac agg Ata tgc aga 


( SEQ ID No : 


2 2 7) 


27 


c gag ctg gTc ggg ccc 


( SEQ ID No : 


2 28) 


28 


g ccg gac agA gta tgc ag ( 


SEQ ID No: 


2 2 9) 


29 


g cac cag tTa egg cag g < 


SEQ ID No: 


2 30) 


30 


g egg gca Ttg ccg gac ( 


SEQ ID No: 


2 3 1) 
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Table 14-3 



Probe No . Base Sequence 

31 ct gat gag gTg tac tgg aa ( seq id no : 2 3 2) 

32 gaa tgc tac Ccg ttt aat gg (SEQ id No: 2 3 3) 

33 cag aag gac Ttc ctg gag (seq id no : 2 3 4) 

34 ag aag gac aAc ctg gag g ( seq id no : 2 3 5) 

35 gac etc ctg Tag gag aag ( seq id no : 2 3 6) 

36 g gag gag aGg egg gca ( SEQ ID No : 2 3 7) 

37 g gac cag tTa egg cag g ( seq id No - 2 3 8) 

38 tc cag gga cTg cag gaa t ( seq id no : 2 3 9) 

39 g gca gtg cTg gac agg g ( seq id no : 2 4 0) 

40 g ctg ggc gGg ccc atg ( seq id no : 2 4 1) 

41 egg cct gaG gag gag ta ( seq id No : 2 4 2) 

42 gg cct gag gAg gag tac t ( SEQ ID No : 2 4 3) 

43 age cag aag Cac ate ctg ( seq id no : 2 4 4) 
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Table 15-1 

Allele Number 

DPA1*01G301 

DPA1*010302 

DPAU0104 

DPA1*0105 

DPA1*0t06 

DPA1*0107 

DPA1*0108 

DPAU020101 

DPAUO2O102 

DPAU020103 

DPAU020104 

DPAU020105 

DPAU020106 

DPAU020201 

DPA1K020202 

OPAU0202O3 

DPA1*0203 

DPAU0301 

OPAHO302 

DPAU0401 



Probe Number for Detection 
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5 
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10 
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12 
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12 
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14 


5 
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5 




15 






16 






17 
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Table 15-2 

Allele Number 

DPB1*01Q101 

DPB1*010102 

0PB1 1020102 

DPB1*020103 

DPBM020104 

DPBU020105 

DPBU020106 

DPBUO202 

DPBK030101 

DPB1*03O102 

DPB 1*0401 

DPB 1*0402 

DPB1*0501 

DPBU0601 

DPB 1*0801 

DPB 1*0901 

DPB1*1001 

DPBItl 10101 

0PBU110102 

DPBU1301 

DPBM1401 

DPB 1*1501 

DPBU1601 

DPBU170! 

DPBW801 

DPBW901 

DPB1*200101 

DPB1*200102 

DPBU2101 

DP81*2201 



Probe Number for Detection 
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16 
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13 
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15 
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13 
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12 


13 
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Table 15-3 

Allele Number 

OPBU23Q1 

DPS U 2401 

DPBU25Q1 

DPBU260101 

DPB1*2701 

DPBH2801 

DPBU2901 

DPB 1*3001 

DPB1*3101 

OPB1*3201 

DPBU3301 

DPB 1*3401 

DPBU3501 

DPBH3601 

DPBK3701 

DPB1*3801 

DPB1*3901 

DPB1*4001 

DPBU4101 

DPBU4401 

DPB1*4501 

DPB1*4601 

DPBU4701 

DPBU480I 

DPB 1*4901 

DPB 1*5001 

DPB1*5101 

DPB1*5201 

DPB1*5301 

DPB1*5401 



Probe Number for Detection 
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13 
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Table 15-4 

Allele Number 

DPB1*5501 

DPBU5601 

DPB 1*5701 

DPB1*5801 

DPBH5901 

DPBH6001 

OPBU6101N 

DPB1*6201 

DPB1*6301 

DPB1*6401N 

DPBU6601 

DPB1*6701 

DPBU6801 

DPB1*6901 

DPB 1*7001 

DPB1*7101 

DPB 1*7201 

DPBW30I 

DPB 1*7401 

DPBU7501 

DPB1*7601 

DPBH7701 

DPB1*7801 

DPB1*7901 

DPB1*8001 

DPB1*8101 

DPBU8201 

DPBU8301 

DPBU8401 

DPB1*8501 



Probe Kumber for Detection 
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Table 15-5 
Allele Number 

DPBU860I 
DPBU8701 
DPB1*880t 
DPBH890I 
DPBH9001 
J>PB1*910I 
OPBU9201 
DPBU9301 
OPBU9601 



Probe Number for Detection 
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Table 16-1 



Allele Number 




Probe 


Number 


DPA1*010301 


0 


1 


* 
Z 


OPA1*010302 


3 






DPA1*01Q4 


4 






DPAU0106 


5 






0PAU0107 


6 






DPAH0108 


4 


7 




DPAU020101 


. 8 


5 


7 


DPAU020102 


5 


7 




DPAU020103 


9 


7 




DPAU020104 , 


10 






DPAU020105 


3 


9 


7 


DPAU020106 


8 


11 


7 


DPAH020201 


3 


11 


7 


DPA1*020202 
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DPA1 *020203 


12 


7 




DPA1 *0203 
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7 




DPAU0301 


13 






DPAU0302 


12 






DPAU0401 


14 







for Detection 
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Table 16-2 

Allele Number 



DPBU0101Q1 0 

DPB1*010102 3 

DPB1*02010Z 4 

DPB1*020103 10 

DPB1 '020104 11 

DPB1*020105 12 

DPB1*020106 13 

DP8 1*0202 14 

DPB1*030101 17 

DPB 1*0301 02 20 

DPB 1*0401 . 4 

DPB1*0402 4 

DPBU0501 4 

0P81*0601 18 

DPB1*G801 S 

0PBU0901 23 

DPB1*1001 23 

DPBU110101 17 

0PBU110102 25 

DPB1*1301 17 

DPBU1401 23 

DPB1*1501 24 

DPBH1601 4 

DPB1*1701 23 

DPB1*1B01 5 

DPBU1901 4 

DPB1*200101 18 

DPBU200102 18 



Probe Number for Detection 



1 


2 
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Table 16-3 

s 

Allele Number Probe Number for Detection 



DPBU2101 


17 


14 


15 


7 


DPBU2201 


4 


14 


15 


7 


DPBU2301 
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9 


DPBU2401 


15 


16 






DPBU2501 


17 
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19 


DPBU260101 


28 








DPBU260102 


17 








DPB1*2701 


17 


8 






DPBU2801 
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19 


27 




DPBU2901 


18 


19 


7 




DPB1*3001 


23 


29 


15 


7 


DPBU3101 


30 








DPBU3201 


31 
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8 


9 


DPB1*3401 
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Table 16-4 

Allele Number 

DPBU52Q1 

DPB1*530l 

DPBU54Q1 

DPBU5501 

DPB1*5601 

DPB1*5701 

DPBU5801 

DPBU5901 

DPBU6001 

DPBH6101N 

DPBU6201 

DPB1*6301 

DPB1*6401N 

DPBU6501 

DPBU660! 

DPB1*6701 

DPB1*6801 

DPB1*6901 

OPBWQ01 

DPBW101 

DPBU72Q1 

DPBU7301 

DPBU7401 

DPB1*750I 

DPBW601 

DPB1*7701 

DPB1*7801 

DPB1*790l 

DPBU8G01 

DPBU8101 
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Table 16-5 

Allele Number Probe Number for Detection 



DPB1*820i 

DPB1*8301 

DPBU8401 

0PBU8501 

OPBU8601 

DPBHB701 

DPBU8801 

DPBUB901 

OPBU9001 

DPB1*9101 

0PB1*9201 

DPB1*9301 

DPB1*9601 



4 


5 


6 


33 






41 


42 
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8 




23 
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17 
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19 


17 


18 
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8 






21 






23 


19 
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17 


18 


19 


17 
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(Example 9) 

Probes for identification of HLA-DQ allele 

Extraction of DNA from 1 ml of human blood was 
performed using GFX Genomic Blood DNA Purification 
5 Kit from Amersham Biosciences in the same manner as 
in Example 1 . 

Next, quantitative PCR was carried out in the 
same manner as in Example 1 except that probes in the 
probe lists DQ1A and DQ1B were used and 2 pi of the 
10 mixed primers consisting of 1 pi each of respective 

solutions of the following primers (10 pmol/pl) and 6 
pi of ultra pure water were used: 

GGTGAGGTAACTGATCTTG (SEQ ID NO: 165) 
TCCTTCTGGCTGTTCCAGTACTC (SEQ ID NO: 166). 
15 After PCR amplification, referring to Amp Plot 

and Dissociation curves on a display of 5700 software, 
and. to the allele-probe list (Table 19A, 19B-1 and 
19B-2), it was identified as DQA1*0103 and 
DQB1*060101 . 
20 (Example 10) 

Extraction of DNA from 1 ml of human blood was 
performed in the same way as in Example 3. PCR of 
human HLA-DQ was then performed in the same manner as 
in Example 2 except that 3 pi of the mixed primer 
25 consisting of 1 pi each of the solutions containing 
the following sequences at 10 pmol/pl respectively, 
and 12 pi of ultra pure water were used: 
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GGTGAGGTAACTGATCTTG (SEQ ID NO: 165) 
ATGATCCTAAACAAAGCTCTG (SEQ ID NO: 167) 
TGTGCTACTTCACCAACGGGACG (SEQ S ID NO: 168) . 
At the same time, a DNA microarray was prepared 
5 to identify the allele in the specimen described 

above in the same manner as in Example 2 , except that 
probes in the probe list of Tables 18A, 18B-1 and 
18B-2 were used to form the probe spots respectively. 
Then, hybridization was performed using the 
10 above specimen and the prepared DNA microarray in the 
same manner as in Example 2. Fluorometry measurement 
was conducted with GenePix4000B (Axon). Referring to 
the allele-probe list (Tables 20A, 20B-1 and 20B-2), 
it was identified as DQA1*0103 and DQB1*060101. 

15 

Allele list 
DQA1.*010101 

a tga tec t aaacaaagc tc tgc tgc tgggggece t cgc tc tgaccaccgtgatgagcccc tgtggaggtgaagaca 
ttgtggctgaccacgttgcctcttgtggtgtaaacttgtaccagttllacggtccctctggccagtacacccatga 

20 atttgatggagatgagGagttctacgtggacctggagaggaaggagactgcctggcggtggcctgagttcagcaaa 
Ittggaggttttgacccgcagggtgcactgagaaacatggctgtggcaaaacacaact tgaac.atcatgat taaac 
gctacaactciaccgctgctaccaatgaggttcctgaggtcacagtgttttccaagtcicccgtgacactgggtca 
gcccaacaccctcatitgtcLtglggacaacAic-LLtaclcctgtggtcaacatcacatggctgagcaatgggcag 
Icagtcacagaagglgtttctgagaccagcttcctctccaagagtgatcattccttcttcaagatcagttacctca 

25 ccttcctccctlctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctcttctgaaaca 
ctgggagcctgagattccagcccctatgtcagagctcacagagactgtggtctgcgccctggggttgtctgtgggc 
ctcgtgggcattgtggtgggcactgtcttcatcatccaaggcctgcgttcagttggtgcttccagacaccaagggc 
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cattgtga(SEQ ID NO: 169) 
DQAU010102 

atgatcctaaacaaagctctgctgctgggggccctcgctctgaccaccgtgatgagcccctgtggaggtgaagaca 
t Igtggctgaccacgttgcctctlgtggtgtaaacttgtaccagttttacggtccctctggccagtacacccatga 
5 a 1 1 1 ga t ggaga t gaggag 1 1 c t ac g t ggac c t ggagaggaaggaga c t gc c t ggcgg t ggc c t gag 1 1 c age a a a 
ttiggaggttttgacccgcagggtgcactgagaaacatggctgtggcaaaacacaacttgaacatcatgattaaac 
gctacaaclctaccgctgctaccaatgaggttcctgaggtcacagtgitttccaagtctcccgtgacactgggtca 
gcccaacaccctcatttgtcttgtggacaacatcittcctcctgtggtcaacatcacatggctgagcaatgggcag 
tcagicacagaaggtgtitctgagaccagct tec tctccaagagtga teat tec ttcttcaagatcagt tacc tea 
10 ccttcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctcttctgaaaca 
ctgggagcctgagattccagcccctatgtcagagctcacagagactgtggtctgcgccctggggttgtctgtgggc 
ctcgtgggcattgtggtgggcactgtcttcatcatccaaggcctgcgttcagttggtgcttccagacaccaGgggc 
cattgtga(SEQ ID NO: 170) 
DQA1*010201 

15 atgatcctaaacaaagctctgctgctgggggccctcgctctgaccaccgtgatgagcccctgtggaggtgaagaca 
t tgtggctgaccacgttgcctcttgtggtgtaaacttgtaccagttttacggtccctctggccagtacacccatga 
a 1 1 1 ga t ggaga t gage ag 1 1 c t ac g t ggac c t ggagaggaaggagac t gc c t ggcgg t ggc c t gag 1 1 c age a aa 
t ttggaggttt tgacccgcagggtgcactgagaaacatggctgtggcaaaacacaacttgaacatcatgattaaac 
gctacaactctaccgctgctaccaatgaggttcctgaggtcacagtgttttccaagtctcccgtgacactgggtca 

20 gcccaacaccc teat ttgtcttgtggacaacatctt tec tec tgtggtcaacatcacatggctgagcaatgggcag 
tcagtcacagaaggtgtttctgagaccagct tec tctccaagagtga teat tec ttcttcaagatcagt tacc tea 
ccttcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctctlctgaaaca 
ctgggagcctgagattccagcccctatgtcagagctcacagagactgtggtctgtgccctggggttgtctgtgggc 
ctcAtgggcattgtggtgggcactgtcttcatcatccaaggcctgcgttcagttggtgcttccagacaccaagggc 

25 cattgtga(SEQ ID N0:171) 
DQAU010202 

atgatcctaaacaaagctctgctgctgggggccctcgctctgaccaccgtgatgagcccctgtggaggtgaagaca 



WO 2005/063985 



517 



PCT/JP2004/019763 



Itgtggctgaccacgttgcctcitgtggtgtaaacttgtaccagltttacggtccctctggccagtacacccatga 
atttgatggagalgagcagttctacgtggacctggagaggaaggagactgcctggcggtggcctgagttcagcaaa 
1 1 tggaggt 1 1 tgacccgcagggtgcac tgagaaacatggc tgtggcaaaacacaac t tgaacatcatgat taaac 
gctacaactctaccgctgctaccaatgaggttcctgaggtcacagtgttttccaagtctcccgtgacacigggtca 
5 gcccaacaccctcatCtgtcttgtggacaacatct ttcctcctgtggtcaacatcacatggctgagcaaigggcag 
tcagtcacagaaggtgtttctgagaccagcttcctctccaagagtgatcattccttcttcaagatcagttacctca 
ccttcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctcttctgaaaca 
ctgggagcctgagattccagcccctatgtcagagctcacagagactgtggtclgtgccctggggttglctgtgggc 
ctcAtgggcattgtgglgggcactgtcttcatcatccaaggcctgcgttcagttggtgcttccagacaccaagggc 
10 cattgtga(SEQ ID NO: 172) 
DQAI*0103 

atgatcctaaacaaagctctgctgctgggggccctcgctctgaccaccgtgatgagcccctgtggaggtgaagaca 
ttgtggctgaccatgttgcctcttgtggtgtaaacttgtaccagttttacggtccctctggccagttcacccatga 
alttgatggagatgagcagttctacgtggacctggagaagaaggagactgcclggcggtggcctgagttcagcaaa 

15 1 1 tggaggl 1 1 tgacccgcagggtgcactgagaaacatggctgtggcaaaacacaact tgaacatcatgat taaac 
gctacaactctaccgctgctaccaatgaggttcctgaggtcacagtgttttccaagtctcccgtgacactgggtca 
gcccaacaccctcatctgtcttgtggacaacatctttcctcctgtggtcaacatcacatggctgagcaatgggcac 
Gcagtcacagaaggtgtttctgagaccagcttcctctccaagagtga teat tec ttcttcaagatcagttacc tea 
ccttcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctcttctgaaaca 

20 ctgggagcctgagat tccagcccctatgtcagagctcacagagactgtggtctgtgccctggggttgtctgtgggc 
ctcgtgggcattgtggtgggcactgtcttcatcatccaaggcctgcgttcagttggtgcttccagacaccaagggc 
ccttgtga(SEQ ID NO: 173) 
DQA1*010401 

atgatcctaaacaaagctctgctgctgggggccctcgctctgaccaccatgatgagcccttgtggaggtgaaggca 
25 ttgtggctgaccacgttgcctcttgtggtgtaaacttgtaccagttttacggtccctctggccagtacacccatga 
att tgatggagatgaggagttctacgtggacctggagaggaaggagactgcctggcggtggcctgagttcagcaaa 
1 1 tggaggt 1 1 tgacccgcagggtgcac tgagaaacatggc tgtggcaaaacacaac t tgaacatcatgat taaac 
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gctacaactctaccgctgctaccaatgaggt icctgagglcacaglg'titlccaagtctcccglgac.aclgggtca 
gcccaacaccctcatttgtcttgtggacaacatcittcctcctgtggtcaacatcacatggctgagcaatgggcag 
tcagtcacagaaggtgtttctgagaccagcttcctctccaagagtgatqattcctlcttcaagatcagttacctca 
ccttcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctctlctgaaaca 
5 ctgggagcctgagattccagcccctatgtcagagctcacagagactgtggtctgcAccctggggttgtctgtgggc 
ctcgtgggcattgtggtgggcactglcttcatcatccaaggcctgcgttcagttggtgcttccagacaccaagggc 
cattgtga(SEQ ID NO: 174) 
DQA1*0 10402 

atgatcctaaacaaagctctgctgctgggggccctcgctclgaccaccatgatgagcccllgtggaggtgaagGca 
10 ttgtggctgaccacgttgcctcttgtggtgtaaacttgtaccagt tttacggtccctctggccagtacacccatga 
atttgatggagatgaggagttctacgtggacctggagaggaaggagactgcctggcggtggcctgagttcagcaaa 
tttggaggtlt tgacccgcagggtgcactgagaaacatggctgtggcaaaacacaacttgaacatcatgattaaac 
gctacaactctaccgctgctaccaatgaggttcctgaggtcacagtgttttccaagtctcccgtgacactgggtca 
gcccaacaccctcatttgtcttgtggacaacaictttcctcclgtggtcaacatcacCtggctgagcaatgggcag 
15 tcagtcacagaaggtgtttctgagaccagcttcctctccaagagtgatcattccttcttcaagatcagttacctca 
ccttcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctcttctgaaaca 

ctggg(SEQ ID NO: 175) 
DQAU0105 

atgatcctaaacaaagctctgctgctgggggccctcgctctgaccaccatgatgagcccctgtggaggtgaagGca 
20 ttgtggctgaccacgttgcctcttgtggtgtaaacttgtaccagttttacggtccctctggccagtacacccatga 
atttgatggagatgaggagttctacgtggacctggagaggaaggagactgcctggcggtggcctgagttcagcaaa 
1 1 tggaggt 1 1 tgacccgcagggtgcac tgagaaacatggctgtggcaaaacacaact tgaacatcatgat iaaac 
gctacaactctaccgctgctaccaatgaggttcctgaggtcacagtgttttccaagtctcccgtgacactgggtca 
gcccaacaccclcattiglcttgtggacaacalctttcctcctgtggtcaacatcacatggctgagcaatgggcag 
25 tcagtcacagaagglglttctgagaccagcttcctctccaagagtgatcattccttcltcaagatcagttacctca 
ccttcctccctlctgctgatgagatttatgactgcaaggtggagcactggggcctggaccagcctcttctgaaaca 
ctgggagcctgagaitccagcccctatgtcagagctcacagagactgtggtctgcgccctggggt igtctgtgggc 
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ctcgtgggcattgtggtgggcactgtcttcatcatccaaggcclgcgttcagttggtgct(ccaga(SEQ ID 

NO: 176) 

DQAH0106 

ctgaccacgttgcctct igtggtgtaaact tglaccagt tttacggtccclctggccagtacacccatgaat t tga 
5 tggagatgagcagttctacgtggacctggagaggaaggagGctgcctggcggtggcctgagttcagcaaatt tgga 
ggtt t tgacccgcagggtgcactgagaaacatggctgtggcaaaacacaacttgaacatcatgat taaacgctaca 
actctaccgctgctaccaatg(SEQ ID NO: 177) 
DQA1*0201 

alga tcctaaacaaagclc tga Igc t gggggccc t cgccc tgaccaccgt ga tgagccc t tgtggaggtgaagaca 
10 t tgtggctgaccacgt tgcctcttacggtgtaaacttgtaccagtcttacggtccctctggccagttcacccatga 
a 1 1 1 ga t ggagac gaggag 1 1 c t a t g t gga c c t ggagaggaaggagac t g t c t ggaag 1 1 gc c t c t g 1 1 c c ac aga 
Ct taga. ..It tgacccgcaat t tgcac tgacaaacatcgc tgtgct aaaacataac t tgaacatcc tgat taaac 
gctccaactctaccgctgctaccaatgaggttcctgaggtcacagtgtt t tccaagtctcccgtgacactgggtca 
gcccaacaccctcatctgtct tgtggacaacatctt tcctcctgtggtcaacatcacctggctgagcaatgggcac 
15 tcagtcacagaaggtgtltctgagaccagct tcctctccaagagtgatcat tcct tct tcaagatcagt tacctca 
cct tcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggatgagcctct tctgaaaca 
ctgggagcctgagat tccagcacctatgtcagagctcacagagactgtggtctgtgccctggggt tgtctgtgggc 
ctcgtgggcattgtggtggggaccgtcttgatcatccgaggcctgcgttcagt tggtgct tccagacaccaagggc 
ccttgtga(SEQ ID NO: 178) 
20 DQA1*030101 

a tgat cctaaacaaagctc tga tgctgggggccctcgccctgaccaccgtgatgagccct tgtggaggtgaagaca 
t tgtggctgaccatgttgcctcttacggtgtaaacttgtaccagtcttatggtccctctgggcagtacagccatga 
a 1 1 1 ga t ggagacgaggag ttctatgtggacct ggagaggaaggagac t g t c t ggc ag 1 1 gc c t c t g 1 1 c cgc aga 
1 1 tagaagat 1 tgacccgcaat t tgcactgacaaacatcgc tgtgc taaaacataac t tgaacatcgtgat taaac 
25 gctccaactctaccgctgctaccaatgaggt tcctgaggtcacagtgtt t tccaagtctcccgtgacactgggtca 
gcccaacaccctcatctgtct tgtggacaacatctt tec tec tgtggtcaacatcacctggctgagcaatgggcac 
tcagtcacagaaggtgtt tc tgagaccagct tcctctccaagagtgatcat tcct tct tcaagatcagt tacctca 
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cct Icctcccttctgctgatgagatitatgactgcaaggtggagcactggggcctggatgagcctcttctgaaaca 
ctgggagcctgagat tccaAcacctatgtcagagctcacagagactgtggtctgcgccctggggt tgtctgtgggc 
ctcgtgggcattgtggtggggaccgtct tgatcatccgaggcctgcgt Uagttggt get tccagacaccaagggc 
ccttgtga(SEQ ID NO: 179) 
5 DQAU0302 

atgatcctaaacaaagctctgatgctgggggccctcgccctgaccaccgtgaCgagcccltgtggaggtgaagaca 
ttgtggctgaccatgt tgcctcttacgglgtaaact tgtaccagtcttalggtccctctgggcagtacagccatga 
a 1 1 1 ga t ggagac gaggag 1 1 c t a t g t gga c c i ggagaggaaggagac tgictggcagt tgcctclgt tccgcaga 
1 t tagaagat t tgacccgcaat t tgcactgacaaacatcgctgtgc taaaacataac t tgaacatcgtgat taaac 

10 gctccaactctaccgctgctaccaalgaggt tcctgaggtcacagtgt tttccaagtctcccgtgacactgggtca 
gcccaacaccctcatctgtcttgtggacaacatct ttcctcctgtggtcaacatcacctggctgagcaatgggcac 
tcagtcacagaaggtgtt tctgagaccagcl tec tctccaagagtga teat tec t tct tcaagatcagt tacctca 
ccttcctccct tctgatgalgagatt tatgactgcaaggtggagcactggggcctggatgagcctcttctgaaaca 
ctgggagcctgagat tccaacacct a tgtcagagctcacagagactgtggtctgcgccctggggt tgtctgtgggc 

15 ctcgtgggcattgtggtggggaccgtct tgatcatccgaggcctgcgt tcagt tggtgcttccagacaccaagggc 
ccttgtga(SEQ ID N0:180) 
DQAU0303 

atgalcctaaacaaagctctgatgctgggggccctcgccctgaccaccgtgatgagcccttglggaggtgaagaca 
t tgtggctgaccatgt tgectet tacggtgtaaact tgtaccagtct tatggtccctctgggcagtacagccatga 

20 a 1 1 1 ga t ggagacgaggag 1 1 c t a t g t gga c c t ggagaggaaggaga c t g t c t ggc ag 1 1 gc c t c t g 1 1 c c gc aga 
1 1 tagaagat t tgacccgcaat t tgcactgacaaacatcgctgtgc taaaacataac t tgaacatcgtgat taaac 
gctccaactctaccgctgctaccaatgaggt tcctgaggtcacagtgt 1 1 tccaagtctcccgtgacactgggtca 
gcccaacaccctcatctgtcttgtggacaacatctt tcctcctgtggtcaacatcacctggctgagcaatgggcac 
tcagtcacagaaggtgtttctgagaccagcttcctctccaagagtgatcat tec t tct tcaagatcagt tacctca 

25 cct tcctccct tctgAtgatgagatttatgactgcaaggtggagcactggggcctggatgagcctcttctgaaaca 
ctgggagcctgagat tccaacacct a tgtcagagctcacagagactgtggtctgcgccctggggt tgtctgtgggc 
ctcgtgggcattgtggtggggaccgtct tgatcatccgaggcctgcgt tcagttggtgcttccagacaccaagggc 
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ccttgtga(SEQ ID NO: 181) 
DQAl*04010i 

atgatcctaaacaaagctctgctgctgggggcccttgccctgaccaccgtgatgagcccctgtggaggtgaagaca 
ttgtggctgaccatgt tgcctcttatggtglaaacttgtaccagtcttacggtccctctggccagtacacccatga 
5 a 1 1 1 ga t ggagac gage ag 1 1 c t acg t ggac c t ggggaggaaggagac t g t c I gg t g 1 1 1 gc c t g 1 1 c t c agac aa 
1 1 taga. . . tt tgacccgcaatltgcactgacaaacatcgctgtgacaaaacacaacttgaacatcctgattaaac 
gctccaactctacTgctgctaccaatgaggltcctgaggtcacagtgttttccaagtctcccgtgacgctgggtca 
gcccaacaccctcatctgtct tgtggacaacatctttcctcctgtggtcaacatcacatggctgagcaatgggcac 
tcagtcacagaaggtgtttctgagaccagcttcctctccaagagtgatcattccttcttcaagatcagttacctca 
10 ccttcctcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggacgagcctcttctgaaaca 
ctgggagcctgagattccagcccctatgtcagagctcacagagactglggtctgcgccctgggattgtctgtgggc 
ctcgtgggcattgtggtgggcactgtcttcatcatccgaggcctgcgttcagttggtgcttccagacaccaagggc 
cCttgtga(SEQ ID NO: 182) 
DQA1 #040102 

15 ctgaccatgttgcctcttatggtgtaaacttgtaccagtcttacggtccctctggccagtacacccatgaatttga 
tggagacgagcagtlctacgtggacctggggaggaaggagactgtctggtgtttgcclgttctcagacaatt taga 
. . . t ttgacccgcaalttgcactgacaaacatcgctgtgacaaaacacaacttgaacatcctgattaaacgctcca 
actctactgctgctaccaatgaggttcctgaggtcacagtgttttccaagtctccTgtgacgctgggtcagcccaa 
caccctcatctgtcttgtggacaacatctttcctcctgtggtcaacatcacatggctgagcaatgggcactcagtc 

20 acagaaggtgt t tc tgagaccagc t tec tc tccaagagtgatcat tcct tct tcaagatcagt tacctcacc t tec 
tcccttctgctgatgagatttatgactgcaaggtggagcactggggcctggacgagcctcttctgaaacactggg( 
SEQ ID NO: 183) 
DQA1*050101 

a tga tec t aaacaaagc t c tga tge tgggggece t tgece tgaccaccgtga tgagcccc tgtggaggtgaagaca 
25 ttgtggctgaccacgtcgcctcttatggtgtaaacttgtaccagtcttacggtccctctggccaglacacccatga 
att tgatggagatgagcagt tctacgtggacctggggaggaaggagactgtctggtgt t tgcctgttctcagacaa 
1 1 taga. . . 1 1 tgacccgcaat t tgcac tgacaaacatcgctgtcctaaaacataac t tgaacagtctgat taaac 
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gctccaactctaccgclgctaccaalgaggttcctgaggtcacagtgUttccaagtctcccgtgacactgggtca 
gcccaacatcctcatctgtcttgtggacaacatct t tcctcctgtggtcaacatcacatggctgagcaatgggcac 
tcagtcacagaaggtgtltctgagaccagct tcctctccaagagtgatc.attcct let tcaagatcagt tacctca 
ccctcctcccttctgctgaggagagtlatgaclgcaaggtggagcactggggcctggacAagcctcttctgaaaca 
5 ctgggagcctgagattccagcccctatgtcagagctcacagagactgtggtctgcgccctgggAttgtctgtgggc 
ctcgtgggcattgtggtgggcactgtcttcatcatccgaggcctgcgttcagt tggtgcttccagacaccaagggc 
ccttgtga(SEQ ID NO: 184) 
DQA1+050I02 

gaagacat tgtggctgaccacgttgcctcttAtggtgtaaacttgtaccagtcttacggtccctctggccagtaca 
10 cccatgaatttgatggagatgagcagttctacgtggacctggggaggaaggagactgtctgglgtttgcctgttct 
cagacaat t taga. . . tt tgacccgcaatltgcactgacaaacatcgctgtcctaaaacataact tgaacagTctg 
atlaaacgctccaactctaccgctgctaccaat(SEQ ID NO: 185) 
DQAi*0502 

ggtgtaaact Igtaccagtct tacggtccctctggccagtacacccatgaatttgatggagatgagcagt tctacg 
15 . tggacc tggggaggaaggagactgtctggtgt t tgee tgt tc tcagacaat t taga. . . 1 1 tgaccGgcaa 1 1 tgc 

aclgacaaacatcgctgtcctaaaacataacttgaacagtctgattaaacgctccaactctaccgctgctacc(SE 
Q ID NO; 186) 

DQAH0503 

atgatcctaaacaaagctctgatgctgggggccct tgccctgaccaccgtgatgagcccctgtggagglgaagac^ 
20 ttgtggctgaccacgtcgcctcttatggtgtaaact tgtaccagtct tacggtccctctggccagtacacccatga 
a 1 1 1 ga t ggaga t gage agttctacgtggacct ggggaggaaggagac tgtctggtgtltgcctgttctcagacaa 
1 1 taga. . . 1 1 tgacccgcaat t tgcac tgacaaacatcgctgtcctaaaacataac t tgaacagtctgat taaac 
gctccaactctaccgctgctaccaatgaggt tcctgaggtcacagtgttttccaagtctcccgtgacactgggtca 
gcccaacatcctcatctgtcttgtggacaacatctttcctcctgtggtcaacatcacatggctgagcaatgggcac 
25 tcagtcacagaaggtgtttctgagaccagct tec tctccaagagtga teat tec t tct tcaagatcagttacc tea 

ccctcctccct tctTctgaggagagttatgactgcaaggtggagcactggggcctggacaagcctcttctgaaaca 
ctgggagcctgagatlccagcccctatgtcagagctcacagagactgtggtctgcgccctgggattgtctgtgggc 
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ctcgtgggcat tgtggtgggcactgtcttcatcatccgaggcctgcgttcagt tggtgcttccagacaccaagggc 
ccttgtga(SEQ ID N0:187) 

DQA1*0504 , 

ctgaccacgtcgcctct tatggtgiaaacttgtaccagtct tacggtcTclctggccagtacacccatgaatt tga 
5 t ggaga t gage ag 1 1 c t acg t ggac c t ggggaggaaggagac tgtctggtgt I tgcctgt tctcagacaat 1 1 aga 
. . . 1 1 tgacccgcaal ttgcactgacaaacatcgctgtcctaaaacataact tgaacagtctgaltaaacgctcca 
actctaccgctgclaccaalg(SEQ ID NO: 188) 
DQA1*0505 

atgatcctaaacaaagctctgatgctggggacccttgccctgaccaccgtgatgagcccctgtggaggtgaagaca 
10 ttgiggctgaccacgtcgcctcttatggtgtaaacttgtaccagtcttacggtccctctggccagtacacccatga 
at ttgatggagatgagcagitctacgtggacctggggaggaaggagactgtctggtgtt tgcctgt tctcagacaa 
tttaga. . . tttgacccgcaatttgcactgacaaacatcgctgtcctaaaacataacttgaacagtctgat taaac 
gctccaactctaccgctgctaccaatgaggttcctgaggtcacagtgttt tccaagtctcccgtgacactgggtca 
gcccaacatcctcatclgtcttgtggacaacatctttcctcctgtggtcaacatcacatggctgagcaatgggcac 
15 tcagtcacagaaggtgtttctgagaccagcttcctctccaagagtgatcattcct tct tcaagatcagt tacctca 
ccctcctcccttctgctgaggagagttatgactgcaaggtggagcactggggActggacaagcctcttctgaaaca 
c tgggagee tgaga 1 1 ccagcccc tatgtcagagc tcacagagac tgtggtc tgcgccc tggggt tgtc tgtgggc 
ctcgtgggcattgtggtgggcactgtcttcatcatccgaggcctgcgttcagttggtgcttccagacaccaagggc 
ccttgtga(SEQ ID NO: 189) 
20 DQAU060101 

atgatcctaaacaaagctctgctgctgggggcccttgccctgaccaccgtgatgagcccctgtggaggtgaagaca 
ttgtggctgaccatgttgcctcttatggtgtaaacttgtaccagtct tacggtccctctggccagtTcacccatga 
at t tgatggagacgagcagt tctacgtggacctggggaggaaggagactgtctggtgtt tgcctgt tctcagacaa 
1 1 taga. . . tt tgacccgcaatt tgcactgacaaacatcgctgtgacaaaacacaacttgaacatcc tga t taaac 
25 gctccaactctaccgctgctaccaatgaggt tcctgaggtcacagtgttt tccaagtctcccgtgacGctgggtca 
gcccaacaccc tea tc tgtc ttgtggacaacatctt tec tec tgtggtcaacatcacatggctgagcaatgggcac 
tcagtcacagaaggtgt t tctgagaccagc I tec tctccaagagtga teat tec t tct tcaagatcagt tacctca 
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ccttcctcccttclgctgatgagait tatgactgcaaggtggagcactggggcctggacgagcctct letgaaaca 
ctgggagcctgagattccagcccctalgicagagctcacagagactgtggtctgcgccctgggattgtctgtgggc 
cleg tgggcattgiggtgggcactgtci tea lea tccgaggcctgcgt jcagttggtgcttccagacaccaagggc 
cCtlglga(SEQ ID NO: 190) 
5 DQA1*060102 

ggtgtaaacltgtaccagtct lacggtccctctggccagttcacccatgaatttgatggagacgagcagt tctacg 
tggacc tggggaggaaggagac tgtc Igglgt I tgee Igt Ic t cagacaat tlaga. . . 1 1 tgacccgcaa 1 1 tgc 
actgacaaacalcgcCgtgacaaaacacaacltgaacatcctgattaaacgclccaactctaccgctgctaccaat 
ga(SEQ ID NO: 190 
10 DQB1*050101 

gggcclgtgctacttcaccaacgggacggagcgcglgcggggtgtgaccagacacalctataaccgagaggagtac 
gtgeget IcgacagcgacgtgggggtgtaccgggcAgtgacgccgcaggggcggcctgTtgccgagtactggaaca 
gccagaaggaaglcctggagggggcccgggcgTcggtggacaGggtgtgcagacacaactacgaggtggcgtaccg 
cgggatcclgcagaggagagtggagcccacaglgaccalctccccatccaggacagaggccclcaaccaccacaac 
15 ctgctgatctgctcggtgacagatt tctatccaagccagatcaaagtccggtggt tteggaatgatcaggaggaga 
cagccggcgttgtgtccacccccctcatlaggaacggtgac tggacc I Iccagalcclgglgatgctggaaatgac 
tccccagcgtggagatgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg (SE 
Q ID NO: 192) 
DQBl*05O102 

20 gggcctgtgCtacttcaccaacgggacggagcgcgtgcggggtglgaccagacacatctataaccgagaggagtac 
gtgeget tcgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaaglcctggagggggcccgggcgtcggtggacagAglgtgcagacacaaclacgaggtggcgtaccg 
cgggatcctgcagagg(SEQ ID NO:193) 
DQB1*050201 

25 gggcctgtgctactlcaccaacgggacggagcgcgtgcggggtgtgaccagacacatctataaccgagaggagtac 
gtgeget Icgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctagcgccgagtactggaaca 
gccagaaggaagtcctggagggggcccgggcgtcggtggacagagtgtgcagacacaactacgagglggcgtaccg 
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cgggatcctgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctgatctgctcggtgacagat itctalccaagccaCatcaaagtccggtggt t tcggaatgatcaggaggaga 
cagccggcgttgtgtccacccccctcattaggaacggtgactggacct s tccagatccigglgatgctggaaatgac 
tccccagcgtggagatgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg(SE 
5 Q ID NO: 194) 
DQB1*050202 

gggcctgigctacttcaccaacgggacggagcgcgtgcggggtgtgaccagacacatctataaccgagaggagtac 
gtgcgcttcgacagcgacgtgggggtgtaTcgggcggtgacgccgcaggggcggcctaGCgccgagtaciggaaca 
gccagaaggaagtcctggagggggcccgggcgtcggtggacagAgtgtgcagacacaactacgaggtggcgtaccg 
10 cgggatcctgcagagga(SEQ ID NO: 195) 
DQB1*050301 

gggcctgtgctacttcaccaacgggacggagcgcgtgcggggtgtgaccagacacatctalaaccgagaggagtac 
gtgcgct tcgacagcgacglgggggtgtatcgggcggtgacgccgcaggggcggcctgACgccgagtactggaaca 
gccagaaggaagtcctggagggggcccgggcgtcggtggacagAgtgtgcagacacaactacgaggtggcgtaccg 

15 cgggatcctgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctgatctgctcggtgacagatttctatccaagccagatcaaagtccggtggt (tcggaatgatcaggaggaga 
cagccggcgt tgtgtccacccccctcattaggaacggtgactggacct tccagatcctggtgatgctggaaatgac 
tccccagcgtggagatgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg (SE 
Q ID NO:196) 

20 DQB1+050302 

gacggagcgcgtgcggggtgtgaccagacacatctataaccgagaggagtacgtgcgcttcgacagcgacgtgggg 
gtgtaTcgggcggtgacgccgcaggggcggcctgAtgccgagtactggaacagccagaaggaagtcctggagCSEQ 
ID NO: 197) 
DQBU0504 

25 gggcctgtgctacttcaccaacgggacggagcgcgtgcggggtgtgaccagatacatclataaccgagaagagtac 
gtgcgct tcgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctaGcgccgagtactggaaca 
gccagaaggacatcctggaggAggaccgggcgtcggtggacagggtgtgcagacacaact (SEQ ID NO: 198) 
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DQB1*0201 

gggcalgtgctactlcaccaacgggacagagcgcgtgcgtct tgtgagcagaagcatctataaccgagaagagatc 
gtgcgcttcgacagcgacgtgggggagttccgggcgglgacgctgctggggctgcctgccgccgaglactggaaca 
gccagaaggacatcctggagaggaaAcgggcggcggtggacagggtgtgcagacacaactaccagt tggagctccg 
5 cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcggtgacagat t tctatccagcccagatcaaagtccggtggt t tcggaatgaccaggaggaga 
cagctggcgt Igtgtccacccccct tattaggaatggtgactggacct tccagatcctggtgatgctggaaalgac 
tccccagcgtggagaCgtctacacctgccacglggagcaccccagcctccagagccccatcaccgtggagtgg(SE 
Q ID NO: 199) 
10 DQB1*0202 

gggcatgtgclacttcaccaacgggacagagcgcgtgcgtcttgtgagcagaagcatctataaccgagaagagatc 
gtgcgcttcgacagcgacgtgggggagttccgggcggtgacgctgctggggctgcctgccgccgagtaciggaaca 
gccagaaggaca tec tggagaggaaacgggcggcggtggacagggtgtgcagacacaactaccagt tggagctccg 
cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
15 ctgctggtctgctcggtgacagat t tctatccagcccagatcaaagtccggtggt t tcggaatgGccaggaggaga 
cagctggcgttglgtccaccccccttattaggaatggtgactggaccitccagatcctggtgatgctggaaatgac 
tccccagcgtggagaCgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg(SE 
Q ID NO: 200) 
DQB1*0203 

20 gggcatgtgctact tcaccaacgggacagagcgcgtgcgtct tgtgagcagaagcatctataaccgagaagagatc 
gtgcgcttcgacagcgacgtgggggagttccgggcggtgacgctgctggggctgcctgAcgccgagtactggaaca 
gccagaaggacatcctggagaggaaacgggcggcggtggacagggtgtgcagacacaactaccagt tggagctccg 
cacgacct tgcagcggcgaccccatccaggacagaggccctcaaccaccacaacctgctggtctgctcggtgacag 
atttctatccagcccagatcaaagtccggtggtttcggaatgGccaggaggagacagctggcgttgtgtccacccc 

25 ccttattaggaatggtgactggaccttccagatcctggtgatgctggaaatgactccccagcgtggaga(SEQ ID 
N0:201) 
DQB1+030101 
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ggccatgtgctacttcaccaacgggacggagcgcgtgcgttatgtgaccagatacalctataaccgagaggagtac 
gcacgcttcgacagcgacgtggAggtgtaccgggcggtgacgccgctggggccgcctgAcgccgagtactggaaca 
gccagaaggaagtcctggagaggacccgggcggagitggacacggtgtgcagacacaactaccagttggagctccg 
cacgaccttgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
5 ctgctggtctgclcagtgacagalttctatccagcccagatcaaagtccgglggt ttcggaatgaccaggaggaga 
caaccggcgttgtgtccaccccccttatlaggaacggtgactggacct tccagatcctggtgatgctggaaatgac 
tccccagcatggagaCglctacacctgccacgtggagcaccccagcctccagaAccccatcaccgtggagtgg (SE 
Q ID NO: 202) 
DQB1*030102 

10 ggccatgtgctacttcaccaacgggacggagcgcgtgcgttatgtgaccagatacalctataaccgagaggagtac 
gcgcgcttcgacagcgacgtggAggtgtaccgggcggtgacgccgctggggccgcctgAcgccgagtactggaaca 
gccagaaggaagtcctggagaggacccgggcggagttggacacgglgtgcagacacaactaccagttggagctccg 
cacgaccttgcagcggcgagCSEQ ID NO:203) 
DQB1*0302 

15 gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtgaccagatacatctataaccgagaggagtac 
gcAcgct tcgacagcgacgtgggggtgtalcgggcggtgacgccgctggggccgcctgCcgccgagtactggaaca 
gccagaaggaagtcctggagaggacccgggcggagTtggacacggtgtgcagacacaactaccagttggagctccg 
cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgciggtctgctcagtgacagat ttct a tccagcccagatcaaagtccggtggt ttcggaatgaccaggaggaga 

20 caactggcgttgtgtccacccccctt at taggaacggtgactggacct tccagatcctggtgatgctggaaatgac 
tccccagcgtggagacgtctacacctgccacgtggagcaccccagcctccagaaccccatcaTcgtggagtgg(SE 
Q ID NO: 204) 
DQB1*030302 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtgaccagatacatctataaccgagaggagtac 
25 gcacgct tcgacagcgacgtgggggtgtatcgggcggtgacgccgctggggccgcctgAcgccgagtactggaaca 
gccagaaggaagtcctggagaggacccgggcggagTtggacacggtgtgcagacacaactaccagt tggagctccg 
cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 



WO 2005/063985 



PCT/JP2004/019763 



528 



ctgciggtctgctcaglgacagatttclatccagcccagatcaaagtccggtggt ttcggaatgaccaggaggaga 
caactggcgtlgtgtccaccccccttattaggaacggtgactggaccttccagatcctggtgatgctggaaalgac 
tccccagcgtggagacgtctacacctgccacgtggagcaccccagcctccagaaccccatcaTcgtggagtgg (SB 
Q ID NO: 205) 
5 DQB1*030303 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcTtgtgaccagatacatctataaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaTcgggcggtgacgccgclggggcCgcctgAcgccgagtactggaaca 
gccagaaggaagtcctggagAggacccgggcggagTtggacacggtgtgcagacacaactaccagttggagciccg 
cacgaccttgcagcggcgag(SEQ ID NO:206) 
10 DQB1*0304 

ggccatgtgctacitcaccaacgggacggagcgcgtgcgttatgtgaccagatacatctataaccgagaggagtac 
gcacgcttcgacagcgacgtggAggtgtaccgggcggtgacgccgctggggccgcctgCcgccgagtactggaaca 
gccagaaggaagtcctggagaggacccgggcggagttggacacgglgtgcagacacaactaccagttggagctccg 
cacgacct tgcagcggcgagtggagcccacagtgaccatclccccatccaggacagaggccctcaaccaccacaac 
15 ctgctggtctgctcagtgacagatticiatccagcccagatcaaagtccggtggt ttcggaatgaccaggaggaga 
caaccggcgttgtgtccaccccccttattaggaacggtgactggaccttccagatcctggtgatgctggaaatgac 
tccccagcatggagaCgtctacacctgccacgtggagcaccccagcctccagaAccccatcaccgtggagtgg(SE 
Q ID NO: 207) 
DQBl+030501 

2 0 gggc atgtgctact tcacc aacgggacCgagcgcg t gcgggg t g t gacc aga t ac a t c t a t aaccgagaggag t ac 
gcgcgcttcgacagcgacgtgggggtgtatcgggcggtgacgccgctggggccgcctgccgccgaglactggaaca 
gccagaaggaagtcctggagaggacccgggcggagTtggacacggtgtgcagacacaactaccagttggagctccg 
cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcagtgacagatttctalccagcccagatcaaagtccggtggt ttcggaatgaccaggaggaga 

25 caactggcgttgtgtccaccccccttattaggaacggtgactggaccttccagatcctggtgatgctggaaatgac 
tccccagcgtggagacgtctacacctgccacgtggagcaccccagcctccagaaccccatcatcgtggagtgg(SE 
Q ID NO: 208) 
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gggc a t g t gc t ac 1 1 c accaacgggacggagcgcg t gcgggg t g t gacc aga t ac a t c t a t aaccgagaggag t ac 
gcgcgcttcgacagcgacgtgggggtgtaTcgggcgglgacgccgctggggccgcctgCcgccgagtactggaaca 
gccagaaggaagtcctggagAggacccgggcggagttggacaCggtgtgcagacacaactaccagttggagctccg 
5 cacgaccttgcagcggcgag(SEQ ID NO:209) 
DQB1*0306 

gggcatgigctacttcaccaacgggacggagcgcgtgcglcttgtgaccagatacatctaiaaccgagaggagtac 
gcacgcttcgacagcgacgtgggggtgtatcgggcggtgacgccgctggggcCgcctgacgccgagtactggaata 
gccagaaggacatcctggaggaggaccgggcgtcggtggacaccgtAtgcagacacaactaccagttggagctccg 
10 cacgaccttgcagcggcgag(SEQ ID NO: 210) 
DQB1*0307 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtgaccagatacatctataaccgagaggagtac 
gcacgcttcgacagcgacgtgggggtgtatcgggTggtgacgccgctggggccgcctgccgccgagtactggaaca 
gccagaaggaagtcctggagaggacccgggcggagttggacacggtgtgcagacacaactaccagttggagctccg 
15 cacgaccttgcagcggcga(SEQ ID NO: 211) 
DQB1*0308 

gggcatgtgctacttcaccaacgggacggagcgcgtgcglcttgtgaccagatacatctataaccgagaggagtac 
gcAcgcttcgacagcgacgtggggglgtaTcgggcggtgacgccgctggggccgcctgCcgccgagtactggaaca 
gccagaaggaagt cc tggaggggacccgggcggagt tggacaCggtgtgcagacacaac taccagt tggagc t ccg 
20 cacgaccltgcagcggcgag(SEQ ID NO: 212) 
DQB1*0309 

ggccatgtgctacttcaccaacgggacggagcgcglgcgttatgtgaccagatacatctaiaaccgagaggagtac 
gcacgcttcgacagcgacgtggaggtgtaccgggcggtgacgccgclggggccgcctgacgccgagtactggaaca 
gccagaaggaagt cc tggagaggacccgggcggagt tggacaCggtgtgcagacacaac taccagt tggagc tccg 
25 cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcagtgacagatttctatccagcccagatcaaagtccggtggtttcggaatgaccaggaggaga 
caaccggcgttgtgtccaccccccttattaggaacggtgactggaccttccagatcctggtgatgctggaaatgac 
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tccccagcatgcC. . .gtctacacctgccacgtggagcaccccagcctccagaaccccatcaccglggagtgg (SE 

Q ID N0:213) 

DQB1*0310 

ggccatgtgctacltcaccaacgggacggagcgcgtgcgttatgtgaccagatacatctataaccgagaggagtac 
5 gcacgcttcgacagcgacgtgggggtgtaTcgggcggtgacgccgctggggccgcctgAcgccgagtactggaaca 
gccagaaggaagtcctggagaggacccgggcggagttggacacggtgtgcagacacaactaccagttggagctccg 
cacgaccttgcagcggcgagtggagcccacagtgaccalctccccatccaggacagaggcccicaaccaccacaac 
ctgctggtctgctcagtgacagatttctatccagcccagatcaaagtccggtggtttcggaatgaccaggaggaga 
caaccggcgttgtgtccaccccccttattaggaacggtgactggaccttccagatcctggtgatgctggaaatgac 
10 tccccagcAtggagaCgtctacacctgccacgtggagcaccccagcctccagaAccccatcaccgtggagtgg(SE 
Q ID N0:214) 
DQB1 *031 1 

gggcctgtgctacttcaccaacgggacggagcgcgtgcgtcttgtgaccagatacatctataaccgagaggagtac 
gcAcgcttcgacagcgacgtgggggtgtaTcgggcggtgacgccgclggggccgcctgCcgccgagtactggaaca 
15 gccagaaggaagtcctggagAggacccgggcggagttggacaCggtgtgcagacacaactaccagttggagctccg 
cacgaccttgcagcggcgag(SEQ ID NO:215) 
DQB1.*0312 

ggccatgtgctacttcaccaacgggacggagcgcgtgcgtcTtgtgaccagatacatctataaccgagaggagtac 
gcAcgct tcgacagcgacgtgggggtgtaTcgggcggtgacgccgctggggccgcctgAcgccgagtactggaaca 
20 gccagaaggaagtcctggagAggacccgggcggagTtggacacggtgtgcagacacaactaccagttggagctccg 
cacgaccttgcagcggcgag(SEQ ID NO: 216) 
DQB1*0313 

ggccatgtgctacttcaccaacgggacggagcgcgtgcgttatgtgaccagatacatctaiaaccgagaggagtac 
gcacgcttcgacagcgacgtggaggtgtaccgggcggtgacgccgctggggccgcctgacgccgagtactggaaca 
25 gccagaaggaagAcctggagaggacccgggcggagttggacacgglgtgcagacacaactaccagttggagctccg 
cacgaccttgcagcggcgag(SEQ ID NO: 217) 
DQB1*0401 
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gggcatgtgctacttcaccaacgggaccgagcTcgtgcggggtgtgaccagatacatctataaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtatcgggcggtgacgccgctggggcggcttgacgccgagtactggaata 
gccagaaggacatcctggaggaggaccgggcgtcggtggacaccgtatgcagacacaactaccagttggagctccg 
cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
5 ctgctggtctgctcagtgacagatl tctatccagcccagalcaaagtccggtggtl tcggaatgaccaggaggaga 
caactggcgt tgtgtccacccccct tattaggaacggtgactggacct tccagatcctggtgatgctggaaatgac 
tccccagcgiggagacgtctacacclgccacgtggagcaccccagcctccagaaccccatcatcgtggagtgg(SE 
Q ID N0:218) 
DQB1*0402 

10 gggcatgtgctacltcaccaacgggaccgagcgcgtgcggggtgtgaccagatacatctataaccgagaggagtac 
gcgcgcttcgacagcgacgiggggglgtatcgggcggtgacgccgctggggcggcTtgacgccgagtactggaata 
gccagaaggacatcctggaggaggaccgggcgtcggtggacaccgtatgcagacacaactaccagt tggagctccg 
cacgacct tgcagcggcgagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcagtgacagatttctatccagcccagatcaaaglccggtggt t tcggaatgaccaggaggaga 

15 caactggcgt tgtgtccacccccct tattaggaacggtgactggacct tccagatcctggtgatgctggaaatgac 
tccccagcgtggagacgtctacacctgccacgtggagcaccccagcctccagaaccccatcatcgtggagtgg (SE 
QID.NO:2!9) 
DQB1*060101 

ggccatglgctacttcaccaaTgggacggagcgcgtgcgt tatgtgaccagatacatctataaccgagaggaggac 
20 gtgcgcttcgacagcgacgtgggggtgtatcgggcggtgacgccgcaggggcggcctgacgccgagtactggaaca 
gccagaaggacatcctggagaggacccgagcggagt tggacacggtgtgcagacacaactacgaggtggcgt tccg 
cgggatcttgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcggtgacagatttct a tccaggccagatcaaagtccggtggtt tcggaatgaccaggaggaga 
cagctggcgt tgtgtccacccccct tattaggaacggtgactggacct tccagatcctggtgatgctggaaatgac 
25 tccccagcatggagacgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg(SE 
Q ID NO:220) 
DQB1*060102 
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gccatgtgctactlcaccaacgggacggagcgcgtgcgttatgtgaccagatacatctataaccgagaggaggacg 
tgcgcttcgacagcgacgtgggggtgtatcgggcggtgacCccgcaggggcggcctgacgccgagtactggaacag 
ccagaaggaca t cc tggagaggacccgagcggag 1 1 ggacacggtgt gcaga (SEQ ID NO : 22 1 ) 
DQB1*Q60103 

5 ggccatgtgctacttcaccaalgggacggagcgcgtgcgttatgtgaccagatacatctataaccgagaggaggac 
gtgcgcttcgacagcgacgtgggggtgtatcgggcggtgacgccgcaggggcggcctgacgccgagtactggaaca 
gccagaaggacatcctggagaggacccgagcggagttggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcttgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcggtgacagatttctatccaggccagatcaaagtccggtggtttcggaatgaccaggaAgaga 
10 cagctggcgttgtgtccaccccccttattaggaacggtgactggaccttccagatcctggtgatgctggaaatgac 
tccccagcatggagacgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg(SE 
Q ID NO:222) 
DQB1*0602 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtgaccagaTacatctataaccgagaggagtac 
15 gcgcgcttcgacagcgacgtgggggtgtaccgcgcggtgacgccgcaggggcggcctgatgccgagtactggaaca 
gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcTtgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcggtgacagatttctatccaggccagatcaaagtccggtggtttcggaatgatcaggaggaga 
cagccggcgttgtgtccaccccccttattaggaatggtgactggacTttccagatcctggtgatgctggaaatgac 
20 tccccagcgtggagatgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg(SE 

Q ID N0:223) 
DQB 1*0603 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtAaccagacacatctataaccgagaggagtac 
gcgcgct tcgacagcgacgtgggggtgtaccgcgcggtgacgccgcaggggcggcctgatgccgagtaclggaaca 
25 gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcTtgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
ctgctggtctgctcggtgacagatttctatccaggccagatcaaagtccggtggtttcggaatgatcaggaggaga 
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cagccggcgttgtgtccaccccccttattaggaatggtgactggacTttccagatcctggtgatgctggaaatgac 
tccccagcgtggagatgtctacacctgccacgiggagcaccccagcctccagagccccatcaccgtggagtgg(SE 
Q ID NO: 224) v 
DQB1*060401 

5 gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtaaccagacacatctataaccgagaggagtac 
gcgcgcttcgacagcgacglgggggtgtaccgggcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggagAggacccgggcggagttggacacggtgtgcagacacaactacgaggtggggtaccg 
cgggatcctgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccclcaaccaccacaac 
ctgctggtctgctcggtgacagatttctatccaggccagatcaaagtccAgtggtttcggaatgatcaggaggaga 
10 cagccggcgttgtgtccaccccccltattaggaatggtgactggaclttccagatcctggtgatgctggaaatgac 
tccccagcgtggagatgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg (SE 
Q ID NO:225) 
DQB1*060402 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtAaccagacacatctataaccgagaggagtac 
1 5 gcgcgc 1 1 c gac agcgacg i ggggg t g t ac cgCgcgg t gacgc cgc aggggcggc c t g 1 1 gc cgag t ac t gga ac a 
gccagaaggaagtcctggagAggAcccgggcggagttggacacggtgtgcagacacaactacgaggtggGgtaccg 
c ggga t c c t gc agaggagag t ggagc ccacagtgaccatctccccatcc aggac agaggc c (SEQ ID NO : 2 2 6) 
DQB 1*060501 

gggcctgtgctacttcaccaacgggacggagcgcgtgcgtcttgtAaccagaTacatctataaccgagaggagtac 
20 gcgcgcttcgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggagAggAcccgggcggagttggacacggtgtgcagacacaactacgaggtggGgtaccg 
cgggatcctgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggcc(SEQ ID NO: 227) 
DQB 1*060502 

ggacggagcgcgtgcgtcttgtAaccagatacatctataaccgagaggagtacgcgcgcttcgacagcgacgtggg 
25 ggtglaccgggcggtgacgccgcaggggcggcctgtCgccgagtactggaacagccagaaggaagtcctggagAgg 
AcccgggcggagltggacaCg(SEQ ID NO:228) 
DQBU0606 
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ggacggagcgcgtgcgtcttgtAaccagaTacatctataaccgagaggagtacgcgcgcttcgacagcgacgtggg 
ggtgtaccgggcggtgacgccgcaggggcggcctgttgccgaglactggaacagccagaaggaagtcctggagAgg 
Acccgggcggcggtggacagggtg(SEQ ID N0:229) 
DQB1*0607 

5 gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtAaccagacacatctalaaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaccgcgcggtgacgccgcaggggcggcctgAtgccgagtactggaaca 
gccagaaggaagtcctggagAggAcccgggcggagttggacacggtgtgcagacacaactacgaggtggGgtaccg 
cgggatcc(SEQ ID NO: 230) 
DQBH0608 

10 gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtAaccagacacatctataaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaccgCgcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcKSEQ ID NO: 231) 
DQBU0609 

15 gggcatgtgctactlcaccaacgggacggagcgcgtgcgtcttgtaaccagaTacatcialaaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggagAggacccgggcggagttggacacggtgtgcagacacaactacgaggtggggtaccg 
cgggatcctgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccctcaaccaccacaac 
• ctgctggtctgctcggtgacagatttctatccaggccagatcaaagtccAgtggtttcggaatgatcaggaggaga 

20 cagccggcgttgtgtccaccccccttattaggaatggtgactggactttccagatcctggtgatgctggaaatgac 
tccccagcgtggagatgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggagtgg (SE 
Q ID NO: 232) 
DQBU06I0 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttglgaccagatacatctataaccgagaggagtac 
25 gcgcgcttcgacagcgacgtgggggtgtaccgcgcggtgacgccgcaggggcggcctaGcgccgagtactggaaca 
gccagaaggaagtcclggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcTtgcagaggagag(SEQ ID NO: 233) 
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DQB1 *06 1101 

gggcatgtgctacltcaccaacgggacggagcgcgtgcgtcttgtgaccagaTacatctataaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaccgCgcggtgacgccgcaggggcggcctgAtgccgagtactggaaca 
gccagaaggaaglcctggaggggacccgggcggagt tggacacggtgtgcagacacaactacgaggtggcgt tccg 
5 cgggatcTtgcagagg(SEQ ID NO: 234) 
DQB1*061102 

gggcatgtgctacttcaccaacgggacggagcgcglgcgtcttgtAaccagaTacaictataaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaccgCgcggtgacgccgcaggggcggcctgAtgccgagtactggaaca 
gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggcgttccg 
10 cgggatcTtgcagaggagag(SEQ ID N0.235) 
DQB1+0612 

gggcatgtgctact tcaccaacgggacggagcgcgtgcgtct tgtaaccagaTacatctataaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggggtaccg 

15 cgggatcctgcagaggagagtggagcccacagtgaccatctccccatccaggacagaggccclcaaccaccacaac 
ctgctggtclgctcggtgacagatttctatccaggccagatcaaagtGcAgtggtttcggaatgatcaggaggaga 
cagccggcgttgtgtccaccccccttattaggaatggtgactggactttccagatcctggtgatgctggaaatgac 
tccccagcgtggagatgtctacacctgccacgtggagcaccccagcctccagagccccatcaccgtggaglgg(SE 
Q ID N0:236) 

20 DQB1*0613 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtgaccagaTacatctataaccgagaggagtac 
gcgcgcttcgacagcgacgtgggggtgtaccgCgcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggcgtTccg 
cgggaKSEQ ID NO:237) 
25 DQBH0614 

gggcatgtgctact tcaccaacgggacggagcgcgtgcgtct tgtAaccagacacatc tat aaccgagaggagiac 
gcgcgcttcgacagcgacglgggggtgtaccgCgcggtgacgccgcaggggcggcctgAtgccgagtactggaaca 
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gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaaclacgaggtggcgltccg 

cgggatcTtgcagaggagagCSEQ ID NO: 238) 

DQB1*0615 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgict tgtgaccagaTacatctataaccgagaggagtac 
5 gcgcgcttcgacagcgacgtgggggtgtaccgcgcggtgacgccgcaggggcggcctgAtgccgagtactggaaca 
gccagaaggaagtcctggagAggAcccgggcggagttggacacggtgtgcagacacaactacgaggtggGgtaccg 
cgggatcctgcagaggagag(SEQ ID N0:239) 
DQB1*0616 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtgaccagatacatctataaccgagaggagiac 
10 gcgcgcttcgacagcgacgtgggggtgtaccgcgcggtgacgccgcaggggcggcctgatgccgagAactggaaca 
gccagaaggaagtcctggaggggacccgggcggagttggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcttgcagaggagag(SEQ ID NO: 240) 
DQB1*0617 

gggcatgtgctact tcaccaacgggacggagcgcgtgcgtct tgtAaccagacacatctataaccgagaggagtac 
15 gcgcgcttcgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggagggggcccgggcggagttggacacggtgtgcagacacaactacgaggtggGgtaccg 
c(SEQ ID N0:241) 
DQB1*0618 

gggcatgtgctacttcaccaacgggacggagcgcgtgcgtcttgtAaccagaiacatctataaccgagaggagtac 
20 . gcgcgcttcgacagcgacgtgggggtgtaccgggcggtgacgccgcaggggcggcctgttgccgagtactggaaca 
gccagaaggaagtcctggagAggacccgggcggagltggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcTtgcagaggag(SEQ ID NO: 242) 
DQB1*0619 

gggcatgtgctact tcaccaacgggacggagcgcgtgcgtcTtglgaccagatacatciataaccgagaggagtac 
25 gcgcgcttcgacagcgacgtgggggtgtaTcgggcggtgacgccgcTggggcggcctgAtgccgagtactggaaca 
gccagaaggaagtcctggaggggacccgggcggagTtggacacggtgtgcagacacaactacgaggtggcgttccg 
cgggatcTtgcagaggagag(SEQ ID NO: 243) 
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DQBU0620 

gggcctgtgctacticaccaacgggacggagcgcgtgcgtct tgtgaccagaTacatctataaccgagaggagtac 
gcgcgcttcgacagcgacglgggggtgtaccgCgcggtgacgccgcaggggcggcctgAtgccgagtactggaaca 
gccagaaggaagtcctggaggggacccgggcggagt tggacacggtgtgcagacacaactacgaggtggcgtTccg 
5 c(SEQ ID NO: 244) 

In the following. Probe Lists DQ1 and DQ2 are 
shown in Tables 17A, 17B-1 and 17B-2 and tables 18A, 
18B-1 and 18B-2 respectively- Tables 19A, 19B-1 and 
10 19B-2 and Tables 20A # 20B-1 and 20B-2 show Allele- 
Prove Lists . 
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Table 


17A v 










Probe 


No. Base Sequence 


0 


z gad ttt gat. gga gar gag u 


( SEQ 


ID 


No 


• D 


1 


99 t get xcc aga cac cau 


/ crrt 
\ ohy 




No 


- 2) 


2 


99 ttg tct gtg ggc etc A 




ID 


no 


: 3) 


3 


cag ccc aac acc etc atC 




ID 


NO 


: 4) 


4 


g ctg age aat ggg cac 6 




ID 


No 


: 5) 


5 


r»» nan tittt ait* tew* A 
w y ay at t y ty y i>t t y t, n 




ID 


wo 


oj 


6 


c cct tgt gga ggt gaa gG 


( SEQ 


ID 


No 


7) 


7 


cct gtg gtc aac ate acC 


( SEQ 


ID 


No 


8) 


8 


ccc tgt gga ggt gaa gG 


( SEQ 


ID 


No 


9) 


9 


c ctg gag agg aag gag G 


( SEQ 


ID 


No 


10) 


10 


tg cct ctg ttc cac aga C 


( SEQ 


ID 


No 


: ID 


11 


x ag cct gag att cca A 


( SEQ 


ID 


No 


: 12) 


12 


gec ctg acc acc gtg aC 


( SEQ 


ID 


No 


: 13) 


13 


c acc ttc etc cct tct gA 


( SEQ 


ID 


No 


• 14) 


14 


tt aaa cgc tec aac tct acT 


( SEQ 


ID 


No 


: 15) 


15 


cc aga cac caa ggg ccC 


( SEQ 


ID 


No 


16) 


16 


ca gtg ttt tec aag tct ccT 


( SEQ 


ID 


No 


: 17) 


17. 


g cac tgg ggc ctg gac A 


(SEQ 


ID 


No: 


18) 


18 


g gtc tgc gee ctg ggA 


( SEQ 


ID 


No: 


19) 


19 


ct gac cac gtt gee tct tA 


( SEQ 


ID 


No: 


20) 


20 


c eta aaa cat aac ttg aac agT 


CSEQ 


ID 


No: 


21) 


21 


c aga caa ttt aga ttt gac cG 


CSEQ 


ID 


No: 


22) 


22 


tc acc etc etc cct tct T 


(SEQ 


ib 


No: 


23) 


23 


tg tac cag tct tac ggt cT 


(SEQ 


ID 


No: 


24) 


24 


ag gtg gag cac tgg ggA 


(SEQ 


ID 


No: 


25) 


25 


ggt ccc tct ggc cag tT 


(SEQ 


ID 


No: 


26) 


26 


cc aag tct ccc gtg acG 


(SEQ 


ID 


No: 


27) 


27 


gca ctg aca aac ate gcC 


(SEQ 


ID 


No: 


28) 
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Table 17B-1 



Probe No. Base Sequence 



0 


g 999 9tg tac egg gcA 


f SEQ 


ID 


No: 


29) 


1 


eg cag ggg egg cct gT 


C SEQ 


ID 


No: 


30) 


2 


ag ggg gec egg gcg T 


C SEQ 


ID 


No: 


31) 


3 


gg gcg teg gtg gac aG 


f SEQ 


ID 


No: 


32) 


4 


gg gcg teg gtg gac agA 


' SEQ 


ID 


No: 


33) 


5 


ca gat ttc tat cca age caC 


I SEQ 


ID 


No: 


34) 


6 


gc gac gtg ggg^gtg taT 


C SEQ 


ID 


No: 


35) 


7 


eg cag ggg egg cct aG 


{ SEQ 


ID 


No: 


36) 


8 


g cag ggg egg cct agC 


( SEQ 


ID 


No: 


37) 


9 


eg cag ggg egg cct gA 


C SEQ 


ID 


No: 


38) 


10 


g cag ggg egg cct gaC 


( SEQ 


ID 


No: 


39) 


11 


g aag gac ate ctg gag gA 


( SEQ 


ID 


No: 


40) 


12 


g gac ate ctg gag agg aaA 


( SEQ 


ID 


No: 


41) 


13 


ct ccc cag cgt gga gaC 


( SEQ 


ID 


No: 


42) 


14 


c egg tgg ttt egg aat gG 


( SEQ 


ID 


No: 


43) 


15 


ctg ctg ggg ctg cct gA 


( SEQ 


ID 


No: 


44) 


16 


c ttc gac age gac gtg gA 


( SEQ 


ID 


No: 


45) 


17 . 


eg ctg ggg ccg cct gA 


( SEQ 


ID 


No: 


46) 


18 


ct ccc cag cat gga gaC 


( SEQ 


ID 


No: 


47) 


19 


cac ccc age etc cag aA 


( SEQ 


ID 


No: 


48) 


20 


aac cga gag gag tac gcA 


( SEQ 


ID 


No: 


49) 


21 


g ctg ggg ccg cct gC 


( SEQ 


ID 


No: 


50) 


22 


agg ace egg gcg gag T 


( SEQ 


ID 


No: 


51) 


23 


c etc cag aac ccc ate aT 


( SEQ 


ID 


No: 


52) 


24 


eg gag cgc gtg cgt cT 


( SEQ 


ID 


No: 


53) 


25 


g acg ccg ctg ggg cC 


( SEQ 


ID 


No: 


54) 


26 


cag aag gaa gtc ctg gag A 


( SEQ 


ID 


No: 


55) 


27 


tac ttc acc aac ggg acC 


( SEQ 


ID 


No: 


56) 
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Table 17B-2 * 

Probe No. Base Sequence 

28 egg gcg gag ttg gac aC ( seq id no: 57) 

29 eg teg gtg gac acc gtA ( seq id no : 58) 

30 gtg ggg gtg tat egg gT ( S EQ id No: 59) 

31 tg act ccc cag cat gcC ( SEQ id No: 60) 

32 9 gaa atg act ccc cag cA ( seq ID N °- 61) 

33 gg aac age cag aag gaa gA ( seq id No : 62) 

34 acc aac ggg acc gag cT ( seq id no: 63) 

35 g ccg ctg ggg egg cT ( seq id no: 64) 

36 cc atg tgc tac ttc acc aaT ( seq id no: 65) 

37 tg tat egg gcg gtg acC ( seq id No: 66) 

38 g ttt egg aat gac cag gaA ( seq id no: 67) 

39 gtg cgt ctt gtg acc aga T < seq id no: 68) 

40 g gcg ttc cgc ggg ate T ( seq id No: 69) 

41 t agg aat ggt gac-tgg acT ( seq id No: 70) 

42 gag cgc gtg cgt ctt gtA ( seq id no: 71) 

43 ca ggc cag ate aaa gtc cA (.seq id no: 72) 

44 c gtg ggg gtg tac cgC ( SEQ id No : 73) 

45 . ag gaa gtc ctg gag agg A ( seq id no : 74) 

46 a cac aac tac gag gtg gG (seq id no: 75) 

47 gtg cgt ctt gta acc aga T (SEQ id No: 76) 

48 g cag ggg egg cct gtC (seq id No: 77) 

49 c aac tac gag gtg gcg tT (seq id no: 78) 

50 g egg cct gat gee gag A (seq id no: 79) 

51 gg gcg gtg acg ccg cT (seq id No: 80) 

52 eg ctg ggg egg cct gA (seq id No: 81) 

53 ggg acc egg gcg gag T (seq id No: 82) 
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Table 18A 

Probe No. Base Sequence 

0 99a gat gag 6ag ttc tac g ( seq id no: 83) 

1 c aga cac caG ggg cca tt ( seq id no: 84) 

2 9tg 99C etc Atg ggc att ( seq id no: 85) 

3 c acc etc atC tgt ctt gtg ( seq id no: 86) 

4 aat ggg cac Gca gtc aca ( seq id no: 87) 

5 g gtc tgc Acc ctg ggg ( seq id No: 88) 

6 ga ggt gaa gGc att gtgj g ( seq id no: 89) 

7 c aac ate acC tgg ctg ag ( seq id No: 90) 

8 gg aag gag Get gcjf tgg ( seq id no: 91) 

9 ctg ttc cac aga Ctt aga c c ttt ( seq id no: 92) 

10 gag att cca Aca cct atg tc ( seq id no: 93) 

11 . . c acc gtg aCg age cct t ( seq id no: 94) 

12 etc cct tct gAt gat gag at ( seq id no: 95) 

13 c aac tct acT get get acc < seq id no: 96) 

14 c ate ate cGa ggc ctg c ( seq id No: 97) 

15 c aag tct ccT gtg acg ct ( seq id no: 98) 

16 ggc ctg gac Aag cct ctt ( seq id no: 99) 

17 c gee ctg ggA ttg tct gt ( seq id no: 100) 

18 gtt gee tct tAt ggt gta aa ( seq id no: 101) 

19 aac ttg aac agT ctg att aaa c ( seq id no: 102) 

20 a eg ttt gac cGg caa ttt gca c (seq id no: 103) 

21 etc cct tct Tct gag gag (seq id no: 104) 

22 ct tac ggt cTc tct ggc c (seq id no: 105) 

23 g cac tgg ggA ctg gac aa ( seq id no: 106) 

24 ct ggc cag tTc acc cat g ( seq id no: 107) 

25 ccc gtg acG ctg ggt c (seq id no: 108) 

26 ca aac ate gcC gtg aca aaa ( seq id No: 109) 
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Table 18B-1 



Probe No. Base Sequence 



0 


tac egg gcA gtg acg cc 


( SEQ 


ID 


No: 


110) 


1 


g egg cct gTt gec gag 


( SEQ 


ID 


No: 


111) 


2 


c egg gcg Teg gtg gac 


( SEQ 


ID 


No: 


112) 


3 


g gtg gac aGg gtg tgc a 


( SEQ 


ID 


No: 


113) 


4 


g gtg gac agA gtg tgc ag 


( SEQ 


ID 


No: 


114) 


5 


t cca age caC ate aaa gtc 


< SEQ 


ID 


No: 


115) 


6 


ggg gtg taT egg gcg g 


( SEQ 


ID 


No: 


116) 


7 


g egg cct aGc gec gag 


( SEQ 


ID 


No: 


117) 


8 


egg cct agC gec gag t 


( SEQ 


ID 


No: 


118) 


9 


g egg cct gAc gec gag 


( SEQ 


ID 


No: 


119) 


10 


egg cct gaC gee gag t 


( SEQ 


ID 


No: 


120) 


11 


g egg cct gAt gee gag 


( SEQ 


ID 


No: 


121) 


12 


c ctg gag gAg gac egg 


( SEQ 


ID 


No: 


122) 


13 


gag agg aaA egg gcg gc 


( SEQ 


ID 


No: 


123) 


14 


g cgt gga gaC gtc tac ac 


( SEQ 


ID 


No: 


124) 


15 


t egg aat gGc cag gag g 


< SEQ 


ID 


No: 


125) 


16 


g ctg cct gAc gec gag 


( SEQ 


ID 


No: 


126) 


17 


c gac gtg gAg gtg tac c 


( SEQ 


ID 


No: 


127) 


18 


g ccg cct gAC gec gag 


( SEQ 


ID 


No: 


128) 


19 


g cat gga gaC gtc tac ac 


( SEQ 


ID 


No: 


129) 


20 


gc etc cag aAc ccc ate a 


( SEQ 


ID 


No: 


130) 


21 


g gag tac gcA cgc ttc ga 


( SEQ 


ID 


No: 


131) 


22 


ccg cct gCc gec gag 


( SEQ 


ID 


No: 


132) 


23 


99 9cg gag Ttg gac acg 


( SEQ 


ID 


No: 


1?3) 


24 


ac ccc ate ale gtg gag t 


( SEQ 


ID 


No: 


134) 


25 


gc gtg cgt cTt gtg ace a 


(SEQ 


ID 


No: 


135) 


26 


9 ctg ggg cCg cct gac 


( SEQ 


ID 


No: 


136) 


27 


c ctg gag Agg ace egg 


( SEQ 


ID 


No: 


137) 
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Table 18B-2 * 

Probe No. Base Sequence 



28 aac ggg acC gag cgc g ( seq id no: 138) 

2g ag ttg gac aCg gtg tgc a ( seq id no: 139) 

30 g gac acc gtA tgc aga ca ( seq id no: 140) 

31 g tat egg gTg gtg acg c ( seq id no: 14 d 

32 cc cag cat gcC g t gtc tac ( seq id No: 142 ) 

33 t ccc cag cAt gga gac g ( seq id no: 143) 

34 ag aag gaa gAc ctg gag ag ( seq id no: 144) 

35 g acc gag cTc gtg egg ( seq id no: 145) 
35 g ggg egg cTt gac gee < SEQ id No: 146) 

37 c ttc acc aaT ggg acg ga ( seq id No: 147) 

38 gcg gtg acC ccg cag g ( seq id no: 148) 

39 t gac cag gaA gag aca gc ( seq id No: 149) 

40 t gtg acc aga Tac ate tat aa ( seq id no: 150) 

41 gc ggg ate Ttg cag agg ( seq id no: 151) 

42 t gac tgg acT ttc cag ate ( seq id No: 152) 

43 g cgt ctt gtA acc aga cac ( seq id no: 153) 

44 tc aaa gtc cAg tgg ttt eg ( seq id no: 154) 
45. gtg tac cgC gcg gtg ac ( seq id no: 155) 

45 g gag agg Acc egg gcg ( seq id No: 156) 

47 c gag gtg gGg tac cgc ( seq id no: 157) 

48 g cgt ctt gtA acc aga tac ( seq id no: 158) 
4g t gta acc aga Tac ate tat aac ( seq id no: 159) 

50 egg cct gtC gec gag t ( seq id No: 160) 

51 c egg gcg gAg ttg gac ( seq id no: 16D 

52 g gtg gcg tTc cgc ggg ( seq id no: 162) 

53 gat gec gag Aac tgg aac ( seq id no: 163) 

54 acg ccg cTg ggg egg ( seq id no: t64) 
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Table 19A 

Allele Number Probe Number for Detection 



DQA1*010101 


0 




DQA1*010102 


1 




DQAU0102G1 


2' 




DQA1*010202 


3 


2 


DQAU0103 


4 




DQA1*010401 


5 




DQA1*0 10402 


6 


7 


DQA1*0105 


8 




OQA1*0106 


9 




DQA1*0201 


10 




DQA1*030101 


11 




DQA1*0302 


12 




DQA1*0303 


13 




DQA1*040101 


14 


15 


DQA1*040102 


16 




DQA1*050101 


17 


18 


DQA*1*050102 


19 


20 


DQA1*0502 


21 




DQA1*0503 


22 




DQA1*0504 


23 




OQA 1*0505 


24 




DQA1*060101 


25 


26 


DQA1*060102 


27 
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Table 19B-1 

Allele Number Probe Number for Detection 



DQB1*050101 

f 1 T WWW 1 W I 


0 


1 


2 


3 


DQB1*050102 


4 








DGB1*050201 


5 








DQB1*050202 


6 


7 


8 


4 




9 


10 


4 




DOBU050302 


6 


11 






DQBU0504 


7 


12 






foOR1*020l 


13 


14 






0081*0202 


15 


14 






DQB1*0203 


16 


15 






D0B1 4030101 


17 


18 


19 


20 


DOB1*030102 


17 


18 * 






DQB1*Q302 

WW 1 ^ W W w *_ 


21 


22 


23 


24 


DQB1*030302 


18 


23 


24 




DQB1*030303 


25 


6 


26 


18 


DQB1*0304 


17 


22 


19 


20 


DQB1*030501 


28 


23 






DQB1*0305O2 


6 


22 


27 


29 


DQB1*0306 


26 


30 






DQ81*0307 


31 








DQB1*0308 


21 


6 


22 


29 


DQBt*O309 


32 








DQBU0310 


6 


18 


33 


19 


0QB1*0311 


21 


6 


22 


27 


DQB1*0312 


25 


21 


6 


18 


DQB1*0313 


34 








DQB1*0401 


35 








DQB1*0402 


36 








DQBH060101 


37 








DQB1*060102 


38 








DQB1*060103 


39 








DQB 1*0602 


40 


41 


-42 




MB 1*0603 


43 


41 


42 
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Table 19B-2 



Allele Number Probe Number for Detection 



DQB1*060401 


27 


44 








DQBK0604O2 


43 


45 


27 


46 


47 


DOBU060501 


48 


49 


27 


46 


47 


DQB 1*060502 


48 


50 


27 


46 


51 


DQB1*0606 


48 


49 


27 


46 




DQB1*0607 


43 


11 


27 


46 


47 


DQB1*0608 


43 


45 


52 






DQB1*0609 


49 


27 


44. 






DQB1*0610 


7 


41 








DQB1*061101 


40 


45 


11 


52 




DQB1*061102 


48 


49 


45 


11 


41 


DQB1*0612 


49 


44 








DQB1*0613 


40 


45 


52 






DQB1*0614 


43 


45 


11 


41 




DQB1*0615 


40 


11 


27 


46 


47 


DQB1*0616 


53 










DQB1*0617 


43 


29 








DQB1*0618 


48 


27 


41 






DQB1*0619 


25 


6 


54 


11 


23 


DQB 1*0620 


40 


45 


11 







41 
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Table 2 OA 

Allele Number Probe Number for Detection 



DQA1*010101 


0 




DQA1*010102 


1 




DQA1*010201 


2 




DQA1*010202 


3 


2 


DQA1*0103 


4 




DQA1*010401 


5 




DQAU010402 


6 


7 


DQA1*0105 


6 




DQA1*0106 


8 




DQA1*0201 


9 




DQA1*030101 


10 




0QA1*0302 


11 




DQA1*0303 


12 




DQAK040101 


13 


14 


0QA1*040102 


15 




DQAH050101 


16 


17 


DQA1*050102 


18 


19 


0QA1*0502 


20 




DQA1*0503 


21 




DQAJ*0504 


22 




DQA1*0505 


23 




DQA1*060101 


24 


25 


DQA1*060102 


26 
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Table 20B-1 

Allele Number Probe Number for Detection 



DQBU050101 


0 


1 


2 


3 


D0B1*05O1O2 


4 








DQBU050201 


5 








DQBK050202 


6 


7 


8 


4 


0081*050301 


9 


10 


4 




DQB 1*050302 


6 


11 






OQBU0504 


7 


12 






DQB1*0201 


13 


14 






DQB1*0202 


15 


14 






DGB1*0203 


16 


15 






DQB1*030101 


17 


18 


19 


20 


DQB1*030102 


17 


18 






DQB1*0302 


21 


22 


23 


24 


OQB1*030302 


18 


23 


24 




DQBK030303 
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Table 20B-2 

Allele Number 

DQB1*060401 

DQB1*060402 

DQBU060501 

DQB1*060502 

DQBK0606 

DQB1*0607 

DQB1*0608 

DQB1*0609 

DGB1*0610 

D0BK061101 

DQB1*061102 

DQBW612 

DQB1*0613 

DQB1*0614 

DQB1*0615 

DQBU0616 

DQB1*0617 

DQB1*0618 

DQBH0619 

DQB1*0620 



Probe Number for Detection 



27 


44 








43 


45 


27 


46 


47 


48 


49 


27 


46 


47 


48 


50 


27 


46 
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48 


49 


27 


46 
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46 


47 
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49 


27 


44 






7 


41 








40 


45 


11 


52 




48 


49 
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49 
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(Example 11) 

Probes for identification of HLA-DR allele 

Extraction of DNA from 1 ml ..of human blood was 

performed using GFX Genomic Blood DNA Purification 
5 Kit from Amersham Biosciences in the same manner as 

in Example 1. 

Next, quantitative PCR was carried out in the 

same manner as in Example 1 except that probes in the 

probe list 1 in Tables 21-1 and 21-2 were used and 4 
10 pi of the mixed primers consisting of 1 \il each of 

respective solutions of the following primers (10 

pmol/|il) and 4 pi of ultra pure water were used: 
AGAGTACTCCAAGAAACGTG (SEQ ID NO: 822) 
CCGCTGCACCGTGAAGCT (SEQ ID NO: 823) 
15 TCGCTGCACTGTGAAGCT (SEQ ID NO: 824) 

CCTCTGCACTGTGAAGCT (SEQ ID NO: 825). 
Referring to Amp Plot and Dissociation curves 

on a display of 5700 software, it was found that 

probes 62, 12, and 152 were amplified. Therefore, it 
20 was identified as DRB1*040502 and DRB1*130202 

referring to the allele-probe list 1 (Tables 23-1 to 

23-13) . 

(Example 12) 

Extraction of DNA from 1 ml of human blood was 
25 performed in the same way as in Example 3. PCR of 
human HLA-DRB exon 2 was then performed in the same 
manner as in Example 2 except that 6 pi of the mixed 
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primer consisting of 1 \il each of the solutions 
containing the following sequences at 10 pmol/fil 
respectively, and 9 pi of ultra pure water were used: 
CCGGATCCTTCGTGTCCCCACAGCACG (SEQ ID NO: 826) 
5 AACCCCGTAGTTGTGTCTGCA (SEQ ID NO: 827) 

AGAGTACTCCAAGAAACGTG (SEQ ID NO: 822) 
CCGCTGCACCGTGAAGCT (SEQ ID NO: 823) 
TCGCTGCACTGTGAAGGT (SEQ ID NO: 824) 
CCTCTGCACTGTGAAGCT (SEQ ID NO: 825). 
10 At the same time, a DNA microarray was prepared 

to identify the allele in the specimen described 
above in the same manner as in Example 2, except that 
probes in the probe list of Tables 22-1 to 22-7 were 
used to form the probe spots respectively. 
15 Then, hybridization was performed using the 

above specimen and the prepared DNA microarray in the 
same manner as in Example 2. The fluorometry 
measurement was conducted with GenePix4000B (Axon). 
As a result it was found that probes 59, 133, 
20 and 134 were amplified. Therefore, it was identified 
as DRB1*040502 and DRB1*130202 referring to the 
allele-probe list 1 (Tables 24-1 to 24-13). 

Allele list 
25 DRBU010101 : 

atggtgtgtctgaagctccclggaggctcctgcalgacagcgctgacagtgacactgalggtgclgagctccccac 
tggc 1 1 tggclggggacacccgaccacgt t Ic t tgtggcagc 1 1 aagt t tgaatgtca 1 1 tc t tcaatgggacgga 
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i 

gcgggtgcggttgclggaAagaTgcatclataaccaagaggagtCcgtgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcclgaTgcCgagtactggaacagccagaaggacctcctggagcagaggcggg 
ccgcggiggacacctactgcagacacaactacggggttgGtgagageMcacagtgcagcggcgag(SEQ ID 
N0:1) ; 
5 DRB1*010102: 

cacgtttcttgiggcagcttaagtttgaatgtcatttcttcaatgggacggagcgggtgcggttgctggaaagatg 
catctataaccaagaggaAiccgtgcgcltcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2) ; 
10 DRB1*010201 : 

ggggacacccgaccacgt t tc t tgtggcagc t taagt t tgaatgtcat t tc t tcaatgggacggagcgggtgcggt 
tgctggaaagatgcatctaiaaccaagaggagtccgtgcgct tcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgatgccgagtaciggaacagccagaaggacctcctggagcagaggcgggccgcggtggac 
acctaTtgcagacacaactacggggCigtggagagcttcacagtgcagcggcgag(SEQ ID NO: 3) ; 
15 DRB1*010202 : 

cacgtttcttglggcagct taagt t tgaatgtcat ttct tcaatgggacggagcgggtgcggt tgctggaaagatg 
catctataaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcCgtggacacctattgcagac 
acaactacggggctgtgg(SEQ ID NO: 4) ; 
20 DRBU0103: 

atggtgtgtctgaagctccctggaggctcctgcatgacagcgctgacagtgacactgatggtgctgagctccccac 
tggc 1 1 tggc tggggacacccgaccacgt ttct tgtggcagc t taagt t tgaatgtcat t tct tcaatgggacgga 
gcgggtgcggttgctggaaagatgcatctataaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcctgatgccgagtactggaacagccagaaggacAtcctggaagacGAgcggg 
25 ccgcggtggacacctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID 
NO: 5) ; 
DRBU0104 : 
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ggggacacccgaccacgt t tcl tgtggcagc t taagt i tgaatgtcat t tcl tcaatgggacggagcgggtgcggt 
tgctggaaagatgcatctataaccaagaggagtccglgcgcttcgacagcgacglgggggagtaccgggcggtgac 
ggagctggggcggcctgatgccgaglactggaacagccagaaggacctcctggagcagaggcgggccgcgglggac 
aaTtactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 6) ; 
5 DRB1*0105: 

cacgt t tc t tgtggcagc t taagt t tgaatgtcat t tct tcaatgggacggagcgggtgcggt tgc tggaaaga tg 
catctataaccaagaggagtccgtgcgcttcgacagcgacgtgAgggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 7) ; 
10 DRBH0106 : 

cacgt t tc t tgtggcagc t taagt t tgaatgtcat t tct tcaatgggacggagcgggtgcggt tgc tggaaaga tg 
catctataaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcaggCgcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 8) ; 
15 DRB1*0107: 

cacgt t tct tgtggGagct taagt t tgaatgtcat t tct tcaatgggacggagcgggtgcggt tgc tggaaaga tg 
catctataaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 9) ; 
20 DRB1*0108 : 

cacgt t tc t tgtggcagc 1 1 aagt t tgaatgtcat t tc t tcaatgggacggagcgggtgcggt tgc tggaaaga tg 
catctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 0) ; 
25 DRBU0109 : 

cacgt t tct tgtggcagct taagt t tgaatgtcat t tct tcaatgggacggagcgggtgcggt tgctggaaagatg 
catctataaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
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cctgalgccgagtactggaacagccagaaggacctcctggagcagGCgcgggccgcggtggacacclactgcagac 
acaactacggggtlggtgagagctlcacagtgcagcggcgag(SEQ ID NO: 1 1) ; 
DRB1*0110 : 

cacgt t tc 1 tgtggcagc t taagt t tgaalgtcat t tct tcaatgggacggagcgggtgcggt tgc tggaaagatg 
5 calctataaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 2) ; 
DRBH030101 : 

ggggacaccagaccacgtt tct tggagtactctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt 
10 AcctggacagatacttcCataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgac 
ggagctggggcggcctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggac 
aActactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 3) ; 
DRBU030102 : 

cacgt t tct tggagtactctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggtacctggacagata 
15 cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacaaTtactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcg(SEQ ID NO: 1 4) ; 
DRBl*03020t : 

ggggacaccagaccacgtt tcttggAgtactctacgtctgagtgtcalt tct tcaatgggacggagcgggtgcggt 
20 tcctggaGagatacttcCataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagc tggggcggcc tgatgccgagt ac tggaacagccagaaggacc t cc IggagcagaagcggggccGggtggac 
aActactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 5) ; 
DRB1 *03O202 : 

ggggac ac c agac c acg 1 1 1 c 1 1 ggag t ac t c t ac g t c t gag t g t c a 1 1 1 c 1 1 c aa t gggacggagcggg t gc gg t 
25 tcctggaGagatacttccataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagc tggggcggcctgatgccgagtac tggaacagccagaaggacc tec tggagcagaagcggggccGggtggac 
aaTtactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 16) ; 
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DRB1*0303 : 

tactctacgtctgagtgtcat UcttcaatgggacggagcgggtgcggttcctggaGagatacttcCataaccagg 
aggagAAcgtgcgctlcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcetgatgccgagta 
c tggaacagccagaaggacc tec tggagcagaagcggggccGggtggacaAc tac tgcagacacaactacggggtt 
5 gtGgagagcttcacagtgcagcggcga(SEQ ID NO: 1 7) ; 
DRB1*0304 : 

cacgtttcttggagtactctacgtctgagtglcatttcttcaatgggacggagcgggtgcggtAcctggacagata 
cttcCataaccaGgaggagtccgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cc tga tgccgagt ac tggaacagccagaaggacc t cc tggagcagaagcggggccGggtggacaAc t ac tgcagac 
10 acaactacggggttgtGgagagctlcacagtgcagcggcgagCSEQ ID NO: 1 8) ; 
DRB1+030501 : 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtAcctggacagata 
cttcCataaccaggaggagAAcgigcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgccgagtac tggaacagccagaaggacc tec tggagcagaagcggggccGggtggacaAc tac tgcagac 
15 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 19) ; 
DRB1*030502 : 

cacgtttcttggagtactctacgtctgagtgtcat ttcttcaatgggacggagcgggtgcggtacctggacagata 
ct tccataaccaggaggagaacgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcgg 
cctgatgccgagtac tggaacagccagaaggacc tcctggagcagaagcggggccgggtggacaAc tac tgcagac 
20 acaactacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID NO: 2 0) ; 
DRB1*0306 : 

ttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtAcctggaCagatacttcC 
ataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagc tggggcggcctga 
tgccgagt ac tggaacagccagaaggacc tec tggagcagaagcggggccGggtggacaAc tac tgcagacacaac 
25 tacggggttgtGgagagcttcacagtgcag(SEQ ID NO: 2 1) ; 
DRBH0307: 

ggggacaccagaccacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggt 
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IcctggacagatacttcCataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgac 
ggagctggggcggcctgatgccgagtactggaacagccagaaggacclcclggagcagaagcggggccGggtggac 
aActactgcagacacaactacggggttgtGgagagcttcacagtgcag,cggcgag(SEQ ID NO: 2 2) ; 
DRB1*0308: 

5 ggggacac c agac cacg 1 1 1 c 1 1 ggag t ac t c t acg t c i gag t g t c a 1 1 1 c 1 1 c aa t gggacggagcggg t gcgg t 
acctggacagatacttccataaccaggaggagAacgtgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctgatgAGgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggac 
aActactgcagacacaaclacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 3) ; 
DRB 1*0309: 

10 ttggaglactctacgtctgagtgtcatttctlcaatgggacggagcgggtgcggtacctggacagatact tccata 
accGggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgc 
cgagtactggaacagccagaaggacctcctggagcagaagcggggccgggtggacaactactgcagacacaactac 
ggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 2 4) ; 
DRB1*0310 : 

15 ggggacaccagaccacgtticttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggt 
acctggacagatacttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctgCtgcggagcactggaacagccagaaggacctcctggagcagaagcggggccGggtggac 
aActactgcagacacaactacggggttgtGgagagcttcacagigcagcggcgag(SEQ ID NO: 2 5) ; 
DRB1*0311 : 

20 cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtAcctggacagata 
cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgccgagiactggaacagccagaaggacctcciggagcagaagcggggcCAggtggacaActactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcga(SEQ ID NO: 2 6) ; 
DRB1*0312 : 

25 ttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtacctggacagatact tccata 
ac c aggaggaga acg t gcgc t 1 cgac agcgacg t gggggag 1 1 c cgggc gg t gacggagc t ggggcggc c t agCgc 
cgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacaActactgcagacacaactac 
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ggggttgtGgag(SEQ ID NO: 2 7) ; 
DRBU0313 : 

cacgtttcttggagiactctacgtctgagtgtcatttcitcaatgggacggagcgggtgcggtacctggacagata 
ct tccataaccaggaggagaacgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcgg 
5 cctgatgccgagtCctggaacagccagaaggacctcctggagcagaagcggggccGggtggacaActactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 8) ; 
DRB1+0314 : 

GacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtAcctggacagata 
cttcCataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtTccgggcgglgacggagctggggcgg 
10 cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 9) ; 
DRB1*0315: 

cacgttlcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggiAcctggacagata 
cttcCaiaaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
15 cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcga(SEQ ID NO: 3 0) ; 
DRB1*0316 : 

cacgtltcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtacctggacagata 
ct tccataaccaggaggagaacgtgcgct tcgacagcgacgtgggggagt tcTgggcggtgacggagctggggcgg 
20 cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccggglggacaactactgcagac 
acaactacggggttgtg(SEQ ID NO: 3 1) ; 
DRB1+0317 : 

cacgtttcttggagtactctaCglctgagtglca.LLtcttcaatgggacggagcgggtgcggttcctggaCagata 
c 1 1 c t a t aac c aagaggag t Acg t gcgc 1 1 cgac agcgacg t gggggag t ac cgggcgg t gaGggagc t ggggcgg 
25 c c t ga t gc cgag t ac t gga ac age c aga aggac c t c c t ggagc agaagc ggggc c agg t ggac aaT t ac t gc agac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 2) ; 
DRB1*0318: 
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cacgttlcttggagtactctacgtctgagtgtcatttctlcaatgggacggagcgggtgcggtacctggacagata 
ct tccataaccaggaggagaacgtgcgct tcgacagcgacgtgCgggagt tccgggcgglgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccgggtggacaactactgcagac 

acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 3) ; 
5 DRB1*03I9: 

cacgtttcttggagtactctacgtctgagtglcatttcttcaatgggacggagcgggtgcggtacctggacagata 

c 1 1 c c a t aacc aggaggagaacg t gcgc i t cgac agcgacg t gggggag 1 1 ccgggcgg t gacggagc t ggggcgg 
cclgatgccgagtactggaacagccagaaggacAtcctggagcagaagcggggccGggtggacaActactgcagac 

acaactacggggttglGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 4) ; 

10 DRB1*0320: 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtacctggacagata 
ct tccataaccaggaggagaacgtgcgct tcgacagcgacgtgggggagt tccgggcgglgacggagctggggcgg 
c c I ga t gccgag t ac t ggaac agcc agaaggacc t cc t ggagc agaagcggggc cggg t ggac aAc t ac t gc agac 
acaactacggggCtgtggagagcttcacagtgcagcgg(SEQ ID NO: 3 5) ; 
15 DRB1*0321 : 

cgttlcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatact 
tccataaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcc 
tgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacaActactgcagacac 
aactacggggttgtGgagagcttcacaglgcagcggcgaCSEQ ID NO: 3 6 ; 
20 DRB1*0322: 

tttcttggagtaclclacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtacctggacagatacttc 
Gataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctg 
atgccgagtactggaacagccagaaggacctcctggagcagaagcggggccgggtggacaactactgcagacacaa 
ctacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 3 7) ; 
25 DRB1*0323 : 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtacctggacagata 
ct tccataaccGggaggagaacgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagctggggcgg 
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cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccgggtggacaactactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 8) ; 
DRBI*0324 : 

cacgtttcttggaglactctacglclgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
5 cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggcCAggtggacaaTtactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 9) ; 
DRBU0325 : 

cacgtttcttggagtactctacglctgagtgtcatttcttcaatgggacggagcgggtgcggtAcctggacagata 
10 cttcCataaccaGgaggagtAcgtgcgctlcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacaActactgcagac 
acaactacggggttgtGgagagctlcacagtgcagcggcgag(SEQ ID NO: 4 0) ; 
DRB1*040101 : 

atggtgtgtctgaagTtccclggaggclcclgcatggcagclctgacagtgacactgatggtgctgagctccccac 
15 tggctllggctggggacacccgaccacgtttcttggagcaggttaaacatgagtgtcatttcttcaacgggacgga 
gcgggtgcggttcctggacagatacttctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtac 
c gggcgg t gacggagc t ggggcggc c I ga t gc cgag t ac t ggaac age c aga aggac c t c c t ggagc agaAgcggg 
ccgcgglggacacctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID 
NO: 4 1) : 
20 DRB1*040102 : 

cacgt t tc t tggagcaggt t aaacatgagtgtcat t Ic t tcaacgggacggagcgggtgcggt tec tggacagata 
cttctatcaccaagaAgagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagc tggggegg 
cctgalgccgagtactggaacagccagaaggacctcctggagcagaagcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 4 2) ; 
25 DRB1*0402: 

atggtgtgtctgaagTtccctggaggclcctgcatggcagctctgacagtgacactgalggtgctgagctccccac 
tggc 1 1 tggc tggggacacccgaccacgt t tc t tggagcaggt t aaaca tgagtgt ca 1 1 1 c t teaaegggaegga 
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gcgggtgcggttcctggacagalacltctatcaccaagaggagtacglgcgcttcgacagcgacgtgggggagtac 

cgggcggtgacggagciggggcggcctgatgccgagtactggaacagccagaaggacaicctggaagacgAgcggg 

ccgcggtggacacctactgcagacacaactacggggttgtGgagagcjtcacagtgcagcggcgagCSEQ ID 
NO: 4 3) ; 

5 DRBU040301 : 

ggggacacccgaccacgtttct tggagcaggt taaaCatgagtgtcatt let tcaacgggacggagcgggtgcggt 
tcctggacagatacttctatcaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgAggtggac 
acclactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 4 4) ; 
10 DRBU040302 : 

cacgt t tc t tggagcaggt taaaCatgagtgtcat t tci tcaacgggacggagcgggtgcggt tec tggacagata 
cttctalcaccaagaggagtacgtgcgcttcgacagcgacglgggggagtaccgggcggtgacggagctggggcgg 
cctgacgcTgagtactggaacagccagaaggacctcctggagcagaggcgggccgAggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 4 5) ; 
15 DRB 1*0404: 

atggtgtgtctgaagTtccctggaggctcctgcatggcagctctgacagtgacactgatggtgcigagctccccac 
tggct t iggctggggacacccgaccacgt i let tggagcaggt taaacatgagtglcat t tct teaaegggaegga' 

gcgggtgcggttcctggacagatacttctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtac 
egggeggt gaeggage tggggeggee tga tgccgagt ac tggaacagccagaaggacc t cc tggagcagaggcggg 
20 ccgcggtggacacc t ac tgcagacacaac t aeggggt tgtGgagagc t tcacagtgcagcggcgag (SEQ ID 
NO: 4 6) ; 
DRB1*040501 : 

ggggacacccgaccacgt t tc t tggagcaggt taaaCAtgagtgtcat t tc t tcaacgggacggagcgggtgcggt 
tcctggacagatacttctatCaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
25 ggagc tggggeggee taGcgccgagtac tggaacagccagaaggacc tec tggagcagaggcgggccgcggtggac 
acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcga(SEQ ID NO: 4 7) ; 
DRB1*040502 : 
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cacgt t tc t tggagcaggt taaacatgagtgicat t tct tcaacgggacggagcgggtgcggi tcctggacagata 
. cttctatcaccaagaggagtacgtgcgGt tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc tagcgccgagtac tggaacagccagaaggacc tec tggagcagaggcgggccgcggtggacacc tactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 4 8) ; 
5 DRBi $040503 : 

cacgt t tct tggagcaggt taaacatgagtgtcatt tct tcaacgggacggagcgggtgcggi tcctggacagata 
ct tctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc t agcgccgagt ac tggaacagccagaaggacc tec tggagcagaggcgggccgcggtggacacc t ac tgeagae 
acaactacggggttggtgagagcttcacagtgcagcgAcgagCSEQ IDN0:4 9) ; 
10 DRB!*040504 : 

cacgt t tc t tggagcaggt taaacatgagtgicat t tc t tcaacgggacggagcgggtgcggt tcctggacaga ta 
ct tctatCaccaagaggagtacgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctagCgccgagtac tggaacagccagaaggacc tec tggagcagaggcgggccgcggtggacacc tactgeagae 
acaactacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID NO: 5 0) ; 
15 DRB1*0406: 

ggggacacccgaccacgt t tct tggagcaggt taaaCatgagtgtcatt tct tcaacgggacggagcgggtgcggt 
tcctggacagatacttctatCaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgatgccgagtac tggaacagccagaaggacc tec tggagcagaggcgggccgAggtggac 
acctactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 5 1) ; 
20 DRB1 * 04070 1 : 

ggggacacccgaccacgt t tc t tggagcaggt t aaaCatgagtgtca 1 1 1 c t tcaacgggacggagcgggtgcggt 
tcctggacagatacttctatcaccaagaggagtAcgtgcgct tcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgatgccgagtac tggaacagccagaaggacc tec tggagcagaggcgggccgAggtggac 
acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcga(SEQ ID NO: 5 2) ; 
25 DRBH040702 : 

cacgt t tct tggagcaggt taaacatgagtgtcat t tct tcaacgggacggagcgggtgcggt tec tggacagata 
ct tctatCaccaagaggagtacgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
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cc t ga t gccgagt ac tggaacagccagaaggacc t cc tggagcagagAcgggccgaggt ggacacc t ac t gcagac 
acaaciacggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 5 3) ; 
DRB 1*0408: 

1 1 tc t tggagcaggt taaACAigagtgtcat t tc t tcaacgggacggagcgggtgcggt tec tggacagatac t tc 
5 tatCaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctg 
atgecgagtae tggaacagccagaaggacc tec tggagcagaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 5 4) ; 
DRB1*0409 : 

tgagtgtcatttct tcaacgggacggagcgggtgcggt tec tggacaga tact tctatCaccaagaggagtacgtg 
10 cgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctaGcgccgagtactggaacagcc 
agaaggacctcctggagcagaAgcgggccgcggtggacacctactgcagacacaactacggggttggtgagag(SE 

Q ID NO: 5 5) ; 
DRBi*0410 : 

tttct tggagcaggt taaacatgagtgtcatttct tcaacgggacggagcgggtgcggt tcctggacagatact tc 
15 tatCaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggccta 
Gcgccgagt ac tggaacagccagaaggacc tec tggagcagaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 5 6); 
DRBU04U : 

atggtgtgtctgaagTtccctggaggctcctgcatggcagctctgacagtgacactgatggtgctgagctccccac 
20 tggct ttggctggggacacccgaccacgtt tct tggagcaggt taaacatgagtgtcat ttcttcaacgggacgga 
gcgggtgcggt tcctggacagatact tctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcclagcgccgagtac tggaacagccagaaggacc tcctggagcagaggcggg 
c c gAgg t ggac ac c t ac t gc agac ac a ac t ac gggg 1 1 g t Ggagagc 1 1 c ac ag t gc agegge gag (SEQ I D 
NO: 5 7) ; 
25 DRB1*0412 : 

t tct tggagcaggt taaacatgagtgtcatttct tcaacgggacggagcgggtgcggt tcctggacagatact tct 
atCaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctaG 
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cgccgagtactggaacagccagaaggacAlcctggaagacaggcgggcccTggtggacacctactgcagacacaac 

tacggggttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 5 8) ; 

DRBH0413: 

catgagtgtcatt(cttcaacgggacggagcggg!gcggttcctggacagatact tctatCaccaagaggagtacg 
5 tgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgccgagtactggaacag 
c c aga aggac c t c c t ggagc agaAgcgggc cgcgg t ggac ac c t ac t gc aga c ac aac t ac gggg 1 tgt Ggagagc 
ttcaca(SEQ ID NO: 5 9) ; 
DRBU0414 : 

tgagtgtcatt let tcaacgggacggagcgggtgcggttcctggacaga tactic tatCaccaagaggagtacgtg 
10 cget tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgccgagtactggaacagcc 
agaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagacacaactacggggttggtgagag(SE 
Q ID NO: 6 0) ; 
DRB1+0415 : 

cacgtttcttggagcaggttaaaCatgagtgtcatttcttcaacgggacggagcgggtgcggttcctggacagata 
15 ct tctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggigacggagctggggcgg 
cctgatgaGgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagag(SEQ ID NO: 6 1) ; 
DRB1*0416: 

atgagigtcatttcttcaacgggacggagcgggtgcggttcctggacagatacttctatcaccaagaggagtacgt 
20 gcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgccCagtactggaacagc 
cagaaggacctcctggagcagaagcgggccgcggtggac-acctactgcagacacaactacggggttggtg(SEQ 
ID NO: 6 2) ; 
DRB1+0417 : 

atgagtgtcatttcttcaacgggacggagcgggtgcggttcctggacagatacttctatCaccaagaggagtacgt 
25 geget tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctaGcgccgagtactggaacagc 
cagaaggacctcctggagcagaggcgggccgAggtggacacctactgcagacacaactacggggttggt(SEQ ID 
NO: 6 3) ; 
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DRBU0418: 

atgaglgtcatttcttcaacgggacggagcgggtgcggttcctggacagaiacttctatCaccaagaggaglacgt 
gcgcttcgacagcgacgtgggggaglaccgggcggtgacggagctggggcggcctgatgccgagtactggaacagc 
cagaaggacAtcc tggaagacaggcgggcccTggtggacacctac tgcagacacaac tacggggltgtGgagagct 
5 tcacagtgca(SEQ ID NO: 6 4) ; 
DRBU0419: 

t ttcttggagcaggt taaACAtgagtgtcat t let tcaacgggacggagcgggtgcggt tcctggacagatacttc 
tatCaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctg 
atgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctaclgcagacacaa 
10 ctacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 6 5) ; 
DRB1*0420 : 

algagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacaga tact tctatCaccaagaggagtccgt 
gcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgccgagtactggaacagc 
cagaaggacctcctggagcagaggcgggccgAggtggacacctactgcagacacaactacggggttggtg(SEQ 
15 ID NO: 6 6) ; 
DRB1*0421 : 

gagcaggttaaacatgagtgt cat t tct tcaacgggacggagcgggtgcggt tec tggacagat act tct a tCacc 
aagaggagtccgtgcgcltcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgccga 
gt ac t ggaacagccagaaggacc t cc tggagcagaAgcgggccgcgg t ggacacc t ac tgcagacacaac t aeggg 
20 gttggtgagagcttcacagtg(SEQ IDN0:6 7) ; 
DRB1*0422 : 

gagcaggt taaacatgagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacagatacttctatCacc 
aagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagclggggcggcctgatgccga 
gtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacaActac tgcagacacaac tacggg 
25 gttgtGgagagcttcaca(SEQ ID NO: 6 8) ; 
DRBH0423 : 

cacgt ttcttggagcaggt taaacatgagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacagata 
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c 1 1 c t a t c ac c aagaggag t acg t gc gc 1 1 cgac agcgacg t gggggag t ac cgggcgg t gacggagc t ggggc gg 
cctgatgccgaglactggaacagccagaaggacctcctggagcagaggcgggccgcgglggacacctactgcagac 
acaactacggggltgtggagagAttcacagtgcagcggcgag(SEQ ID NO: 6 9) ; 
DRB1*0424 : 

5 cacgl t Ic t tggagcaggt taaacatgagtgtcat I tc t tcaacgggacggagcgggtgcggt tcclggacagata 
cttctatcaccaagaggaglacglgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctaGCgccgagtactggaacagccagaaggaccicctggagcGgaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 7 0) ; 
DRBU0425 : 

10 t tggagcaggt taaacatgagtgtcat ttct tcaacgggacggagcgggtgcggt tcctggacagatactlctatC 
accaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgc 
cgagtactggaacagccagaaggacTtcclggaagacaggcgggcccTggtggacacctactgcagacacaactac 
ggggttgtGgagag(SEQ ID NO: 7 1) ; 
DRB1*0426 : 

15 cacgt ttct tggagcaggt taaacatgagtgtcat t tc t tcaacgggacggagcgggtgcggt tcclggacagata 
cttctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatAccgagtactggaacagccagaaggacctcctggagcagaagcgggccgcggtggacacctactgcagac 
acaactacggggttggtg(SEQ ID NO: 7 2) ; 
DRB1*0427 : 

20 cacgt ttct tggagcaggt taaacatgagtgtcat t tct tcaacgggacggagcgggtgcggt tcctggacagata 
cttctatcaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgAggtggacacctactgcagac 
acaactacggggCtgtggagagcttcacagtg(SEQ ID NO: 7 3) ; 
DRB1*0428: 

25 cacgt t tct tggagcaggt taaacatgagtgtcat t tct tcaacgggacggagcgggtgcggt tcctggacagata 
cttctatCaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
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acaactacggggttggtgagagcttcacaglgcagcggcgag(SEQ ID NO: 7 4) ; 
DRB1*0429 : 

cacgtttcttggagcaggttaaacatgaglgtcatttcttcaacggga # cggagcgggtgcggttcctggacagata 
cttctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgaTggagctggggcgg 
5 cctagcgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 7 5) ; 
DRB1*0430: 

cacgtttcltggagcaggttaaacatgagtgtcatttcttcaacgggacggagcgggtgcggttcctggacagata 
cttctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggaglaccgggTggtgacggagctggggcgg 
10 cctagcgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 7 6) ; 
DRBU0431 : 

cacgt t tc t tggagcaggt taaaCatgagtgtcat t tct tcaacgggacggagcgggtgcggt tec tggacagata 
cttctatCaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
15 cctgatgccgagtactggaacagccagaaggacctcclggagcagaggcgggccCTggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 7 7) ; 
DRB1*0432 : 

t tggagcaggt taaacatgagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacagat act tct ate 
accaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgc 
20 cgagtactggaacagccagaaggacctcctggagcagaggcAggccgcggtggacacctactgcagacacaactac 
ggggttgtggag(SEQ ID NO: 7 8) ; 
DRB1*0433 : 

cacgt t tct tggagcaggt taaacatgagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacagata 
cttctatcaccaagaggagtacgtgcActtcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
25 cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 7 9) ; 
DRB1*0434: 
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1 1 tc t tggagcaggt taaaCCtgagtgtcat t tct tcaacgggacggagcgggtgcggt tec tggacagatac t tc 
t a t caccaagaggagt Acgtgcgc 1 1 cgacagcgacgtgggggagt accgggcggtgacggagc tggggeggee tg 
atgccgagtactggaacagccagaaggacctcctggagcagaAgcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtga(SEQ ID NO: 8 0) ; 
5 DRB1*0435: 

cacgt t tct tggagcaggt taaaCatgagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacagata 
ct tct at caccaagaggagt acgtgcgc ttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtg(SEQ ID NO: 8 1) ; 
10 DRB1*0436: 

cacgt t tct tggagcaggt taaaCatgagtgtcat t tct tcaacgggacggagcgggtgcggt tcctggacagata 
c 1 1 c t a t caccaagaggagt acgtgcgc 1 1 cgacagcgacgtgggggagt accgggcggtgacggagc tggggegg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 8 2) ; 
15 DRBH0437 : 

cacgt t tct tggagcaggt taaaCatgagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacagata 
cttctatcaccaagaggagt acgtgcgc tt cgacagcgacgtgggggagt accgggcggtgacggagc tggggegg 
cctgatgccgagtactggaacagccagaaggacctcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggltgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 8 3) ; 
20 DRBU0438: 

cacgt t tct tggagcaggt taaaCatgagtgtcatt tct tcaacgggacggagcgggtgcggt tec tggacagata 
ct tctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagc tggggegg 
cctgatgccgagtactggaacagccagaaggacAtcctggagcagaAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgagCSEQ ID NO: 8 4) ; 
25 DRBH0439 : 

cacgt t tct tggagcaggt taaacatgagtgtcat t tc t tcaacgggacggagcgggtgcggt tec tggacagata 
c 1 1 c t a t c acc aagaggag t acg t gege 1 1 cgacagcgacg t gggggaC t acegggegg t gaeggage tggggegg 
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cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgaggtggacacctactgcagac 

acaactacggggt tgtggagagcttcacagtgcagcgg(SEQ ID NO: 8 5) ; 

DRB1*0440: 

cacgl ttcttggagcaggttaaacatgagtgtcalttcttcaacgggacggagcgggtgcggticctggacagata 
5 cttctatcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgGcgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttgtggagagcttcacagtgcagcgg(SEQ ID NO: 8 6) ; 
DRB1*0441 : 

cacgtttcttggagcaggttaaaCatgagtgtcatttcttcaacgggacggagcgggtgcggttcctggacagata 
10 cttctatcaccaagaggagAAcgtgcgcttcgacagcgacglgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcggfeccgAggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 8 7) ; 
DRBH0442 : 

cacgtttct tggagcaggt taaaCatgagtgtcat ttcttcaacgggacggagcgggtgcggttcctggacagata 
15 cttctalcaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagciggggcgg 
cctgatgccgagtaciggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggt tgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 8 8) ; 
DRB1*0443; 

cacgt t tc t tggagcaggt taaaCatgagtgtcat t tct tcaacgggacggagcgggtgcggt tcctggacagata 
20 cttctatCaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgalgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacclactgcagac 
acaactacggggt tggtgagagcttcacagtgcagcggCSEQ ID NO: 8 9) ; 
DRB1*0444 : 

cacgt t tct tggagcaggt taaacatgagtgtcatt tct tcaacgggacggagcgggtgcggt tcctggacagata 
25 cttctatCaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacaaTtactgcagac 
acaactacggggt tgtGgagagct tcacagtgcagc(SEQ ID NO: 9 0) ; 
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DRB1*070101 : 

atggtgtgtclgaagctccctggaggctcctgcatggcagctctgacagtgacactgatggtgctgagclccccac 
tggctttggctggggacacccAaccacgtttcctgtggcagggtaagtataagtgtcatttctlcaacgggacgga 
gcgggtgcagttcctggaaagactcttctataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtac 
5 cgggcgglgacggagctagggcggcctglcgccgagtcctggaacagccagaaggacatcctggaggacaggcggg 
gcCaggtggacaccgtGtgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID 

NO: 9 1) ; 
DRB1*070102 : 

cacgtttcctgtggcagggtaaAtataagtgtcatttcttcaacgggacggagcgggtgcagttcctggaaagact 
10 cttctataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctAgggcgg 
cctgtcgccgagtCctggaacagccagaaggacatcctggaggacaggcggggccaggtggacaccgtGtgcagac 
acaactacggggttggtg(SEQ ID NO: 9 2) ; 
DRB1*0703 : 

cacgtttcctgtggcagggtaagtataagtgtcatttcttcaacgggacggagcgggtgcagttcctggaaagTct 
15 cttctataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctagggcgg 
cctgtcgccgagtcctggaacagccagaaggacatcctggaggacaggcggggccaggtggacaccgtgtgcagac 
acaactacggggttggtg(SEQ ID NO: 9 3) ; 
DRB1*0704 : 

tttcctgtggcagggtaagtataagtgtcatt Icttcaacgggacggagcgggtgcagtlcctggaaagactcttc 
20 tataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctAgggcggcctg 
tcgccgagtcctggaacagccagaaggacatcctggaggacaggcggggccaggtggacaaTtaclgcagacacaa 
ctacggggttggtgagagc(SEQ ID NO: 9 4) ; 
DRB1*0705 : 

cacgtttcctgtggcagggtaagtataagtgtcatttcttcaacgggacggagcgggtgcagltcctggaaagact 
25 cttctataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctagggcgg 
cctgtcgccgagtcctggaacagccGgaaggacatcctggaggacaggcggggccaggtggacaccgtgtgcagac 
acaactacggggttggtgagagcttcacag(SEQ ID NO: 9 5) ; , 
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DRB1*0706 : 

cacgtttcctgtggcagggtaaglataagtgtcatiicticaacgggacggagcgggtgcagttcctggaaagact 
cttctalaaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctAgggcgg 
cctgctgcGgagtactggaacagccagaaggacatcctggaggacaggcggggccaggtggacaccgtGigcagac 
5 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 9 6) ; 
DRB1*0707 : 

cacgtttcctgtggcagggtaagtataagtgtcatttcttcaacgggacggagcgggtgcagttcctggaaagact 
cttctataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctagggTgg 
cctgtcgccgagtcctggaacagccagaaggacatcctggaggacaggcggggccaggtggacaccgtgtgcagac 
10 acaactacggggttggtgagagcttcacagtg(SEQ ID NO: 9 7) ; 
DRB1*080101 : 

ggggacacccgaccacgtttcttggagtactctacgggtgagtgtTatttcttcaatgggacggagcgggtgcggt 
tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctagCgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggac 
15 acctactgcagacacaactacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID NO: 9 8) ; 
DRB1*080102 : 

cacgt t tc t tggagtac tc tacgggtgagtgt tat t tc t tcaatgggacggagcgggtgcggt tec tggacagata 
Tttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctagcgccgagtactggaacagccagaaggacttcctggaagacaggcgggccctggtggacacctactgcagac 
20 acaactacggggttggtgagagcttcacggtgcagcggcgag(SEQ ID NO: 9 9) ; 
DRBU080201 : 

atggtgtgtctgaggclccctggaggctcctgcatggcagTtctgacagtgacactgatggtgctgagctccccac 
tggctttggctggggacaccagaccacgtttct tggagtac tc tacgggtgagtgt tat ttcttcaatgggacgga 
gcgggtgcggttcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtac 
25 cgggcggtgacggagctggggcggcctgatgccgagtactggaacagccagaaggacttcctggaagacaggcggg 
ccctggtggacacctactgcagacacaactacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID 
NO: 1 0 0) ; ■ 
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DRB1*080202 : 

cacgtttct tggaglaclctacgggtgagtgtTatttcttcaatgggacggagcgggtgcggltcclggacagata 
ctlctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcclggaagacaggcgggcccTggtggacacctaclgcagac 
5 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 10 1) ; 
DRBU080203 : 

cgtttcttggagtactctacgggtgagtgt tat ttcttcaatgggacggagcgggtgcggt tec tggacaga tact 
tctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacAgagctggggcggcc 
tgatgccgagtactggaacagccagaaggacttcctggaagacaggcgggccctggtggacacctactgcagacac 
10 aactacggggttggtgagagcttcacggtg(SEQ ID NO: 1 0 2) ; 
DRBH080302 : 

ggggac ac c agac c acg 1 1 1 c 1 1 ggag t ac t c t aCggg t gag t g t Ta 1 1 1 c 1 1 c a a t gggacggagcggg t gegg t 
tcctggacagatacttctataaccaagaggagtacgtgcgct tcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctaGcgccgagtactggaacagccagaaggacAtcctggaagacaggcgggcccTggtggac 
15 acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 0 3) ; 
DRBU080401 : 

ggggacaccagaccacgtt tcttggagtactctacgggtgagtgtTat ttcttcaatgggacggagcgggtgcggt 
tcctggacagatacttctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgatgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggac 
20 acctactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 0 4) ; 
DRB 1*080402 : 

ttcaatgggacggagcgggtgcggttcctggacagatacttctataaccaagaggagtAcgtgcgcttcgacagcg 
acgtgggggagtaccgggcggtgacggagctggggcggcctgatgccgagtactggaacagccagaaggacTtcct 
ggaagacaggcgggcccTggtggacacctactgcagacacaactacggggttgTtgagagct tcacagtgcagcgg 
25 (SEQ ID NO: 10 5) ; 
DRB 1*080403 : 

cacgtttcttggagtactctacgggtgagtgt tat ttcttcaatgggacggagcgggtgcggt tec tggacaga ta 
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c 1 1 c t a t aaccaagaggag t acgtgcgc 1 1 cgacagcgacgt gggggagt accgggcgg tgacggagc t ggggcgg 
cc tga tgccgagt ac tggaacagcc.agaaggac t tec tggaagacaggcgggcccTggt ggacacc t ac tgeagae 
acaactaeggggt tgTtgagagcttcacGgtgcagcggcga (SEQ ID NO: 1 0 6) ; 
DRB1*080404: 

5 cacgt t let tggagtactctacgggtgagtgt tat t tct tcaatgggacggagcgggtgcggt tcctggacagata 
ct tc tat aaccaagaggagt acgtgcgc t tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc tga tgccgagt actggaacagccagaaggact tec tggaagacaggcgggcccTggt ggacacc tactgeagae 
acaactacggggttgtGgagagcttcacGgtgcagcggcgag(SEQ ID. NO: 10 7) ; 
DRBI*0805: 

10 cacgt t tct tggagtactctacgggtgagtgtTatt tct tcaatgggacggagcgggtgcggt tcctggacagata 
ct tc tat aaccaagaggagt acgtgcgc t tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc t aGcgccgagt ac tggaacagccagaaggacT t cc tggaagaCaggcgggccgeggtggacacc t ac tgeagae 
acaactaeggggt tggt (SEQ ID NO: 1 0 8 ) ; 
DRBU0806 : 

15 ecaegtt tct tggagtactctacgggtgagtgt tat t tct tcaatgggacggagcgggtgcggt tec tggacagat 
acllctataaccaagaggagtacgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcg 
gee t aGcgccgagt ac tggaacagccagaaggacT tec tggaagacaggcgggcccTggtggacacctactgcaga 
cacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 0 9) ; 
DRB1*0807 : 

20 cacgt t tct tggagtactctacgggtgagtgt ta It tct tcaatgggacggagcgggtgcggt tcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgT tgccgagt actggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacc tactgeagae 
acaactaeggggt tggtgagagcttcacGgtgcagcggcgag (SEQ ID NO: 1 1 0) ; 
DRBU0808: 

25 t tggagtactc tacggglgagtgt tat t tct tcaatgggacggagcgggtgcggt tec tggacagat act tctata 
ac c a agaggag t acg t gege 1 1 cgac agegacg t gggggag t ac egggegg t gaeggage t ggggegge c t gC t gc 
ggagCactggaacagccagaaggacttcctggaagacaggcgggcccTggtggacacctactgcagacacaactac 



WO 2005/063985 



573 



PCT/JP2004/019763 



ggggttggtgag(SEQ ID NO: 1 1 1) ; 
DRB1*0809 : 

cacgtltcttggagtactctaCgggtgagtgttatttcttcaatgggacggagcggglgcggttcctggacagata 
cttccataaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
5 cctgatgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggttggtgagagcticacGgtgcagcggcgag(SEQ ID NO: 1 1 2) ; 
DRBU0810: 

cacgt t tct tggagtac tctacgggtgagtgtTat t tc t tcaatgggacggagcgggtgcggt tec tggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggaglaccgggcggtgacggagctggggcgg 
10 cclaGcgccgagtactggaacagccagaaggacAtcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgagCSEQ ID NO: 113) ; 
DRB1*0811 : 

cacgt t tct tggagtac tctacgggtgaglgt tat t tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
15 cctgCtgccgagtactggaacagccagaaggacttcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggttggtgagagcttcacGgtg(SEQ ID NO: 1 1 4) ; 
DRB1*0812: 

cacgt t tct tggagtac tctacgggtgagtgtt alt tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
20 cctagcgccgagtactggaacagccagaaggacAtcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 1 1 5) ; 
DRB1*0813: 

t c 1 1 ggag t ac t c t aeggg t gag t g t Ta 1 1 1 c 1 1 c a a t ggga eggageggg t gc gg 1 1 c c t ggac aga t ac 1 1 c t a 
taaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgat 
25 gccgagtactggaacagccagaaggacctcctggaagacaggcgggcccTggtggacacctactgcagacacaact 
acggggttggtgagagcttcacGgtg(SEQ ID NO: 1 1 6) ; 
DRB1*0814 : 
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cacgt ttcttggagtactctaGgggtgagtgt tat ttct tcaatgggacggagcgggtgcggt tec tggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctagcgccgagtactggaacagccagaaggacatcctggaagacaggcgggccctggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtg(SEQ ID NO: 1 1 7) ; 
5 DRBU0815: 

tttcttggagtactctacgggtgagtgttattlcttcaatgggacggagcgggtgcggttcctggacagatacttc 
tataaccaagaggagtacgtgcgcticgacagcgacgtgggggaglaccgggcggtgacggagctggggcggcctg 
atgcggagCactggaacagccagaaggacAtcctggaagacaggcgggcccTggtggacacctactgcagacacaa 

ctacggggttggtg(SEQ ID NO: 1 18) ; 
10 DRBU0816: 

cacgittcttggagtactctacgggtgagtgttatltcttcaatgggacggagcgggtgcggttcctggacagata 
cttclataaccaagaggagGacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctagcgccgagtactggaacagccagaaggacltcctggaagacaggcgggccclggtggacacctactgcagac 
acaactacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID NO: 1 1 9) ; 
15 DRB1*0817: 

cacgt ltd tggagtac tc tacgggtgagtgt tat t tc t tcaatgggacggagcgggtgcggt tec tggacagata 
cttc.tataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggttggtg(SEQ ID NO: 1 2 0) ; 
20 DRB1*0818: 

cacgt ttct tggagtac tctaCgggtgagtgtTatttcl tcaatgggacggagcgggtgcggt tcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacAtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 2 1) ; 
25 DRBH0819: 

1 1 tc t tggagtac tc tacgggtgagtgt tat t tc t tcaatgggacggagcgggtgcggt tec tggacagatac t tc 
tataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggccta 
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TcgccgagtactggaacagccagaaggacAtcctggaagacaggcgggcccTggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcacagtgc(SEQ ID NO: 1 2 2) ; 
DRB1*0820 : 

cacgtttcttggagtactctacgtCtgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
5 cttctalaaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctacigcagac 
acaactacggggtigtGgagagcttcacaglgcagcggcga(SEQ ID NO: 1 2 3) ; 
DRB1*0821 : 

cacgtttcttggagtactctaTgggtgagtgttatttcttcaatgggacggagcgggtgcggttcctggacagata 
10 ct tccataaccaggaggagt tcgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggact tcctggaagacaggcgggccctggtggacacctactgcagac 
acaactacggggttggtgagagcttcacggtgcagcggcga(SEQ ID NO: 12 4) ; 
DRB1*0822 : 

cacgt t let tggagtactc tacgggtgaglgt tat t tc t tcaatgggacggagcgggtgcggt tec tggacagata 
15 cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cclagcgccgagtactggaacagccagaaggact tcctggaagacaggcgggccctggtggacacctactgcagac 
acaactacggggCtgtGgagagcttcacGgtgcagcggcgag(SEQ ID NO: 1 2 5) ; 
DRBU0823 : 

c acg 1 1 1 c 1 1 ggag t ac t c t aeggg t gag t g 1 1 a 1 1 1 c 1 1 c aa t gggacggagcggg t gegg 1 1 cc t ggac aga t a 
20 ct tctataaccaagaggagtacgtgcgcttcgacagcgacgtgAgggagtaccgggcggtgacggagctggggcgg 
cctagcgccgagtactggaacagccagaaggacatcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggttggtgagagcltcacagtgcagcggcgag(SEQ ID NO: 1 2 6) ; 
DRB1*0824 : 

cacgt t let tggagtactc tacgggtgagtgtTatt let tcaatgggacggagcgggtgcggt tec tggacagata 
25 ct tctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 1 2 7) ; 
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DRBU090102 : 

ggggacacccaaccacgt t tc t tgaagcaggataagt I tgagtgtcat t let tcaacgggacggagcgggtgcggt 
atctgcacagaggcatctataaccaagaggagaacgtgcgctlcgacagcgacgtgggggagtaccgggcggtgac 
ggagciggggcggcctgtcgccgagtCctggaacagccagaaggacttcctggagcggaggcgggccgaggtggac 
5 accgtgtgcagacacaactacggggttggtgagagcttcacagtgcagAggcgag(SEQ ID NO: 12 8) ; 
DRB1*0902 : 

caegtttet tgaagcaggataagt t tgagtgtcat ttcttcaacgggacggagcgggtgcggtatctgcacagagg 
catctataaccaagaggagaacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgacgcTgagtactggaacagccagaaggacttcctggagcggaggcgggccgaggtggacaccgtgtgcagac 
10 acaaotacggggttggtgagagcttcacagtgcagAggcgag(SEQ ID NO: 1 2 9) ; 
DRB1M00101 : 

atggtgtgtctgaggctccctggaggctcctgcatggcagttctgacagtgacactgatggtgctgagctccccac 
tggc 1 1 tggc tggggacaccagaccacgt t tc t tggaggaggt taagt t tgagtgtcat t tc t teaaegggaegga 
gcggg tgcggt t gc t ggaaagacgcg.t cca t aaccaagaggagt acgcgcgc t acgacagcgacgt gggggag t ac 
15 cgggcggtgacggagctggggcggcctgatgccgagtactggaacagccagaaggacctcctggagcggaggcgTg 
ccgcggtggacacctactgcagacacaactacggggt tggtgagagcttcacagtgcagcggcgag(SEQ ID 
NO: 13 0) ; 
DRB1*100102 : 

cacgt t tc t tggaggaggt taagt t tgagtgtcat t tc t tcaacgggacggagcgggtgcggt tgc tggaaagacg 
20 cGtccat aaccaagaggagt acgcgcgc tacgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcggaggcgCgccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgagOSEQ ID NO: 1 3.1) ; 
DRB1*1 10101 : 

atggtgtgtctgaggctccctggaggctcctgcatggcagTtctgacagtgacactgatggtgctgagctccccac 
25 tggct t tggc tggggacaccagaccacgt ttcttggagtac tetaegtc tgagtgtcat t let tcaatgggacgga 
gcgggtgcggt tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagt tc 
cgggcggtgacggagctggggcggcctgatgaGgagtactggaacagccagaaggacTtcctggaagaCaggcggg 



WO 2005/063985 



577 



PCT/JP2004/019763 



ccgcggtggacacctactgcagacacaaclacggggi tggtgagagct tcacagtgcagcggcgag(SEQ ID 
NO: 13 2) ; 

DRB1*1 10102 : v 

ggggacaccagaccacgt I tct tggagtac tc tacgtclgagtgtcat t tct tcaatgggacggagcgggtgcggt 
5 tcctggacagaiact tctataaccaagaggagtacgtgcgct Icgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctgatgaGgaglactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggac 
acctactgcagacacaactacggggl tggtgagagct tcacGgtgcagcggcgag(SEQ ID NO: 1 3 3) ; 
DRB1*1 10103 : 

cacgtt tct tggagtac tctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt tec tggacagata 
10 ct tctataaccaagaggagtacgtgcgct tcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgaGgagtactggaacagccagaaggacTtcctggaaGaCaggcgCgccgcggtggacacctactgcagac 
acaactaeggggt tggtgagagct lcacagtgcagcggcgag(SEQ ID NO: 1 3 4) ; 
DRB1*110104 : 

cgt ttcttggagtactctacgtctgagtgtcatttcttcaaCgggacggagcgggtgcggttcctggacagatact 
15 tctataaccaagaggagtAcgtgcgct tcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcc 
IgatgAggagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagacac 
aactacggggttggtgagagctlcacagtgcagcggcgag(SEQ ID NO: 1 3 5) ; 
DRB1*1 102 : 

ggggacaccagaccacgt t tct tggagtac tctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt 
20 tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagc t ggggegge c t ga t gAggag t ac t ggaac age c agaaggac A t c c t gga agacGAgcgggc cgegg t ggac 
acctactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 13 6) ; 
DRB1*1 103 : 

atggtgtgtctgaggctccctggaggctcctgcatggcagTtctgacagtgacactgatggtgctgagctccccac 
25 tggctttggctggggacaccagaccacgtt tcttggagtactctacgtctgagtgtcatttcttcaatgggacgga 
gcgggtgcggt tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagt tc 
cgggcggtgacggagc tggggeggee tga t-gaggagt ac tggaacagccagaaggac 1 1 cc tggaagacgAgcggg 
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ccgcggtggacacctactgcagacacaactacggggttgiGgagagcttcacagtgcagcggcgagXSEQ ID 

NO: 13 7) ; 
DRB1*1 10401 : 

atggtgtgtctgaggctccclggaggctcctgcatggcagTtctgacagtgacactgatggtgctgagctccccac 
5 tggctttggctggggacaccagaccacgtttcttggagtactctacgtctgagtgtcatltcttcaatgggacgga 
gcgggtgcggttcctggacagatact tctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttc 
cgggcggtgacggagciggggcggcctgatgaggagtactggaacagccagaaggacTtcctggaagaCaggcggg 
ccgcggtggacacctactgcagacacaactacggggttgtGgagagctlcacagtgcagcggcgag(SEQ ID 
NO: 13 8) ; 
10 DRB1*110402 : 

ggggacaccagaccacgtttcttggagtactctacgtclgagtgtcatttcttcaatgggacggagcgggtgcggt 
tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctgatgaGgagtactggaacagccagaaggacttcctggaagacaggcgggccgcggtggac 
acctactgcagacacaactacggggttgtGgagagcttcacGgtgcagcggcgag(SEQ ID NO: 1 3 9) ; 
15 DRB1*1105: 

ccacgtttcttggagtactctacgGgtgagtgtcatltcttcaatgggacggagcgggigcggtlcctggacagat 
acttctataaccaagaggagtacgtgcgcltcgacagcgacgtgggggagttccgggcggtgacggagctggggcg 
gcctgatgAGgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcaga 
cacaactacggggtlggtgagagcttcacagtgcagcggcga(SEQ ID NO: 1 4 0) ; 
20 DRB1M10601 : 

cgtttcltggagtactctacgtctgagtglcalttcttcaatgggacggagcgggtgcggttcctggacagatact 
tctataaccaagaggaglacglgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcc 
tgatgaGgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagacac 
aactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 1 4 1) ; 
25 DRB1*1 10602 : 

tilcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacttc 
tataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctg 
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atgaGgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctaTlgcagacacaa 

ctacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 1 4 2) ; 

DRB1*1107: 

ttggagtactctacgtclgagtgtcaittcttcaatgggacggagcgggtgcggttcctggacagatacttctata 
5 accaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgA 
GgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacaActactgcagacacaactac 
ggggttgtGgagagctlcacagtgcagcggcgag(SEQ ID NO: 1 4 3) ; 
DRB1*1 10801 : 

gtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatact tctataaccaagaggagtAc 
10 gtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagclggggcggcctgatgAggagtactggaaca 
gccagaaggacctcctggaagaCaggcgggccgcggtggacacctactgcagacacaactacggggttggtgagag 
cttcacagtg(SEQ ID NO: 1 4 4) ; 
DRB1* 110802 : 

gtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacltctataaccaagaggagtac 
15 gtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgaGgagtactggaaca 
gccagaaggacctcctggaagaCaggcgggccgcggtggacacctactgcagacacaactacggggttggtgagag 
cttcacGgtg(SEQ ID NO: 1 4 5) ; 
DRB1*1109: 

cat t tcl tcaatgggacggagcgggtgcggt tec tggacagatact tccataaccaGgaggagAAcgtgcgct teg 
20 acagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgatgAggagtactggaacagccagaagga 
cTtcctggaagaCaggcgggccgcggtggacacctactgcagacacaactacggggttggtgagagcttcacagtg 
cag(SEQ ID NO: 1 4 6) ; 
DRB1*1110: 

gagtgtcatttct tcaatgggacggagcgggtgcggt tcctggacagatacttcCataaccaGgaggagtTcgtgc 
25 gcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgatgAggagtactggaacagcca 
gaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagacacaactacggggt tggt (SEQ ID 
NO: 14 7) ; 
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■ DRBmill : 

tttct tggagtactctacgtctgagtgicat ttcltcaatgggacggagcgggtgcggt tcctggacagatact tc 
tataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctg 
atgAggagtactggaacagccagaaggacTtcctggaagacGAgcgggccgcggtggacacctactgcagacacaa 
5 ctacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 14 8) ; 
DRB1*111201 : 

gagtgtcat ttcltcaatgggacggagcgggtgcggt tcctggacagatact tctataaccaagaggagtTcgtgc 
gcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgatgAggagtactggaacagcca 
gaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagacacaactacggggttggt (SEQ ID 
10 NO: 14 9) ; 
DRB1*111202 : 

cacgtttct tggagtactctacgtctgagtgicat I tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttctataaccaGgaggagtTcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgAggagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
15 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 15 0) ; 
DRBU1113 : 

ggggacaccagaccacgtttcttggagtactctacgtctgagtgtca tttct tcaatgggacggagcgggtgcggt 
tcctggacagatacttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgac 
ggagc tggggeggee tga tgAGgagt ac tggaacagccagaaggacc t cc tggagcGgaggcgggccgcggtggac 
20 acctaTtgcagacacaaclacggggttgtGgagagcttcacagtgcagcggcga(SEQ ID NO: 1 5 1) ; 
DRBU1114: 

ggggacaccagaccacgtt tct tggagtactctacgtctgagtgtcat ttcltcaatgggacggagcgggtgcggt 
tcctggacagatact tctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagc tggggeggee tgatgAggagtactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggac 
25 acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 5 2) ; 
DRB1*U15: 

ggggacaccagaccacgtttcttggagtactctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt 
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tcclggacagatacttctataaccaagaggaggacTtgcgct tcgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctgatgaGgagtactggaacagccagaaggacTtcctggaaGaCaggcgggccgcggtggac 
acctactgcagacacaactacggggltggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 5 3) ; 
DRBH1116: 

5 cacgtttcttggagtactctacgtcigagtgtcattlctlcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagAacgtgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagclggggcgg 
cctgatgAggagtactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 5 4) ; 
DRB1*1117 : 

10 ggggacaccagaccacgtttcttggagtaclctacgtCtgagtgtcatttctlcaatgggacggagcgggtgcggt 
tcctggacagatact tccataaccaggaggagticgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagc tggggcggcc tgatgAGgagtac tggaacagccagaaggacc t cc tggagcggaggcgggccgAggtggac 
acctaTtgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 5 5) ; 
DRB1*1118 : 

15 tttct tggagtactc tacgtctgagtgtcat tic ttcaatgggacggagcgggtgcggt tcctggacagatact tc 
t a taaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagc tggggcggcc tg 
atgAggagtactggaacagccagaaggacAtcctggaagaCaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 5 6) ; 
DRB1M119 : 

20 tttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacttc 
tataaccaagaggagtAcgtgcgct tcgacagcgacgtgggggagttccgggcggtgacggagc tggggcggcc tg 
atgAggagtactggaacagccagaaggacAtcctggaagaCaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 5 7) ; 
DRB1*1 120 : 

25 ttggagtactctacgtctgagtgtcatt let tcaatgggacggagcgggtgcggt tcctggacagatact tccata 
accaggaggagAacglgcgct tcgacagcgacgtgggggagttccgggcggtgacggagc tggggcggcc tgatgA 
ggagtactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagacacaactac 
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ggggttggtgagagcttcacagtgcagc(SEQ ID NO: 1 5 8) ; 
DRB1*1121 : 

tlggaglactctacgtctgaglgtcat ttcltcaalgggacggagcgggtgcggttcctggacagatacttctata 
accaagaggag t acgtgcgc 1 tcgacagcgacgtgggggagt tccgggcgglgacggagc tggggcggcc tga tga 
5 ggagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagacacaactac 

ggggCtgtggaga(SEQ ID NO: 1 5 9) ; 
DRBHU22: 

cacgttlcttggagcaggttaaaCatgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaggaggagt acgtgcgc ttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
10 cctgatgaGgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagag(SEQ ID NO: 1 6 0) ; 
DRB1*1123 : 

ccacgtttcitggagtactctacgtctgagigtcatttcttcaatgggacggagcgggtgcggttcctggacagat 
acttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcg 
15 gcc tgatgAGgagt ac tggaacagccagaaggacTtcc tggaagaCaggcgggccCTggtggacacc tac Igcaga 
cacaactacggggttggtg(SEQ ID NO: 1 6 1) ; 
DRB1*1124 : 

t tc t tggagtactc tacgtc tgagtgtcat t (ct tcaatgggacggagcggglgcggt tec tggacagatact tct 
ataaccaagaggagGacgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggcggcc tga 
20 tgaGgagtactggaacagccagaaggacTtcctggaaGaCaggcgggccgcggtggacacctactgcagacacaac 
tacggggttggtgagagcttcac(SEQ ID NO: 1 6 2) ; 
DRBI*1 125 : 

cacgtttcttggagtactctacgtctgaglgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttc tat aaccaagaggagtacgtgcgct tcgacagcgacgtgggggagt tccgggcggtgacggagc tggggegg 
25 cctgatgaGgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactaeggggt tgtGgagagct tcacagtgcagcggcgag(SEQ ID NO: 1 6 3) ; 
DRB1*U26: 
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• ttggagtactctacgtCtgaGtgtcatitcttcaatgggacggagcgggtgcggttcctggacagatacttctata 
accaagaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagciggggcggcclgatgA 
ggagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagacacaactac 
ggggttggtgag(SEQ ID NO: 1 6 4) ; 
5 DRB1*112701 : 

tttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacttc 
iaiaaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctg 
atgaggagtactggaacagccagaaggacttcctggaAgaCaggcgggccgcggtggacaaTtactgcagacacaa 
ctacggggttgglgagag(SEQ ID NO: 16 5); 
10 DRB1*112702 : 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctalaaccaagaggagtacglgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgAggagtactggaacagccagaaggacttcctggaagaCaggcgggccgcgglggacaActactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 6 6) ; 
15 DRB1*1128: 

cacgtttcttggagtactctacgtctgaGtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctaiaaecaagaggagAAcgtgcgcttcgacagcgacglgggggagtTccgggcgglgacggagctggggcgg 
cctgatgAggagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 6 7) ; 
20 DRB1M129: 

cacgtttcttggagtaclctaCgtCtgaGtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctaiaaccaagaggagtccgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgalgAggagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 6 8) ; 
25 DRB1*1130: 

cacgtttcttggagcTgcltaagtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
ctlctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
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cctgatgaggagtactggaacagccagaaggact tcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcga(SEQ ID NO: 1 6 9) ; 
DRB1M131 : 

ggggacaccagaccacgtttcttggagtactctacgtctgagtgtcatticttcaatgggacggagcgggtgcggt 
5 tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctgatgAggagCactggaacagccagaaggacAtcciggaagaCaggcgggccgcggtggac 
acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 17 0) ; 
. DRBU1132: 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
10 cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcgglgacggagctggggcgg 
cctgatgAGgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgTggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 7 1) ; 
DRB1*1133: 

ttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacttctaia 
15 accaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatga 
ggaCtactggaacagccagaaggacltcctggaagacaggcgggccgcggtggacacctactgcagacacaactac 
ggggttggtgagagcttcacagtgcagcggc(SEQ ID NO: 1 7 2) ; 
DRBH1134 : 

cacgt t tct tggagtactctacgtclgagtgtcat t tci tcaatgggacggagcgggtgcggt tcctggacagata 
20 cttctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgAggagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttglGgagagcttcacaglgcagcggcga(SEQ ID NO: 1 7 3) ; 
DRB1*1135: 

ttggagtactctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt tec tggacagatact tct a ta 
25 ac c aagaggag t acg t gege 1 1 cgac agegacg t gggggag 1 1 c egggegg t gaeggage t ggggegge c t ga t ga 
ggaCtactggaacagccagaaggact tcctggaagacaggcgggccgcggtggacacctactgcagacacaactac 
ggggttgtGgagagcttcacaglgcagcggc(SEQ ID NO: 1 7 4) ; 



WO 2005/063985 



PCT/JP2004/019763 

585 



DRB1*1136: 

cgt t let tggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggt tcctggacagatact 
tctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcc 
tgatgAggagtactggaacagccagaaggacctcctggaagacGAgcgggccgcggtggacacctactgcagacac 
5 aactacggggttgtGgagagcttcacagtgcagcggcga(SEQ ID NO: 1 7 5) ; 
DRBl*l 137 : 

cacgtttcttggagtactctaCgtCtgaGtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtAcgtgcgcttcgacagcgacgtggggg'agtaccgggcggtgacggagctggggcgg 
cctgatgAggagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
10 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 7 6) ; 
DRB1M138 : 

cacgttlcttggagtactctacgtctgagtgtcatltcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgaggGgtactggaacagccagaaggacttcctggaagacaggcgggccgcggtggacacctactgcagac 
15 acaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 17 7) ; 
DRB1*1139 : 

cacgtttcttggaglaclclacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgaGggagctggggcgg 
cctgatgaggagtactggaacagccagaaggacttcctggaagaCaggcgggccgcggtggacacctactgcagac 
20 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 7 8) ; 
DRB1*1 140 : 

cacgtttcttggaglactctacgtctgagtgtcatltcttcaatgggacggagcgggtgcggticctggacagata 
cttccataaccaggaggagAacgtgcgcltcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgAggagtactggaacagccagaaggacTtcctggaagacGAgcgggccgcggtggacacctactgcagac 
25 acaaciacggggttgtGg(SEQ ID NO: 17 9); 
DRB1M141 : 

tltcttggagtaclctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacttc 
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tataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtac'cgggcggtgacggagclggggcggcctg 
atgAggagtactggaacagccagaaggacTtcctggaagacGAgcgggccgcggtggacacctactgcagacacaa 
ctacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO; 18 0) ; 
DRB1*1142: 

5 cacgtttcttggagtactctacgtctgagtgtcatttcltcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgAggagtaclggaacagccagaaggacctcclggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttglGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 8 1) ; 
DRB1+1143 : 

10 cacgtttcttggagtactclacgtctgagtglcatttcttcaatgggacggagcgggtgcggttcctggacagata 
ctlctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgaGggagctggggcgg 
cctgatgaggagtactggaacagccagaaggacttcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 8 2) ; 
DRB1*120101 : 

15 atgglgtgtctgaggclccctggaggctcctgcatggcagtTctgacagtgacactgatggtgctgagctccccac 
tggci t tggc tggggacaccAgaccacgt t tct tggagtac Ic tacgggtgagtgt tat ttcl tcaatgggacgga 
gcgggtgcggttActggagagacacttccataaccaggaggagCtcctgcgcttcgacagcgacgtgggggagt.tc 
cgggcggtgacggagctggggcggcctgtcgccgagtCctggaacagccagaaggacAtcctggaagacagg:cgcg 
ccgcggtggacacctaTtgcagacacaactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID 

20 NO; 18 3) ; 
DRBU120102 : 

atggtgtgtctgaggctccctggaggctcctgcatggcagtTctgacagtgacactgatggtgctgagctccccac 
tggct t tggc tggggacaccAgaccacgt t tct tggagtac tc tacgggtgagtgt tat t tc t tcaatgggacgga 
gcgggtgcggt tActggagagacacttccataaccaggaggagCtcctgcgcttcgacagcgacgtgggggagttc 
25 cgggcggtgacggagctggggcggcctgtcgccgagtCctggaacagccagaaggacAtcctggaagacaggcggg 
ccgcggtggacacctactgcagacacaactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID 

NO: 18 4) ; 



WO 2005/063985 



587 



PCT/JP2004/019763 



DRB1+120201 : 

cacgtttctlggagtactciacgggtgagtgttatttcttcaatgggacggagcgggtgcggttactggagagaca 
cltccataaccaggaggagCtcctgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgtcgccgagtcctggaacagccagaaggacTtcctggaagacaggcgcgccgcggtggacacctaTtgcagac 
5 acaactacggggClgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 1 8 5) ; 
DRB1*120202 : 

t tc t tggagtac ictacgggtgagtgt tat t tct tcaatgggacggagcgggtgcggt tac tggagagacac t tec 
ataaccaggaggagCtcctgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgt 
cgccgagtcctggaacagccagaaggacTtcctggaagacaggcgCgccgcggtggacacctactgcagacacaac 
10 tacggggCtgtggag(SEQ ID NO: 18 6); 
DRB1* 120302 : 

cacgt t tc t tggagtac ictacgggtgagtgt tat tic t tcaatgggacggagcgggtgcggt tAc tggagagaca 
cttccataaccaggaggagCtcctgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgtcgccgagtCctggaacagccagaaggacAtcctggaagacaggcgCgccgcggtggacacctactgcagac 
15 acaactacggggttgtggagagcttcacagtgcagcgg(SEQ ID NO: 1 8 7) ; 
DRB1*1204 : 

gagtactc tacgggtgagtgt tat t tct tcaatgggacggagcgggtgcggt tac tggagagacac ttccataacc 
aggaggagCtcctgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgaGga 
gtactggaacagccagaaggacAtcctggaagacaggcgcgccgcggtggacacctaTtgcagacacaactacggg 
20 gCtgtgg(SEQ ID NO: 1 8 8) ; 
DRB1*1205 : 

cacgt t tc t tggagtac tc tacgggtgagtgt tat t tc t tcaatgggacggagcgggtgcggt tAc tggagagaca 
cttccataaccaggaggagttcctgcgcttcgacagr.gacgtgggggagttccgggcggtgacggagctggggcgg 
cctgtcgccgagtCctggaacagccagaaggacAtcctggaagacaggcgcgccgcggtggacacctaTtgcagac 
25 acaactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 1 8 9) ; 
DRB1*1206 : 

ggggacaccagaccacgtt tct tggagtac tc tacgggtgagtgt tat t tct tcaatgggacggagcgggtgcggt 
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tActggagagacacttccataaccaggaggagCtcctgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctglcgccgagtCctggaacagccagaaggacAtcctggaagacaggcgcgccgcggtggac 
acctaTtgcagacacaactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 1 9 0) ; 
DRBIM207: 

5 cacgtttcttggagtactctacgggtgagtgttatttcttcaatgggacggagcgggtgcggttactggagagaca 
cttccataaccaggaggagctcclgcgcttcgacagcgacgtgggggagtlccgggcggtgacggagctggggcgg 
cctgtcgccgagtcctggaacagccagaaggacatcctggGagacaggcgcgccgcggtggacacctattgcagac 
acaactacggggctgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 1 9 1) ; 
DRB1*1208 : 

10 cacgt t tc t tggaglac tc tacgggtgagtgt tat t tct tcaatgggacggagcgggtgcggt tCc tggagagaca 
cttccataaccaggaggagCtcctgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgtcgccgagtCctggaacagccagaaggacAtcctggaagacaggcgcgccgcggtggacacctaTtgcagac 
acaactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 19 2) ; 
DRB1*130101 : 

15 ggggacaccagaccacgtttcttggagtactctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt 
tcctggaCagatacttccataaccaggaggagAAcgtgcgct tcgacagcgacgtgggggagtTccgggcggtgac 
ggagctggggcggcctgalgccgaglactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggac 
acctactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 9 3) ; 
DRBU13O102 : 

20 cacgt t tct tggagtactctacgtc tgagtgtcat t tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacatcctggaagacgagcgggcTgcggtggacacctactgcagac 
acaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 19 4) ; 
DRB1*130103 : 

25 cacgt ttcttggagtactctacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacatcctggaagacgAgcgggccgcggtggacacctaTtgcagac 
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acaact.acggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 9 5) ; 
DRB1 *i 30201 : 

ggggacaccagaccacgtt let tggagtactctacgtctgagtgtcat t tcttcaatgggacggagcgggtgcggt 
tec tggaCaga tact tccataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgac 
5 ggagctggggcggcctgatgccgagtactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggac 
acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 9 6) ; 
DRB1* 130202 : 

cacgtttcttggagtactctacgtctgagtgtcatt tcttcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagctggggcgg 
10 cctgatgccgagtactggaacagccagaaggacatcctggaagacgAgcgCgccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 1 9 7) ; 
DRBU130301 : 

ggggacaccagaccacgtt tcttggagtactc tacgtctgagtgtcatt tcttcaatgggacggagcgggtgcggt 
tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
15 ggagctggggcggcctagCgccgagtactggaacagccagaaggacatcctggaagaCaAgcgggccgcggtggac 
acctactgcagacacaactacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID NO: 1 9 8) ; 
DRB1*130302 : 

ttggagtactc tacgtctgagtgtcatt tcttcaatgggacggagcgggtgcggt tec tggacagatacttc tat a 
accaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctaGcgc 
20 cgagtactggaacagccagaaggacatcctggaagaCaAgcgggccgcggtggacacctactgcagacacaactac 
ggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 1 9 9) ; 
DRB1*1304 : 

ggggacaccagaccacgtt tct tggagtactctacgtctgagtgtcat t tcttcaatgggacggagcgggtgcggt 
tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgac 
25 ggagctggggcggcctaGcgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggac 
acctactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 0 0) ; 
DRB1*1305 : 
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cgtttcttggagtactclacgtctgaGtgtcattlcttcaatgggacggagcgggtgcggttcctggacagatact 
tccataaccaGgaggagAacgtgcgcttcgacagcgacgtgggggagiTccgggcggtgacggagctggggcggcc 
tgatgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagacac 
aactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 0 1) ; 
5 DRBU1306 : 

tgtcatttcttcaatgggacggagcgggtgcggttcctggaCagatacttccataaccaggaggagAacgtgcgct 
tcgacagcgacgtgggggagtTccgggcggtgacggagciggggcggcctgatgccgagtactggaacagccagaa 
ggacAtcctggaagaCaggcgggccgcggtggacacctactgcagacacaactacggggttgtGgagagcttcaca 
(SEQ ID NO: 2 0 2) ; 
10 DRBU130701 : 

cacgtttcttggagtactCtaCgtCtgaGtgtcatttc.ttcaatgggacggagcgggtgcggttcctggaCagata 
cTtctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTicctggaaGaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggigagagcttcacagtgcagcggcgag(SEQ ID NO: 2 0 3) ; 
15 DRBH130702 : 

cacgl t tc t tggagtac tc i acglClgagtgtcat t tc t tcaatgggacggagcgggtgcggl tcctggaCagata 
cTtctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagclggggcgg 
ccigacgcTgagtactggaacagccagaaggacTtcctggaaGaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttgglgagagcttcacagtgcagcggcg(SEQ ID NO: 2 0 4) ; 
20 DRBU1308: 

t let tggagtac tctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggt tec tggaCagatact tec 
ataaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctga 
tgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagacacaac 
tacggggttgtGgagagcttcacagtg(SEQ ID NO: 2 0 5) ; 
25 DRBU1309 : 

1 1 tc t tggagtac tetaegtc tgagtgtcat t tc t tcaatgggacggagcgggtgcggt tec tggacagatac t tc 
cataaccaggaggagaAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctg 
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algccgagtactggaacagccagaaggacAtcctggagcaggCgcgggccgcggtggacacciactgcagacacaa 
ctacggggttgtGgagagcttcacagtg(SEQ ID NO: 2 0 6) ; 
DRB1M310: , 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggaCagata 
5 cttccataaccaggaggagAacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgccgagiactggaacagccagaaggacAtcctggaagaCaAgcgggccgcggtggacacctactgcagac 
acaactacggggttgiGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 0 7) ; 
DRB1*1311 : 

cacgtttcttggagtaclctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
10 ct tctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggtlgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 0 8) ; 
DRB1M312 : 

cacgtltctlggagtaclctacgtCtgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagala 
15 cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggaglaccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacAicctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 0 9) ; 
DRB1M313: 

cacgtttcttggagtactctacgtCtgagtgtcatttcttcaatgggacggagcgggtgcggttcclggacagata 
20 cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacAtcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgca(SEQ ID NO: 2 1 0) ; 
DRB1*131401 : 

lacgtctgagtgtcatltcttcaatgggacggagcggglgcggttcctggacagatacttctataaccaagaggag 
25 tAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgatgccgagtactgga 
acagccagaaggacTtcctggaaGaCaggcgggccgcggtggacacctactgcagacacaaclacggggt tggtg( 
SEQ ID NO: 2 1 1) ; 
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DRB1*131402 : 

cacgtttcttggagtactctacgtctgaglgtcatttct tcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgacgcTgagtactggaacagccagaaggacTtcctggaaGaCaggcgggccgcggtggacacctactgcagac 
5 acaactacggggtlggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 1 2) ; 
DRB1*1315 : 

tttct tggagtactctacgtctgagtgicatttcttcaatgggacggagcgggtgcggttcctggaGagatact tc 
cataaccaggaggagaacgtgcgct tcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctg 
atgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagacacaa 
10 ctacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 1 3) ; 
DRBH1316 : 

ggagtactctacgtctgagtgtcat ttcttcaatgggacggagcgggtgcggt tcctggacagatacttccataac 
caggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgccg 
agt ac tggaacagccagaaggaca tec tggaagacgagcgggccgcggtggacacc t ac Igcagacacaac t aegg 
15 ggttgAtgagagcttcaca(SEQ ID NO: 2 1 4) ; 
DRB1*1317 : 

ggggacaccagaccacgl I tcttggagtactctacgggtgagtgtTat ttcttcaatgggacggagcgggtgcggt 
tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgac 
ggagctggggcggcctgatgccgagtac tggaacagccagaaggaca tec tggaagacgAgcgggccgcggtggac 
20 acctactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 1 5) ; 
DRBU1318 : 

cacgt ttct tggagtactctacgt ctgagtgtca tttct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagAacgtgcgcttcgacagcgacgtgggggaglTccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctactgcagac 
25 acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 1 6) ; 
DRB1*!319: 

ggggacaccagaccacgtttcttggagtactctacgtctgagtgtcat ttct tcaatgggacggagcgggtgcggt 
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tcctggaGagatacttccaiaaccaggaggagtTcgtgcgcttcgacagcgacgigggggagtaccgggcggtgac 
ggagctggggcggcctgatgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggac 
acctactgcagacacaactacggggttglGgagagctlcacagtgcagcggcgag(SEQ ID NO: 2 1 7) ; 
DRB1M320 : 

5 cacgtttcltggagtactctacgtctgaglgtcatt tcttcaatgggacggagcgggtgcggttcctggaCagata 
cttccataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cc tga tgccgagt ac tggaacagccagaaggacc tec tggaagacGAgcgggccgcggtggacacc t ac tgeagae 
acaactacggggttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 2 18); 
DRB1*1321 : 

10 ggggacaccagaccacgt t tc t tggagtac tc tacgtCtgagtgtcat ttel tcaatgggacggagcgggtgcggt 
tcctggacagatacttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgac 
ggagctggggcggcctaGcgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggac 
acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 1 9) ; 
DRB1*1322 : 

15 gaecaegtt let tggagtac tc tacgtCtgagtgtcat ttct tcaatgggacggagcgggtgcggt tcctggaCag 
atacttctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctgggg 
eggee tga tgccgagtactggaacagccagaaggacAtcc tggaagacGAgcgggccgcggtggacacc tactgea 
gacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 2 0) ; 
DRBM323 : 

20 cgt ttct tggagtac tctacgtctgagtgtcat ttct tcaatgggacggagcgggtgcggt tcctggacagatact 
tctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcc 
tgatgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagacac 
aactacggggttggtgagagC-UcacGgtgcj^cggcCSEQ ID NO: 2 2 1) ; 
DRB1*1324: 

25 cgt ttct tggagtac tctacgtctgagtgtcat ttct tcaatgggacggagcgggtgcggt tcctggacagatact 
tctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcc 
tga tgccgagtactggaacagccagaaggacT tec tggaagacGAgcgggccgcggtggacacc tactgcagacac 
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aaclacggggtigtGgagagcttcacagtgcagcggc(SEQ ID NO:" 2 2 2) ; 
DRB1*1325 : 

cacgtttcttggagtactCtaCgtCtgaGtgtcatttcttcaatgggacggagcgggtgcggttcctggaCagata 
cttctataaccaagaggagtAcgtgcgctlcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
5 cclgatgccgagtactggaacagccagaaggacctcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgaga(SEQ ID NO: 2 2 3) ; 
DRB1*1326 : 

cacgtttcitggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggagagata 
c t tcCat aaccaGgaggagAAcg t gcgc 1 1 cgacagcgacg t gggggag t accgggcgg t gacggagc t ggggcgg 
10 cctgacgcTgagtactggaacagccagaaggacTtcctggaaGaCaggcgCgccgcggtggacacctacigcagac 
acaactacggggitggtgagagcltcacagtgcagcggcgagCSEQ ID NO: 2 2 4) ; 
DRB1*1327 : 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtAcctggacagata 
cttccataacciaggaggagaacgtgcgcttcgacagcgacgtgggggagt tccgggcggtgacggagclggggcgg 
15 cctgatgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggtlgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 2 5) ■ 
DRB1*1328 : 

ttggagtactctacglctgagigtcatttcttcaalgggacggagcgggtgcggttcctggacagatacttccata 
accaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctgatgc 
20 cgagtactggaacagccagaaggacatcctggaagacgagcgggccgcggtggacacctactgcagacacaactac 
Cgggttgtggagagcttcac(SEQ ID NO: 2 2 6) ; 
DRB1M329: 

cacgtitcttggagtactctacgtclgagtgtcatitcttcaatgggacggagcgggtgcggttcctggaCagata 
cttccataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
25 cclgatgccgagtactggaacagccagaaggacctcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 2 7) ; 
DRB1M330 : 
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tttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggtlcctggacagatacttc 
tataaccaagaggagtacgtgcgcltcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggccta 
GcgccgagtactggaacagccagaaggacAtcctggaagaCaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcaca(SEQ ID NO: 2 2 8) ; 
5 DRB1*1331 : 

cacgtttcttggagtactctacgtctgagtgtcatttcltcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgTcgccgagtactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcga(SEQ ID NO: 2 2 9) ; 
10 DRB1*1332: 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagAacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaaclacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 3 0) ; 
15 DRB1*1333 : 

cacgtttcttggagtactctacgtclgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacatcctggaagaCaagcgggccgcggtggacaActacigcagac 
acaactacggggttggtg(SEQ ID NO: 2 3 1) ; 
20 DRB1*1334 : 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagaacCtgcgcttcgacagcgacglgggggagticcgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 3 2) ; 
25 DRBU1335: 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
ct tccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccTggcggtgacggagctggggcgg 
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cctgatgccgagtaclggaacagccagaaggacatcctggaagacgagcgggccgcggtggacacctactgcagac 
acaactacggggtlgtggagagcttcacagtgcagcgg(SEQ ID NO: 2 3 3) ; 
DRB1*1336 : , 

cacgtttcttggagtactctacglctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggaCagata 
5 cttccataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagclggggcgg 
cctgatgccgagtactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 3 4) ; 
DRB1*1337: 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
10 ct tclataaccaagaggagtacgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacatcctggaagaCaAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacGgtgcagcggcga(SEQ ID NO: 2 3 5) ; 
DRB1*1338 : 

cacglttct tggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
15 cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggtlggKSEQ ID NO: 2 3 6) ; 
DRB1M339 : 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaalgggacggagcgggtgcggttcctggacagata 
20 cltccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgatgccgagtCctggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 3 7) ; 
DRB1*134Q: 

ttggagtactctacgtctgaglgtcatttcttcaatgggacggagcgggtgcggttcctggaCagatacttccata 
25 accaggaggagAAcgtgcgcltcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgc 
cgagt ac tggaacagccagaaggacAl cc 1 ggaagacGAgcgggccgcgg tggacacc t ac t gcagacacaac t ac 
ggggttgtGgagagcttcacagtgcagcggcg(SEQ ID NO: 2 3 8) ; 
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DRB1*1341 : 

cacgi t tc t tggagtac tctacgtctgagtgtcalt tct tcaatgggacggagcgggtgcggtAcc tggacagata 
cttccataaccaggaggagaacgtgcgcttcgacagcgacglgggggagUccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagac 
5 acaaclacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 3 9) ; 
DRB1*1342 : 

cacgtt tct tggagtac tctacgtctgagtgicatttcttcaatgggacggagcgggtgcggt tec tggacagata 
c t tccat aaccaggaggagAacgtgcgc 1 1 cgacagcgacgtgggggagt teegggegg tgaeggage tggggegg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
10 acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 4 0); 
DRB1*1343 : 

cacgtt tct tggagtac tctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagaacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagc tggggegg 
cctgCtgcggagcactggaacagccagaaggacctcctggaagacGAgcgggccgcggtggacacctactgcagac 
15 acaactacggggttgtGgagagcttcacaglgcagcggcgaCSEQ ID NO: 2 4 1 ) ; 
DRB1*1344 : 

cacgtt tct tggagtac tctacgtCtgaGtgtcatttcttcaatgggacggagcgggtgcggt tec tggaCagata 
cttctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagc tggggegg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
20 acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 4 2) ; 
DRBH1345 : 

t tggagtac tctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacttctata 
accaagaggagtacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgCtgc 
ggagcactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagacacaactac 
25 ggggttggtgagag(SEQ ID NO: 2 4 3) ; 
DRB1*1346: 

cacgtt tct tggagtac tctacgtctgagtgtcatttcttcaatgggacggagdgggtgcggt tec tggacagata 
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cttclataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cc tgTCgccgagt ac tggaacagccagaaggacT tec tggaAgaCaggcgggccgcggl ggacacc t ac Igcagac 
acaaclacggggttggtgagagcttcacagtgcagcggcgagCSEQ ID NO: 2 4 4) ; 
DRB1*1347 : 

5 cacgtttcttggagtactctacgtCtgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctactgcagac 
acaactacggggttggtgagagcttcacGgtgcagcggcgagCSEQ ID NO: 2 4 5) ; 
DRB1*1348 ; 

10 cacglttctlggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctaGcgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaaclacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 4 6) ; 
DRB1*1349 : 

15 cacgtltcttggagtactctacgtCigagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggigacggagctggggcgg 
cciaGcgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 2 4 7) ; 
DRB1*1350 : 

20 cacgtttcttggagtactctacgtctgaGtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttclataaccaagaggagAacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagac 
acaactacggggttgglgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 4 8) ; 
DRBIM351 : 

25 cacgtltcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagaacgtgcgcltcgacagcgacgtgggggagttccgggcgTtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacatcctggaagacgagcgggccgcggtggacacclactgcagac 
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acaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 2 4 9) ; 
DRB1*1352 : 

cacgt t tc t tggaglactc lacgic tgagtgtcat t tc t Icaatgggacggagcgggtgcggt tcctggaCagata 
cttccataaccaGgaggagtAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
5 cctgatgccgagtactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtg(SEQ ID NO: 2 5 0) ; 
DRB1*1353 : 

cacgtt let tggagtactctacgtctgagtgtcatttct Icaatgggacggagcgggtgcggt tec tggaGagat a 
cttccataaccaggaggagaAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
10 cctgatgccgagtactggaacagccagaaggacatcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacaglgcagcggcga(SEQ ID NO: 2 5 1) ; 
DRB1*1354 : 

cacgt t tct tggagtactctacgtc tgagtgtcat ttct tcaatgggacggagcgggtgcggt tec tggacagat a 
cttctataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
15 cctgtcgccgagtCctggaacagccagaaggact tcctggaagacGAgcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 5 2) ; 
DRB1*1355 : 

1 1 tc t tggagtac tc tacgtCtgagtgtcat t tct tcaatgggacggagcgggtgcggt tec tggacagat ac t tc 
tataaccaagaggagtacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggccta 
20 gCgccgagtactggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID NO: 2 5 3) ; 
DRB1*140101 : 

atggigtgtctgaggctccctggaggctcctgcatggcagTtctgacagtgacactgatggtgctgagctccccac 
tggctttggctggggacaccagac cacgt ttct tggagtac tctacgtCtgagtgtcatttcttcaatgggacgga 
25 gcgggtgcggt tec tggacaga tact tccataaccaggaggagtlcgtgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggeggcctgctgcggagcactggaacagccagaaggacctcctggagcggaggcggg 
ccgAggtggacacctaTlgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID 
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NO: 2 5 4);. 
DRBm40102 : 

cacgt t tc t tggagiacTctacgtCtgagtgtcat t tct tcaatgggacggagcgggtgcggt lectggacagata 
cttccataaccaggaggagttcgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
5 cctgCtgcggagcactggaacagccagaaggacctcclggagcggaggcgggccgAggtggacacctactgcagac 
acaactacggggttgtGg(SEQ ID NO: 2 5 5) ; 

i 

DRB1*I402 : 

atggtgtgtctgaggctccctggaggctcctgcatggcagTtctgacagtgacactgaiggtgctgagctccccac 
tggct 1 tggctggggacaccagaccacgtt tcttggagtactctacgtctgagtgtcatttcttcaatgggacgga 
10 gcgggtgcggt tcctggagagatacttccataaccaGgaggagAAcgtgcgcttcgacagcgacgtgggggagtac 
cgggcggigacggagctggggcggcctgatgccgagtaclggaacagccagaaggacctcctggagcagaggcggg 
ccgcggtggacacctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID 
NO: 2 5 6) ; 
DRBU1403 : 

15 atggtgtgtctgaggctccctggaggcicctgcatggcagTtctgacagtgacactgatggtgctgagctccccac 
Iggct t tggctggggacaccagaccacgtt tct tggagtac tct acgtctgagtgt cat t tct tcaatgggacgga 
gcgggtgcggt tec tggagagatacttccataaccaggaggagAacgtgcgct tcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcctgatgccgagtactggaacagccagaaggacctcctggaagacaggcggg 
cccTggtggacacctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID 

20 NO: 2 5 7) ; 
DRBU1404 : 

atggtgtglctgaggctccctggaggctcctgcatggcagTtctgacagtgacactgatggtgctgagctccccac 
tggct t tggctggggacaccagaccacgtt tct tggagtactctacgggtgagtgtTatt tct tcaatgggacgga 
gcgggtgcggt tcctggacagatacttccataaccaggaggagt tegtgeget tcgacagcgacgtgggggagtac 
25 cgggcggtgacggagc tggggeggee tgc tgeggagcac tggaacagccagaaggacc tec tggagcggaggcggg 
ccgAggtggacacctaTtgcagacacaactacggggt tgtGgagagct tcacagtgcagcggcgagCSEQ ID 
NO: 2 5 8) ; 
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DRB1*140501 : 

cacgttlcttggagtactctacgtctgagtgtcaAtlcttcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagt tcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgcTgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacctaTtgcagac 
5 acaactacggggttgtGgagagcttcacagtgc.agcggcgag(SEQ ID NO: 2 5 9) ; 
DRB1* 140502 : 

cacgtttcttggagtactctacgtctgagtgtcaAttctlcaalgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagt tcgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacctaTtgcagac 
10 acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 6 0) ; 
DRB1M406: 

cacgtttcttggagtactctaCgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggaGagata 
cttccataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
15 acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 6 1) ; 
DRB1*140701 : 

cacgt t tc t tggagtacTc tacgtCtgagtgtcat t tc t tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagt tcgtgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgCtgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgAggtggacacctaTtgcagac 
20 acaactacggggttggtgagagcttcacagtgcagcggcga(SEQ ID NO: 2 6 2) ; 
DRB1 * 1 40702 : 

cacgt ttcttggagiactctacgtctgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagttcgtgcgcttegacagcgacgtgggggaglaccgggcggtgacggagctggggcgg 
cctgCtgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacclaTtgcagac 
25 acaactacggggttggtgagagcttcacGgtgcagcggcgag(SEQ ID NO: 2 6 3) ; 
DRBH1408: 

cacgt ttct tggagtacTc tacgtCtgagtgtcat ttct tcaatgggacggagcgggtgcggt tcctggacagata 
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ctlccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagclggggcgg 
cctgatgcggagCaclggaacagccagaaggacctcctggagcggaggcgggccgAgglggacacctaTtgcagac 
acaactacggggi tgtGgagagcttcacagtgcagcggcga(SEQ ID NO: 2 6 4) ; 
DRB1*1409 : 

5 tttcttggagtactctaCgtctgaGtgtcatttcttcaatgggacggagcgggtgcggttcctggaCagatacttc 
CataaccaGgaggagAacgtgcgcttcgacagcgacgtgggggagtaccgggcgglgacggagctggggcggcctg 
atgccgagtactggaacagccagaaggacctcclggagcagaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 6 5) ; 
DRB1*1410 : 

10 ttcttggagcaggttaaacAtgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagatacttcc 
ataaccaggaggagttcglgcgcttcgacagcgacglgggggagtaccgggcggtgacggagctggggcggcctgC 
tgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgAggiggacacctaTtgcagacacaac 
tacggggttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 2 6 6) ; 
DRB1*1411 : 

15 gagtactctacgggtgagtgtTatttcttcaatgggacggagcgggtgcggttcctggacagatacttccataacc 
aggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgAGga 
gtactggaacagccagaaggacctcctggagcggaggcgggccgAggtggacacctaTtgcagacacaactacggg 
gttgtGg(SEQ ID NO: 2 6 7) ; 
DRBH1412 : 

20 gtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggaGagatacttccataaccaggaggagAAc 
gtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgccgagtaclggaaca 
gccagaaggacc ice tggaagacaggcgggcccTggtggacacc t ac igcagacacaac t aeggggt tgtGg (SEQ 
ID NO: 2 6 8) ; 
DRB1*1413: 

25 gagtactctacgtctgaglgtcatttcttcaatgggacggagcgggtgcggttcclggaGagatacttccataacc 
aggaggagAAcgtgcgctlcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctaGcgccga 
gtactggaacagccagaaggacc tec tggagcagaggegggccgcggtggacacctac Igcagacacaac tacggg 
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gttggtg(SEQ ID NO: 2 6 9) ; 
DRB1*1414 : 

t lei tggagtactc tacgtCtgagtgtcat t tct tcaatgggacggagcgggtgcggt tec tggacagatact tec 
ataaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctga 
5 tgccgagtactggaacagccagaaggacctcctggagcggaggcgggccgAggtggacacctaTtgcagacacaac 
tacggggttggtgagagcttcacagtg(SEQ ID NO: 2 7 0); 
DRB1*1415: . 

ctclacggglgagtgtTatttct tcaatgggacggagcgggtgcggt tec tggacagatacttccataaccaggag 
gagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgccgagtact 
10 ggaacagccagaaggacTtcctggaagacaggcgggcccTggtggacacctactgcagacacaactacggggttgt 
Ggagagcttcacagtgcag(SEQ ID NO: 2 7 1) ; 
DRB1*1416 : 

ttggagtactctacgtctgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggacagatacttccat a 
accaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgCtgc 
15 ggagcactggaacagccagaaggacAtcctggaagacGAgcgggccgcggtggacacctactgcagacacaactac 
ggggttgtGgag(SEQ ID NO: 2 7 2) ; 
DRB1+1417 : 

cacgtttcttggagtactctacgtctgaGtgtcatt let tcaatgggacggagcgggtgcggt tcctggaCagata 
cttcCataaccaggaggagAacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
20 cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 2 7 3) ; 
DRB1*1418 : 

gagtactctacgtctgagtgtcat ttct tcaatgggacggagcgggtgcggt tec tggagagat act tccataacc 
aggaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgcTga 
25 gtactggaacagccagaaggacclcctggagcggaggcgggccgAggtggacacctaTlgcagacacaactacggg 
gttgtGgagagcttcacagtgcagcggcga(SEQ ID NO: 2 7 4) ; 
DRB1M419: 
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ggggacaccagaccacgt t tc t tggAgtac tctaCgtctgagtgtcaf t tcl tcaatgggacggagcgggtgcggt 
tec tggaGaga tact tccat aaccaggaggagAAcgtgcgc 1 1 cgacagcgacg t gggggagt acegggeggt gac 
ggagctggggcggcctgatgccgagtactggaacagccagaaggacctcclggagcagaAgcgggccgcggiggac 
acctactgcagacacaactacggggttggtgagagcttcaca(SEQ ID NO: 2 7 5) ; 
5 DRB1*1420 : 

ttggagtactctacgtCtgagtgtcatttct tcaatgggacggagcgggtgcggt tCctggaGagatacttccata 
accaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgatgc 
cgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagacacaactac 
ggggttgtGgaga(SEQ ID NO: 2 7 6) ; 
10 DRBM421 : 

ttggagtactctacgtctgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggaCagatact tcCat a 
accaggaggagAacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgatgc 
cgagtactggaacagccagaaggacctcctggagcagaAgcgggccgcggtggacacctactgcagacacaactac 
ggggttgtGgaga(SEQ ID NO: 2 7 7) ; 
15 DRBU1422 : 

cacgtttcttggagtactctacgtctgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggacagata 
ct tccat aaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
c c t gC t gc ggagCac t gga ac age c agaaggacT t c c t ggaAgaCaggc gggc c gegg t ggac ac c t ac t gc agac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 7 8) ; 
20 DRB1*1423 : 

cacgtttcttggagtacTctacgtCtgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagtTcgtgcgcltcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaaaagccagaaggacctcctggagcggaggcgggccgAggtggacacctaTtgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 7 9) ; 
25 DRB1*1424 : 

ttcttggagtactctacgtctgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggaCagatact tec 
ataaccaGgaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctga 
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tgccgagtactggaacagccagaaggacAtcctggagcagGCgcgggccgcggtggacacctactgcagacacaac 
lacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 8 0) ; 
DRBH1425 : 

1 1 tc t tggagtactctacgtCtgaglgtcat t tct tcaatgggacggagcgggtgcggt tcctggacagatac t tc 
5 tataaccaagaggaglAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctg 
CtgcggagCactggaacagccagaaggacTtcctggaAgaCaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 8 1) ; 
DRBU1426 : 

cacglltcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcAgttcctggacagata 
10 cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgctgcggagcactggaacagccagaaggacctcclggagcggaggcgggccgaggtggacacctattgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 8 2) ; 
DRB1*1427 : 

cacgtttcttggagtac tct acgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt tec tggaGagata 
15 cttccataaccaggaggagAAcgtgcgcltcgacagcgacgtgggggagtaccgggcgglgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacTtcctggaagaCaggcgggccCTggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 8 3) ; 
DRB1*1428 : 

cacgtttcttggagtactctacggglgagtgttatttcttcaatgggacggagcgggtgcggttcctggacagata 
20 ct tccataaccaggaggagt tcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgCtgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacctattgcagac 
acaactacggggCtgtGgagagcttcaca(SEQ ID NO: 2 8 4) ; 
DRB1*1429: 

cacgtttcttggagtactct acgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt tec tggaGagata 
25 cttccataaccaGgaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cclgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggCtgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 2 8 5) ; 
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DRBi*1430 : 

ttlcltggagtactctacgtctgaGtgtcattlcttcaatgggacggagcgggtgcggttcctggaCagatacttc 
CataaccaGgaggagAacgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctg 
algccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagacacaa 
5 ctacggggttggtgagagcttcaca(SEQ ID NO: 2 8 6) ; 
DRB1M431 : 

1 1 1 c 1 1 ggag t ac t c t acggg t gag t g t Ta 1 1 1 c 1 1 c aa t gggacggagc ggg t gcgg 1 1 c c t ggac aga t ac 1 1 c 
cataaccaggaggagttcgtgcgct Icgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctg 
CtgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgcggtggacacctaTtgcagacacaa 
10 ctacggggttgtGgagagcttcaca(SEQ ID NO: 2 8 7) ; 
DRBH1432 : 

cacgtttcttggagtacTctacgtCtgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
ct tccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggaglaccgggcggtgacggagctggggcgg 
cctgCtgcggagcactggaacagccagaaggacctcctggagcGgaggcgggccgcggtggacacctactgcagac 
15 acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 8 8) ; 
DRB1*1433: 

ttggagtactctacgtctgagtglcatt tct Icaatgggacggagcgggtgcggttcctggacagatacttccata 
accaggaggagaAcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgatgc 
cgagt ac tggaacagccagaaggacc t cc tggagcagaggcgggccgAgg t ggacacc t ac tgcagacacaac t ac 
20 ggggttgtGgagagcttcacagtgcagcggc(SEQ ID NO: 2 8 9) ; 
DRBU1434 : 

cacgtttcttggagtacTctacglCtgagigtcatttcttcaatgggacggagcgggtgcggttcclggacagata 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc tga tgcggagCac tggaacagccagaaggacc tec tggagcggaggcgggccgcggtggacacc t aT tgeagae 
25 acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 9 0) ; 
DRB1*1435 : 

cacgtttcttggagtactctacgtctgagtgjcatttcttcaatgggacggagcgggtgcggttcctggacagata 
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ct tccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagclggggcgg 
cctgCtgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgAggtggacacctaTtgcagac 
acaactacggggttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 2 9 1 ) ; 
DRB1*1436 : 

5 cacgt t tct tggagtactc tacgtc tgagtgtcat t Ic t tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgCgggagtaccgggcgglgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacctaTtgcagac 
acaaclacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 9 2) ; 
DRBU1437 : 

10 cacgt t tct tggagtactc tacgtc IgagtgtcaAt tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgctgagtactggaacagccagaaggacatcctggagcaggCgcgggccgcggtggacacctactgcagac 
acaactacggggttgtGgagagcltcacagtgcagcggcgag(SEQ ID NO: 2 9 3) ; 
DRB1+1438 : 

15 cacgt t tct tggagtactc lacgtctgagtgtcatt tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccalaaccaggaggagt tcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgCtgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacaaTtactgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 9 4) ; 
DRB1*1439 : 

20 cacgt t tct tggagtaccctacgtCtgagtgtcatt tct tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
ccigCtgcggagcactggaacagccagaaggacctcctggagcggaggcgggccgAggtggacacctaTtgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 9 5) ; 
DRBU1440: 

25 cacgt t tct tggagtactc tacgtc tgagtgtcat t tct tcaatgggacggagcgggtgcggt tec lggaGagata 
cttccataaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggaagaCaggcgggccCTggtggacacctactgcagac 
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acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ I'D NO: 2 9 6) ; 
DRBl*144l : 

cacgtttcitggagtactctaCgtCtgaglgtcatttcttcaatgggacggagcgggtgcggttCctggaGagata 
cttccaiaaccaggaggagtTcCtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
5 cctgatgccgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagctlcacaglgcagcggcga(SEQ ID NO: 2 9 7) ; 
DRB1*1442 : 

cacgtttcttggagtactctacgtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
ctlctataaccaagaggagtAcgtgcgcttcgacagcgacglgggggagtTccgggcggtgacggagctggggcgg 
10 cctgatgccgagtactggaacagccagaaggacctcctggagcggaggcgggccgAggtggacacctaTtgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 2 9 8) ; 
DRB1*1443 : 

cacgtttcttggagtactctacgtctgagtgtcaattcttcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
15 cctgatgctgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacGcctattgcagac 
acaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 2 9 9) ; 
DRB1*1444 : 

cacglttcttggagtactctacgtctgagtgtcaAttcttcaatgggacggagcgggtgcggttcctggacagata 
cttccataaccaggaggagtlcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
20 cctgatgcTgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacctaTtgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 0 0) ; 
DRB1M445 : 

cacgt t tc t tggagtactc t acgtc tgagtgtcaAt tc t tcaatgggacggagcgggtgcggt tec tggacagata 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
25 cctgatgctgagtactggaacagccagaaggacAlcctggagcggaggcgggccgaggtggacacctaTtgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 0 1) ; 
DRB1*150101 : 



WO 2005/063985 



609 



PCT/JP2004/019763 



atggtglgtctgaagctccctggaggctcctgcatgacagcgctgac'agtgacactgatggtgctgagctccccac 
tggc 1 1 tgTctggggacacccgaccacgt t tcctgtggcagcc taagagggagtgtcat t tc t tcaa tgggacgga 
gcgggtgcggt tcctggacagaiaci tctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagttc 
cgggcgglgacggagctggggcggcctgacgctgagtactggaacagccagaaggacatcctggagcaggcgcggg 
5 ccgcggtggacacctactgcagacacaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID 
NO: 3 0 2) ; 
DRB1*150102 : 

cacgtttcctgtggcagcctaagagggagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
10 c c t gac gc I gag t ac t gga ac age c aga aggac a t c c t ggagc aggegeggge c gegg t ggac ac c t ac t gc agac 
acaactacggAgttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 3 0 3) ; 
DRBU150103 : 

cacgtttcctgtggcagcctaagagGgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
15 cctgacgctgagtactggaacagccagaaggacatcctggagcaggcgcgggccgcggtggacacctaTtgcagac 
acaactacggggttgiGgagagcttcacagtgcagcgg(SEQ ID NO: 3 0 4) ; 
DRB1*150104 : 

cacgtttcctgtggcagcctaagagGgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
ctictataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtTccgggcggigacggagctggggcgg 
20 cctgatgccgagtactggaacagccagaaggacAtcctggagcaggCgcgggccgcggtggacacctaclgcagac 
acaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 0 5) ; 
DRB1+150201 : 

ggggacacccgaccacgtitcctgtggcagcctaagagGgagtgtcatttcltcaatgggacggagcgggtgcggt 
IcctggacagatacttctataaccaggaggagiccgtgcgcttcgacagcgacgtgggggagtTccgggcggtgac 
2 5 ggagc tggggeggee tgacgcTgagt ac t ggaacagccagaaggacAl cc tggagcaggCgcgggccgcgg Iggac 
acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 0 6) ; 
DRB1*150202 : 
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gagtgtcatttcttcaatgggacggagcgggtgcggtlcctggacagatacttctataaccaggaggagtccgtgc 
gcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcggcctgatgccgagtactggaacagcca 
gaaggacAtcctggagcagGCgcgggccgcggtggacacctactgcagacacaactacggggttggtg(SEQ ID 
NO: 3 0 7) ; 
5 DRBU150203 : 

cacgtttcctgtggcagcctaagagggagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagata 
cttctataaTcaggaggagtccgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgacgctgagtactggaacagccagaaggacalcctggagcaggcgcgggccgcggtggacacctactgcagac 
acaactacggggttggtg(SEQ ID NO: 3 0 8) ; 
10 DRBi*1503: 

ggggacacccgaccacgtitcctgtggcagcctaagagGgagtgtcatttcttcaatgggacggagcgggtgcggt 
tcctggacagaCacttctataaccaggaggagtccgtgcgct tcgacagcgacgtgggggagtTccgggcggtgac 
ggagctggggcggcctgacgcTgagtactggaacagccagaaggacAtcctggagcaggCgcgggccgcggtggac 
acctactgcagacacaactacggggltgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 0 9) ; 
15 DRBH1504 : 

ttcctgtggcagcctaagagGgagtgtcattlcttcaatgggacggagcggglgcggttcctggacagatacttct 
ataaccaggaggagtccglgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcggcctga 
cgctgagtactggaacagccagaaggacTtcctggagcaggCgcgggccgcggtggacacctactgcagacacaac 
tacggggttgtGgagagcttcacagtg(SEQ ID NO: 3 1 0) ; 
20 DRB1*1505: 

1 1 c c t g t ggc age c t aagagGgag tgtcatttcttcaat gggaeggage ggg t gegg 1 1 c c t ggac aga t ac 1 1 c t 
ataaccaggaggagtccgtgcgcltcgacagcgacglgggggagtTccgggcggtgacggagctggggcggcctga 
cgcTgagtactggaacagccagaaggacctcc-tggagcaggCgcgggccgcggtggacacctactgcagacacaac 
tacggggttgtGgagagctlcacagtgcagcgg(SEQ ID NO: 3 1 1) ; 
25 DRBI*1506: 

ctgtggcagcctaagagggagtgtcat ttct tcaatgggacggagcgggtgcggl tec tggacaga tact tctata 
accaggaggagtccgtgcgcttcgacagcgacgtgggggagttccgggcggCgacggagctggggcggcctgacgc 
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tgagtac tggaacagccagaaggacat cc tggagcaggCgcgggccgcggtggacacc tactgcagacacaactac 
ggggitgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 3 1.2) ; 
DRB1*1507 : 

tt tec tgtggcagcc laagagGgaglgtca tt tct tcaa tgggacggagcgggtgcggt tec tggacaga tact tc 
5 tataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctg 
acgcTgagtactggaacagccagaaggacATcc tggagcaggCgcgggccgcggtggacacc tactgcagacacaa 
ctacggggttgtGgagagc(SEQ ID NO: 3 13); 
DRB1*1508 : 

cacgt t tec tgtggcagcc taagagggagtgtcat t tct tcaatgggacggagcgggtgcggt tec tggacagata 
10 cttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagttccgggcggtgacggagctggggcgg 
cctgacgctgagtactggaacagccagaagAacatcctggagcaggcgcgggccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 14) ; 
DRB1*1509 : 

cacgt t tec tgtggcagcc taagagggagtgt cat t tct tcaa tgggacggagcgggtgcggt tec tggacagata 
15 ct tctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagt tccAggcggtgacggagctggggcgg 
cc t gaege tgagt ac tggaacagccagaaggacat cc tggagcaggCgcgggccgcggtggacacc t ac tgeagae 
acaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 3 1 5) ; 
DRBU1510: 

gt t tec tgtggcagcc taagagGgagtgtcatt tct tcaa tgggacggagcgggtgcggt tec tggacagat act t 
20 ctataaccaggaggagtccgtgcgct tcgacagcgacgtgggggagttccgggcggtgacggagctggggcggccl 
gacgctgagtactggaacagccagaaggacatcctggaagacgAgcgggccgcggtggacacctactgcagacaca 
actacggggttgtGgagagc(SEQ ID NO: 3 1 6) ; 
DRB1*1511: 

cacgt ttcctgtggcagcctaagagGgagtgtcatt tct tcaatgggacggagcgggtgcggt tcctggacagata 
25 cttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgacgcTgaglactggaacagccagaaggacAtcc tggagcaggCgcgggccgcggtggacacc tactgeagae 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 1 7) ; 
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DRB1*1512 : 

gcacgtttcctgtggcagcctaagagGgagtgtcatttcttcaatgggacggagcgggtgcggttcctggacagat 
acttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagt Iccgggcggtgacggagctggggcg 
gcctaGCgccgagtactggaacagccagaaggacAtcctggagcaggCgcgggccgcggtggacacctactgcaga 
5 cacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 1 8) ; 
DRB1*1513: 

cacgt t tec tgtggcagcc taagagGgagtgt cat t tc t tcaatgggacggagcgggtgcggt tec tggacagata 
* cttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtTccgggcggtgacggagctggggcgg 
cc tgacgcTgagt ac tggaacageca. . . ggacAtcc tggagcaggCgcgggccgcggtggacacc tac tgeagae 
10 acaactacggggttgtGgagagcttcacagtgcagcgg(SEQ ID NO: 3 1 9) ; 
DRB1*160101 : 

atggtgtgtctgaagctccctggaggctcctgcatgacagcgctgacagtgacactgatggtgctgagctccccac 
t ggc 1 1 1 ggc t ggggac ac c cgac c a eg 1 1 1 c c t g t ggc age c t aagagGgag tgtcatttcttcaat gggacgga 
gcgggtgcggt tcctggacagatacttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtac 
15 cgggcggtgacggagctggggcggcctgacgctgagtactggaacagccagaaggacTtcctggaagacaggcgCg 
ccgcggtggacacctactgcagacacaactacggggttggtgagagct tcacagtgcagcggcgag(SEQ ID 
NO: 3 2 0) ; 
DRBU160102 : 

cgtt tec tgtggcagcc taagagGgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggacaga tact 
20 tctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcc 
tgacgctgagtactggaacagccagaaggacTtcctggaagaCaggcgggccgcggtggacacctactgcagacac 
aactacggggttggtgagagcttcaca(SEQ ID NO: 3 2 1) ; 
DRB1 #160201 ; 

atggtgtgtctgaagctccctggaggctcctgcatgacagcgctgacagtgacactgatggtgctgagctccccac 
25 tggctt tggctggggacacccgaccacgtt tec tgtggcagcc taagagGgagtgt cat t tcttcaatgggacgga 
gcgggtgcggt tec tggacaga tact tc tat aaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcctgacgctgagtactggaacagccagaaggacctectggaagacaggcgCg 
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ccgcggtggacacctactgcagacacaactacggggt tggtgagagcl tcacaglgcagcggcgag(SEQ ID 
N0?3 2 2) ; 
DRBH160202 : 

tt tcctglggcagcctaagagGgagtgtcatttcttcaatgggacggagcgggtgcggt tec tggacaga tactic 
5 tataaccaggaggagtccgtgcgct tcgacagcgacglgggggagtaccgggcggtgacggagctggggcggcctg 
acgctgagtactggaacagccagaaggacctcctggaagaCaggcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtg(SEQ ID NO: 3 2 3) ; 
DRB1M603: 

atggtgtgtctgaagctccctggaggctcctgcatgacagcgctgacagtgacactgatggtgctgagctccccac 
10 t ggc 1 1 1 ggc t ggggac ac c cgac c acg 1 1 1 c c t g t ggc age c t aagagggag tgtcat t tc t tcaat gggac gga 
gcgggtgcggt tcctggacagatacttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcctgacgctgagtactggaacagccagaaggacttcctggaagacagggCcg 
ccgcggtggacacctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID 
NO: 3 2 4) ; 
15 DRB1 + I604 : 

tggcagcctaagagggagtgtcatttctlcaatgggacggagcgggtgcggttcctggacagatacttctataacc 
aGgaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgacgcTga 
gtactggaacagccagaaggacTtcctggaagaCaggcgggccCTggtggacacctactgcagacacaactacggg 
gttggtg(SEQ ID NO: 3 2 5) ; 
20 DRB1M605 : 

c t g t ggc age c t a agagGgag t g t c a 1 1 1 c 1 1 c aa t gggacggagcggg t gegg 1 1 c c t ggac aga t ac 1 1 c t a t a 
ace aggaggag t c eg t gege 1 1 cgac agegacg t gggggag t ac eggge gg t gaeggage t ggggegge c t gac gc 
tgagtactggaacagccagaaggacAtcctggaagacaggcgCgccgcggtggacacctactgcagacacaactac 
ggggttggtgag(SEQ. ID NO: 3 2 6) ; 
25 DRB1*1607 : 

cacgt t tec tgtggcagcc taagagggagtgtcat t tc t tcaatgggacggagcgggtgcggt tccCggacagata 
cttctataaccaggaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
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cctgacgctgagtaclggaacagccagaaggacatcctggaagacaggcgcgccgcggtggacacctactgcagac 
acaactacggggltggtgagagcttcacagtgca(SEQ ID NO: 3 2 7) ; 
DRB1M608 : 

cacgt t tec tgtggcagcctaagagGgagtgtcat I let t caatgggacggagcgggtgcggt tec tggacagata 
5 cttctataaccaggaggagaAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgacgctgagtactggaacagccagaaggacTtcctggaagacaggcgCgccgcggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 2 8) ; 
DRB3*010101 : 

ggggacacccgaccacgtttcttggagctgcGtaagtctgagtgtcatttcttcaatgggacggagcgggtgcggt 
10 acctggaCagatacttccataaccaggaggagttcCtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgtCgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccGggtggac 
aaTtactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgagCSEQ ID NO: 3 2 9) ; 
DRB3*01010201 : 

atggtgtgtctgaagctccctggaggclccagcttggcagcgttgacagtgacactgatggtgctgagctcccgac 
15 tggct ttCgctggggacacccgaccacgtttcttggagctgcgtaagtctgagtgtcat t tel tcaatgggacgga 
gcgggtgcggtacctggacagatacttccataaccaggaggagttcctgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcctgtcgccgagtcctggaacagccagaaggacctcctggagcagaagcggg 
gccGggtggacaattactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID 
NO: 3 3 0) ; 
20 DRB3+010103 : 

ggggacacccgaccacgtttcttggagctgcGtaagtct'gagtgtcatttcttcaatgggacggagcgggtgcggt 
acctggaCagatacttccataaccaggaggagttcCtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagc tggggeggee tgt tgccgagt cc tggaacagccagaaggacc tec tggagcagaagcggggccGggtggac 
aaTtactgcagacacaactacggggttggtgagagc(SEQ ID NO: 3 3 1) ; 
25 DRB3*010104 : 

cacgt ttcttggagctgcglaagtctgagtgtcatttcttcaatgggacggagcgggtgcggtacc tggacagata 
ct tccataaccaggaggagt tcctgcgct tcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
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cctgtcgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccgggtggacaaTtactgcagac 
acaactacggAgttggtg(SEQ ID NO: 3 3 2) ; 
DRB3*0102 : 

ggggacacccgaccacgtttcUggagctgTGtaagtctgagtgtcatttcttcaatgggacggagcgggtgcggt 
5 acctggaCagatactlccataaccaggaggagttcCtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgtCgccgagtcctggaacagccagaaggacclcctggagcagaagcggggccGggtggac 
aaTtactgcagacacaactacggggttggtgagagc(SEQ ID NO: 3 3 3) ; 
DRB3*0103 : 

cacgtttcttggagctgcGtaagtclgagtgtcatttcttcaatgggacggagcgggtgcggtacctggaGagata 
10 cttccataaccaggaggagttcCtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgtCgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccGggtggacaaTtactgcagac 
acaactacggggttggtgagagc(SEQ ID NO: 3 3 4) ; 
DRB3*0104 : 

cacgt ttctcggagctgcGtaagtctgagtgtcatttcttcaatgggacggagcgggtgcggtacctggaCagata 
15 cttccataaccaggaggagtlcClgcgcttcgacagcgacgtgggggaglaccgggcggtgacggagctggggcgg 
cctglCgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccGggtggacaaTtactgcagac 
acaactacggggttggtgagagcttcaca(SEQ ID NO: 3 3 5) ; 
DRB3*0105 : 

cacgtltcttggagctgcgtaagtclgagtgtcatttcttcaatgggacggagcgggtgcggtacctgAacagata 
20 cttccataaccaggaggagttcctgcgcttcgacagcgacgtgggggaglaccgggcggtgacggagctggggcgg 
cctgtcgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccgggtggacaaTtactgcagac 
acaactacggggtiggtgagagcttcacaglgcagcggcg(SEQ ID NO: 3 3 6) ; 
DRB3*0106 : 

cacgt tie UggagctgcGtaagtctgagtglcat tic ttcaatgggacggagcgggtgcggtacctggaCagata 
25 cttccataaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgtCgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccGggtggacaaTtactgcagac 
acaactacggggttggtg(SEQ ID NO: 3 3 7) ; 
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DRB3*0107 : 

cacgt itct tggagctgcGtaagtctgagtgtcatttcttcaatgggacggagcgggtgcggtacctggacagata 
cttccataaccaggaggagtacgcgcgcttcgacagcgacgtgggggagtaccgggcggtgagggagctggggcgg 
ccigatgccgagtactggaacagccagaaggacctcctggagcagaAgcggggccAggtggacaaTtactgcagac 
5 acaactacggggttggtg(SEQ ID NO: 3 3 8) ; 
DRB3*0108 : 

cacgtttcttggagctgcGtaagtclgagtgtcatttcttcaatgggacggagcgggtgcggtacctggacagata 
ct tccataaccaggaggagAAcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgtCgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccGggtggacaaTtactgcagac 
10 acaactacggggttggtgagagcltcacagigcagcgg(SEQ ID NO: 3 3 9) ; 
DRB3*0109 : 

cacgt ttct tggagctgcGtaagtctgagigtcatttcttcaalgggacggagcgggtgcggt tcctggagagaca 
ctlccataaccaggaggagiacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagclggggcgg 
cctgtCgccgagtcctggaacagccagaaggacclcctggagcagaagcggggccGggtggacaaTtactgcagac 
15 acaactacggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 3 4 0) ; 
DRB3*0110 : 

cacgt ttct tggagctgcgtaagtctgagtgtcat ttct tcaatgggacggagcggglgcggtacctggacagat a 
cttccataaccaggaggagttcctgAgcttcgacagcgacgtgggggagtaccgggciggtgacggagctggggcgg 
cctgtcgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccgggtggacaat tactgcagac 
20 acaactacggggttggtg(SEQ ID NO: 3 4 1) ; 
DRB3*0201 : 

atggtgtgtctgaagctccctggaggctccagcttggcagcgttgacagtgacactgatggtgctgagctcccgac 
t ggc 1 1 1 Cgc t ggggac acc cgacc acgt 1 1 c.t.t ggagc t gc 1 1 aag t c t gag t g t c a 1 1 1 c 1 1 c aa t gggacgga 
gc ggg t gcgg 1 1 c c t ggagagac ac 1 1 c c a t aacc aggaggag t acgcgcgc 1 1 cgac agcgacg t gggggag t ac 
25 cgggcggtgagggagctggggcggcctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggg 
gc c agg t ggac a a 1 1 ac t gc agac ac a ac t acgggg 1 1 g t Ggagagc 1 1 c ac ag t gc agcggcgag (SEQ I D 
NO: 3 4 2) ; 
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DRB3*020201 : 

ggggacacccgaccacgtttcttgGagctgcttaagtctgagtgtcatttct icaatgggacggagcgggtgcggt 
tcctggagagaCacttccataaccaggaggaglacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgaG 
ggagctggggcggcctgatgccgagtactggaacagccagaaggacclcctggagcagaagcggggccaggtggac 
5 aaTtactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 4 3) ; 
DRB3*020202 : 

cacgtttcttggagctgcttaagtctgagtgtcatttcttcaaigggacggagcgggtgcggltcctggagagaCa 
cttccataaccaggaggagtacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccAggtggacaActactgcagac 
10 acaactacggggttggtgCSEQ ID NO: 3 4 4) ; 
DRB3*020203 : 

cacgt t tc t tggagc tgc t taagtc tgagtgtcat t tc t tcaatgggacggagcgggtgcggt tec tggagagaca 
cttccataaccaggaggagtacgcgcgcttcgacagcgacgtgggggagtaccgggcggtgagggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaattactgcagGc 
15 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 4 5) ; 
DRB3*020204 : 

cacgt ttct tggagc tgc t taagtc tgagtgtcat ttct tcaatgggacggagcgggtgcggt tec tggagagaca 
cttccataaccaggaggagtacgcgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcgg 
c c t ga t gcGgag t ac t ggaac age c agaaggac c t c c t ggagc aga age ggggc c agg t ggac aaT t ac t gc agac 
20 acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 4 6) ; 
DRB3*0203 : 

t tggagc tgc t taagtc tgagtgtcat ttct tcaatgggacggagcgggtgcggt tec tggagagaCacttccata 
accaGgaggagtccgtgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcggcctgatgc 
cgagtactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaaTtactgcagacacaactac 
25 ggggttggtgaga(SEQ ID NO: 3 4 7) ; 
DRB3*0204 : 

cacgt ttcttggagctgct taagtc tgagtgtcat ttct tcaatgggacggagcgggtgcggt tec tggagagaca 
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cttccataaccaggaggagtacgcgcgcttcgacagcgacgtggggga'gtaccgggcggtgaGggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccGggtggacaAciactgcagac 
acaactacggggttgtGgagagct tcacagtgcagcggcgag(SEQ ID NO: 3 4 8) ; 
DRB3*0205 : 

, 5 cgtttcttggagctgctlaagtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggaGagatact 
tccataaccaggaggagtacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcggcc 
tgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaaTtactgcagacac 
aactacggggttggtgagagcttcacaglgcag(SEQ ID NO: 3 4 9) ; 
DRB3*0206 : 

10 cacgt t tc t tggagc tgct taagtc tgagtgtcal t tc t tcaatgggacggagcgggtgcggt tcctggagagaca 
cttccataaccaggaggagAacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcgg 
c c t ga t gc c gag t ac t ggaac age c aga aggacc t c c t ggagc agaagc ggggc c agg 1 ggac aaT t ac t gc agac 
acaactacggggttggtg(SEQ ID NO: 3 5 0) ; 
DRB3*0207 : 

15 It ggagc tgcttaagtctgagtgtcatttcttcaat gggacggagcggg t gegg 1 1 c c t ggagagac ac t lecata 
accaggaggagtacgcgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcggcctgTCgc 
cgagtactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaaTlactgcagacacaactac 
ggggttggtgagag(SEQ ID NO: 3 5 1 ) ; 
DRB3*0208 : 

20 cacgl t let tggagc tgct taagtc tgagtgtcat t tct tcaatgggacggagcgggtgcggt tcctggagagaca 
cttccataaccaggaggagtacgcgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcgg 
cctaGCgccgagtactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaaTtactgcagac 
.acaactacggggttggtgCSEQ ID NO: 3 5 2) ; 
DRB3*0209 : 

25 cacgt t tct tggagc tgct taagtc tgagtgtcat t tct tcaatgggacggagcgggtgcggt tcctggagagaca 
cttccataaccaggaggagtacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
c c t g t cgc cgag t Cc t gga ac age c aga aggac c t c c t ggagc agaagegggge c Agg t ggac aaT t ac t gc agac 
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acaactacggggttgglgagagcttcaca(SEQ ID NO: 3 5 3)" ; 
DRB3*0210: 

ggggacacccgaccacgtttcttgGagctgcttaagtctgagtgtcatttcttcaatgggacggagcgggtgcggt 
tcctggagagaCacttccataaccaggaggagtacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
5 ggagctggggcggcctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccAggtggac 
aaTtactgcagacacaactacggggttggtgagagcltcacagtgcagcggcgag(SEQ ID NO: 3 5 4) ; 
DRB3*0211 : 

ggggacacccgaccacgtttcttggagctgcttaagtctgagtgtcatttcttcaatgggacggagcgggtgcggt 
tcctggagagacacttccataaccaggaggagtacgcgcgcttcgacagcgacgtgggggagtaccgggcggtgaG 
10 ggagctggggcggcctgatgccgagtactggaacagccagaaggacAtcclggagcagaagcggggccaggtggac 
aaTtactgcagacacaactacggggttggtgagagcttcacagigcagcggcgag(SEQ ID NO: 3 5 5) ; 
DRB3*0212 : 

cacgtttctlgcagctgcttaagtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggagagaCa 
cttccataaccaggaggagtacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcgg 
15 cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaaTtactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 5 6) ; 
DRB3*0213 : 

cacgtttcttggagctgcttaagtctgagtgtcatttcttcaatgggacggagcgggtgcggCtcctggagagaca 
cltccataaccaggaggagtacgcgcgcitcgacagcgacgtgggggagtaccgggcggtgagggagctggggcgg 
20 cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaattactgcagac 
acaactacggggtlggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 5 7) ; 
DRB3*0214 : 

cacgt t tc t tggagc tgc t taagtc tgagtgtcat t tct tcaatgggacggagcgggtgcggt tec tggagagaca 
cttccataaccaggaggagtacgcgcgcllcgacagcgacgtgggggagtaccgggcggtgagggagctggggcgg 
25 cctgatgccgagtactggaacagccagaaggaccicctggagcagaagcggggccaggtggacaat tactgeagae 
acaactacggggttgC(gagagcttcacagtgcagcggcgag(SEQ ID NO: 3 5 8) ; 
DRB3*0215 : 
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cacgtttcttggagctgcttaaglctgaglgtcatttcttcaatgggacggagcgggtgcggttcctggagagaCa 
cttccataaccaggaggagtacgCgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcgg 
cctgatgccgagtactggaacagccagaaggacctcctggagcagaagcggggccAggtggacacctactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 5 9) ; 
5 DRB3+0216 : 

cacgtttcttggagctgcttaagtctgagtgtcatttcttcaatgggacggagcgggtgcggtlcctggagagaca 
cttccataaccaggaggaglacgcgcgcttcgacagcgacgtgggggagtaccgggcggtgaGggagctggggcgg 
cctgctgcggagCactggaacagccagaaggacctcctggagcagaagcggggccaggtggacaaTtactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 6 0) ; 
10 DRB3*0217 : 

cacgt 1 1c t tggagctgc t taagtctgagtgtcat I tc t tcaatgggacggagcgggtgcggt tcctggagagaca 
cttccataaccaggaggagtacgcgcgcttcgacagcgacgtgggggagtaccgggcggigaGggagctggggcgg 
cctgatgccgaglactggaacagccagaaggacTtcctggagcagaagcggggccaggtggacaaTtactgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 6 1) ; 
15 DRB3*030101 : 

ggggacacccgaccacgtticitggagctgcttaagtctgagtgtcatttc I tcaatgggacggagcgggtgcggt 
tcctggagagatacttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgtcgccgagtCctggaacagccagaaggacctcctggagcagaagcggggccaggtggac 
aaTtactgcagacacaactacggggttgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 6 2) ; 
20 DRB3*030102 : 

cacgt ttcttggagctgcttaagtctgagtgtcatttct tcaatgggacggagcgggtgcggt tec tggagagata 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgtcgccgagtcctggaacagccagaaggacctcctggagcagaagcggggccaggtggacaattactgcagac 
acaactacggCgllgtggagagct.tcacagtgcagcggcgag(SEQ ID NO: 3 6 3) ; 
25 DRB3*0302 : 

cacgt ttcttggagctgcttaagtctgagtgtcatttct tcaatgggacggagcgggtgcggt tcctggagagaCa 
cttccataaccaggaggagttcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
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cctgtcgccgagtCc tggaacagccagaaggacc tec IggagcagaagcggggccaggtggacaaTtactgcagac 
acaactacggggttglGg(SEQ ID NO: 3 6 4) ; 
DRB3*0303 : 

tttcttggagctgcttaagtctgagtgtcatttcttcaatgggacggagcgggtgcggttcctggaGagatacttc 
5 cataaccaggaggagtTcgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctg 
tCgccgagtCctggaacagccagaaggacctcctggagcagaagcggggccGggtggacaaTtactgcagacacaa 
ctacggggttggtgagagcttcaca(SEQ ID NO: 3 6 5); 
DRB4*010101 : 

atggtgtgtctgaagclccctggaggctcctgtatggcagcgctgacagtgacattgaCggtgctgagctccccac 
10 tggctttggctggggacacccaaccacgtttcttggagcaggctaagtgtgagtgtcatttcclcaatgggacgga 
gcgagtgtggaacctgatcagatacatctataaccaagaggagtacgcgcgctacaacagtgacctgggggaglac 
caggcggtgacggagc tggggcggcc t gacgc tgagt ac tggaacagccagaaggacc t cc tggagcggaggcggg 
ccgaggtggacacctactgcagatacaaclacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID 

NO: 3 6 6) ; 
15 DRB4*0102 : 

gagcgagtgtggaacctgatcagatacatctataaccaagaggagtacgcgcgctacaacagtgacctgggggagt 
accaggcggtgacggagc tggggcggcc tgacgc tgagt ac tggaacagccagaaggacc tec tggagcggaggcg 
ggccgaggtggGcacctactgcagatacaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID 

NO: 3 6 7) ; 
20 DRB4*010302 : 

ggggacacccaaccacgtttcttggagcaggctaagtgtgagtglcatttcCtcaatgggacggagcgagtgtgga 
aCctgatcagatacatctataaccaagaggagtacgcgcgctacaacagtgacctgggggagtaccaggcggtgac 
ggagc tggggcggcc tgacgc tgagt ac tggaacagccagaaggacc tec tggagcggaggcgggccgaggtggac 
acctactgcagaTacaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 3 6 8) ; 
25 DRB4*010303 : 

atggtgtgtctgaagctccctggaggctcctgtatggcagcgctgacagtgacattgaCggtgctgagctccccac 
tggc 1 1 tggc tggggacacccaaccacgt 1 1 c t tggagcaggc t aagtgtgagtgtcat 1 1 cc tcaa tgggacgga 
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gcgagtgtggaacctgatcagatacatctataaccaagaggagtacgcgcgctacaacagtgacctgggggagtac 
caggcggtgacggagctggggcggcctgacgctgagtactggaacagccagaaggacctcclggagcggaggcggg 
ccgaggtggacacctaTtgcagatacaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID 
NO: 3 6 9) ; 
5 DRB4*010304 : 

cacgtttcttggagcaggclaagtgtgagtgtcat ttcctcaatgggacggagcgagtglggaacctgatcagata 
catclataaccaagaggagtacgcgcgctacaacagtgaTclgggggagtaccaggcggtgacggagctggggcgg 
ccigacgctgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacctactgcagat 
acaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 3 7 0) ; 
10 DRB4*0104 : 

cacgtttcttggagcaggctaagtgtgagtgtcatttcctcaatgggacggagcgagtgtggaacctgatcagata 
catctataaccaagaggagtacgcgcgctacaacagtgacctgggggagtaccaggcggtgacggagclggggcgg 
cctgacgctgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacaActactgcagaT 
acaactacggggttgtggagagcttcacagtgcagcggcgag(SEQ ID NO: 3 7 1) ; 
15 DRB4*0105 : 

ttggagcaggciaagtglgagigtcatttcCtcaatgggacggagcgagtgtggAacctgatcagatacatctata 
accaagaggagtacgcgcgctacaacagtgacctgggggagtaccaggcggtgacggagctggggcggcctgacgc 
tgagtactggaacagccagaaggacctcctggagcggaggcgggccgaggtggacacctactgcagacacaactac 
ggggttgtggagag(SEQ ID NO: 3 7 2) ; 
20 DRB4+0106 : 

cacgtttcttggagcaggctaagtgtgaglgtcatttcCtcaatgggacggagcgagtgtggaaCctgaicagata 
catctataaccaagaggagtacgcgcgctacaacagtgacctgggggagtaccaggcggtgacggagctggggcgg 
c c t gac gc t gag t ac t ggaacagcc agaaggacctcc t ggagcggaggcgggc c gagg i ggac ac c t ac t gc agaT 
acaactacggggttgtggagagcUcacagtgcagcggcgag(SEQ ID NO: 3 7 3) ; 
25 DRB4*0201N : 

ggigctgagctccccactggctttggctggggacacccAaccacgt ttcttggagcaggctaagtgtgagtgtcat 
ttcctcaatgggacggagcctgatcagatacatctataaccaagaggagtacgcgcgciacaacagtgaccigggg 



WO 2005/063985 



623 



PCT/JP2004/019763 



gagtaccaggcggtgacggagctggggcggcctgacgctgagtactggaacagccagaaggacctcctggagcgga 
ggcgggccgaggtggacacctactgcagatacaactacggggttgtGgagagct tcacagtgcagcggcgag(SEQ 
ID NO: 3 7 4) ; 
DRB5*01010i : 

5 atggtgtgtctgaagctccctggaggttcctacatggcaaAgctgacaglgacactgatggtgctgagctccccac 
tggct ttggctggggacacccgaccacgtttctlgcagcaggataagtatgagtgtcatttcttcaacgggacgga 
gcgggtgcggttcctgcacagagacatctataaccaagaggaggacttgcgcttcgacagcgacglgggggagtac 
cgggcggtgacggagctggggcggcctgacgctgagtactggaacagccagaaggacttcctggaagacaggcgcg 
c cgcgg t ggac ac c t ac t gc agac ac a ac t ac gggg 1 1 gg t gagagc 1 1 c ac ag t gc agcggcgag (SEQ I D 
10 NO: 3 7 5); 
DRB5*010102 : 

cacgt t tct tgcagcaggataagtatgagtgtcat t tc t tcaacgggacggagcgggtgcggt tccigcacagaga 
catctataaccaagaggaggacTtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgacgcTgagtactggaacagccagaaggacTtcctggaaGaCaggcgggccgcggtggacacctactgcagac 
15 acaactacggggtlggtgagagcttcacaCSEQ ID NO: 3 7 6) ; 
DRB5*0102 : 

ggggacacccgaccacgtt tct tgcagcaggataagtatgagtgtcat t tct tcaacgggacggagcgggtgcggt 
tcctgcacagaggcatctataaccaagaggagAacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagctggggcggcctgacgclgagtactggaacagccagaaggacTtcctggaaGacaggcgCgccgcggtggac 
20 acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 7 7) ; 
DRB5*0103 ; 

t tgcagcaggataagtatgagtgtcat t tct tcaacgggacggagcgggtgcggt tcctgcacagaGgcatctata 
accaagaggagaacgtgcgct Icgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctgacgc 
tgagtactggaacagccagaaggact tcctggaagacaCgcgCgccgcggtggacacctactgcagacacaactac 
25 ggggttggtgagagcttcacag(SEQ ID NO: 3 7 8); 
DRB5*0104 : 

ggggacacccgaccacgtt tct tgcagcaggataagtatgagtgtcat t tct tcaacgggacggagcgggtgcggt 
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tcclgcacagagacatctataaccaagaggaggacTtgcgcttcgacagcgacgtgggggagtaccgggcggtgac 
ggagc tggggcggcc tgacgc tgagt ac tggaacagccagaaggac t tec tggaagacaggcgggcccTggtggac 
acctactgcagacacaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 7 9) ; 
DRB5*0105 : 

5 ccacgtttcttgcagcaggataagtatgagtgtcatttcttcaacgggacggagcgggtgcggttcctgcacagag 
acatctataaccaagaggagGacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcg 
gcctgacgclgagtactggaacagccagaaggacTtcctggaaGacaggcgCgccgcggtggacacciactgcaga 
cacaactacggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 3 8 0) ; 
DRB5*0106 : 

10 cacgtttcttgcagcaggataagtatgagtgtcatttcttcaacgggacggagcgggtgcggttcctgcacagaga 
catctataaccaagaggaggacTlgcgcltcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc tgacgc tgagtaclggaacagccagaaggacatcctggagcaggcgcgggccgcggtggacacctactgcagac 
acaactacggggctgtGgagagcttcacagtgcagcggcga(SEQ ID NO: 3 8 1) ; 
DRB5*0107 : 

15 cacgtttcttgcagcaggataagtatgagtgtcatttcttcaacgggacggagcgggtgcggttcctgcacagaga 
catctataaccaagaggaggacTtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc tgacgc tgagtactggaacagccagaaggacAtcctggaaGacaggcgCgccgcggtggacacctactgcagac 
acaactacggggttggtg(SEQ ID NO: 3 8 2) ; 
DRB5*0109 : 

20 cacgtttcttgcagcaggataagtatgagtgtcatttcttcaacgggacggagcgggtgcggttcctgcacagaga 
catctataaccaagaggaggacttgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc tgacgc tgagt ac tggaacagccagaaggac t tec tggaaAacaggcgcgccgcggtggacacc t ac tgeagae 
acaactacggggttggtg(SEQ ID NO: 3 8 3); 
DRB5*0110N : 

25 cacgtttcttgcagcaggataagtatgagtgtcatttcttcaacgggacggagcgggtgcggttcctgcacagaGg 
catctataaccaagaggagAacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cc tgacgc tgagt actggaacagccagaaggacTtcctggaaGacaggcgCgccgcggtggacacctactgca. .c 
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acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 8 4) ; 
DRB5+0111: 

cacgt 1 tc t tgcagcaggataagta tgagtglcat t tc t tcaacgggacggagcgggtgcggt tec tgcacagaga 
catctataaccaagaggaggacTtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
5 cctgacgctgagtaciggaacagccagaaggacalcctggagcaggCgcgggccgcggtggacacctactgcagac 
acaaclacggggttggtgagagcttcacaglgcagcggcgag(SEQ ID NO: 3 8 5) ; 
DRB5*0112 : 

cacgt t tct tgcagcaggataagtatgagtgtcat t tct tcaacgggacggagcgggtgcggt tcctgcacagaga 
catctataaccaagaggaggacTtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
10 cctgacgccgagtCctggaacagccagaaggacttcctggagcGgaggcgggccgaggtggacaccgtGtgcagac 
acaactacggggttggtgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 8 6) ; 
DRB5*0202 : 

atggtgtgtctgaagctccctggaggttcctAcatggcagtgctgacagtgacactgatggtgctgagctccccac 
tggc 1 1 tggc tggggacacccgaccatgt t tct tgcagcaggataagtatgagtgtcat t tc t teaaegggaegga 
15 gcgggtgcggttcctgcacagaggcatctataaccaagaggagaacgtgcgcttcgacagcgacgtgggggagtac 
cgggcggtgacggagctggggcggcctgacgctgagtactggaacagccagaaggacatcctggagcaggcgcggg 
ccgcggtggacacctactgcagacacaactacggggctgtGgagagcttcacagtgcagcggcgag(SEQ ID 
NO: 3 8 7) ; 
DRB5*0203 : 

20 it tct tgcagcaggataagtatgagtgtcat t tct tcaacgggacggagcgggtgcggt tcctgcacagaGgcatc 
tataaccaagaggagAacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcggcctg 
acgctgagtactggaacagccagaaggacAtcctggagcagGCgcgggccgcggtggacacctactgcagacacaa 
ctacggggttggtgagagcttcacagtgcagcgg(SEQ ID NO: 3 8 8) ; 
DRB5*0204 : 

25 catgtt tct tgcagcaggataagtatgagtgtcat! tct tcaacgggacggagcgggtgcggt tcctgcacagaGg 
catctataaccaagaggagaacgtgcgcttcgacagcgacgtgggggagtaccgggcggtgacggagctggggcgg 
cctgacgctgagtactggaacagccagaaggacTtcctggagcaggCgcgggccgcggtggacacctactgcagac 
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acaactacggggctgtGgagagcttcaca(SEQ ID NO: 3 8 9) 
DRB5*0205 : 

catgtt IcttgcagcaggataagtatgagtgtcatttcttcaacgggacggagcgggtgcggttcctgcacagaGg 
catctataaccaagaggagAacgtgcgdtcgacagcgacglgggggagtaccgggcggtgacggagctggggcgg 
5 cctgacgctgagtactggaacagccagaaggacctcctggagcagaggcgggccgcggtggacacctactgcagac 
acaactacggggctgtGgagagcttcacagtgcagcggcgag(SEQ ID NO: 3 9 0) 

In the following. Probe List DR1 and 2 are 
shown in Tables 21-1 to 21-8 and Tables 22-1 to 22-7 
10 respectively. Allele-Probe Lists 1 and 2 are shown 
in Tables 23-1 to 23-13 and Tables 24-1 to 24-13 
respectively . 

15 
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Table 21-1 



Probe Ho. Base Sequence 



0 


S gtg egg ttg ctg gaA < 


SEQ 


ID 


No: 


3 9 1) 


1 


g egg ttg ctg gaa aga T ( 


SEQ 


ID 


No: 


3 9 2) 


2 


c tat aac caa gag gag IC < 


SEQ 


ID 


No: 


3 9 3) 


3 


ctg ggg egg cct gaT < 


SEQ 


ID 


No: 


3 9 4) 


4 


ggg egg cct gat gcC ( 


SEQ 


ID 


No: 


3 9 5) 


5 


cac aac tac ggg gtt gG ( 


SEQ 


ID 


No: 


3 9 6) 


6 


c ate tat aac caa gag gaA < 


SEQ 


ID 


No: 


3 9 7) 


7 


c gcg gtg gac ace taT ( 


SEQ 


ID 


No: 


3 9 8) 


8 


ga cac aac tac ggg gC ( 


SEQ 


ID 


No: 


3 9 9) 


9 


ag agg egg gee gcC ( 


SEQ 


ID 


No: 


4 00) 


10 


g aac age cag aag gac A ( 


SEQ 


ID 


No: 


4 0 1) 


11 


g gac ate ctg gaa gac G ( 


SEQ 


ID 


No: 


4 0 2) 


12 


gac ate ctg gaa gac gA ( 


SEQ 


ID 


No: 


4 03) 


13 


g gec gcg gtg gac aaT ( 


SEQ 


ID 


No: 


4 0 4) 


14 


ac aac tac ggg gtt gtG ( 


SEQ 


ID 


No: 


4 0 5) 


15 


e ttc gac age gac gtg A ( 


SEQ 


ID 


No: 


4 0 6) 


16 


c etc ctg gag cag gC ( 


SEQ 


ID 


No: 


4 0 7) 


17 


ca-cgt ttc ttg tgg G ( 


SEQ 


ID 


No: 


4 0 8) 


18 


tc tat aac caa gag gag tA ( 


SEQ 


ID 


No: 


4 0 9) 


19 


gac etc ctg gag cag G ( 


SEQ 


ID 


No: 


4 1 0) 


20 


gac etc ctg gag cag aA ( 


SEQ 


ID 


No: 


4 11) 


21 


g gag egg gtg egg tA ( 


SEQ 


ID 


No: 


4 1 2) 


22 


c ctg gac aga tac ttc C < 


SEQ ID 


No: 


4 1 3) 


23 


c cat aac cag gag gag A ( 


SEQ 


ID 


No: 


4 1 4) 


24 


c cat aac cag gag gag aA < 


SEQ 


ID 


No: 


4 1 5) 


25 


gc gac gtg ggg gag tT ( 


SEQ 


ID 


No: 


4 1 6) 


26 


g cag aag egg ggc cG ( 


SEQ 


ID 


No: 


4 17) 


27 


g ggc egg gtg gac aA ( 


SEQ 


ID 


No: 


4 1 8) 


28 


g ggc egg gtg gac aaT ( 


SEQ 


ID 


No: 


4 1 9) 


29 


ca cgt ttc ttg gA < 


SEQ 


ID 


No: 


4 2 0) 


30 


g gtg egg ttc ctg gaG ( 


SEQ ID No: 


4 2 1) 
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Table 21-2 



Probe No. Base Sequence 



31 


c ctg gag aga tac ttc C ( 


SEQ 


ID 


No: 


4 2 2) 


32 


c aga tac ttc cat aac caG ( 


SEQ 


ID 


No: 


4 23) 


33 


tt ggt gag age ttc acG ( 


SEQ 


ID 


No: 


4 2 4) 


34 


g gtg egg tac ctg gaC ( 


SEQ 


ID 


No: 


4 2 5) 


35 


g ggg egg cct gat gA ( 


SEQ 


ID 


No: 


4 2 6) 


36 


ggg egg cct gat gaG < 


SEQ 


ID 


No: 


4 2 7) 


37 


c aga tac ttc cat aac cG ( 


SEQ 


ID 


No: 


4 28) 


38 


ctg ggg egg cct gC ( 


SEQ 


ID 


No: 


4 2 9) 


39 


ag cag aag egg gee C ( 


SEQ 


ID 


No: 


4 3 0) 


40 


g cag aag egg ggc cA ( 


SEQ 


ID 


No: 


4 3 1) 


41 


gg ggc cag gtg gac aA ( 


SEQ 


ID 


No: 


4 3 2) 


42 


ctg ggg egg cct agC ( 


SEQ 


ID 


No: 


4 3 3) 


43 


gg cct gat gee gag tC ( 


SEQ 


ID 


No: 


4 3 4) 


44 


gac gtg ggg gag ttc T ( 


SEQ 


ID 


No: 


4 3 5) 


45 


gt ttc ttg gag tac tct aC ( 


SEQ 


ID 


No: 


4 3 6) 


46 


g gtg egg ttc ctg gaC ( 


SEQ 


ID 


No: 


4 3 7) 


47 


g tac egg gcg gtg aG ( seq 


ID 


No: 


4 3 8) 


48 


g ggc cag gtg gac aaT ( seq 


ID 


No: 


4 3 9) 


49 


ttc gac age gac gtg C < seq 


ID 


No: 


4 4 0) 


50 


c cat aac cag gag gag tT ( 


SEQ 


ID 


No: 


4 4 1) 


51 


c ctg gac aga tac ttc G ( 


SEQ 


ID 


No: 


4 4 2) 


52 


c cat aac cag gag gag tA ( 


SEQ 


ID 


No: 


4 4 3) 


53 


atg gtg tgt ctg aag T ( seq 


ID 


No: 


4 4 4) 


54 


ga tac ttc tat cac caa gaA ( 


SEQ 


ID 


No: 


4 4 5) 


55 


tc ttg gag cag gtt aaa C ( seq 


ID 


No: 


446) 


56 


c tat cac caa gag gag tA < 


SEQ 


ID 


No: 


4 4 7) 


57 


g cag agg-c*g-gcc-gA ( 


SEQ 


ID 


No: 


4 4 8) 


58 


ggg egg cct gac gcT ( seq 


ID 


No: 


4 4 9) 


59 


c ttg gag cag gtt aaa cA ( 


SEQ 


ID 


No: 


4 50) 


60 


ctg gac aga tac ttc tat C ( 


SEQ 


ID 


No: 


4 5 1) 
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Table 21-3 

Probe No. Base Sequence 



61 


g ctg ggg egg cct aG ( 


SEQ 


ID 


No: 


4 5 2) 


62 


a gag gag tac gtg cgG ( 


SEQ 


ID 


No: 


4 5 3 ) 


63 


gc ttc aca gtg cag cgA ( 


SEQ 


ID 


No: 


A C A \ 

4 5 4; 


64 


c etc ctg gag cag agA ( 


SEQ 


ID 


No: 


4 5 5 ) 


65 


t ttc ttg gag cag gtt aaA ( 


SEQ 


ID 


No: 


4 5 6) 


66 


a gac agg egg gec cT ( 


SEQ 


ID 


No: 


4 5 7) 


67 


g aac age cag aag gac T ( 


SEQ 


ID 


No: 


4 5 8) 


68 


ag gac ttc ctg gaa gaC ( 


SEQ 


ID 


No: 


4 5 9) 


69 


gg egg cct gat gee C ( 


SEQ 


ID 


No: 


4 6 0) 


70 


c ggg gtt gtg gag agA ( 


SEQ 


ID 


No: 


4 8 1) 


71 


g gac etc ctg gag cG ( 


SEQ 


ID 


No: 


4 6 2) 


72 


ctg ggg egg cct gat A ( 


SEQ 


ID 


No: 


4 6 3) 


73 


ag tac egg gcg gtg aT ( 


SEQ 


ID 


No: 


4 6 4) 


74 


g ggg gag tac egg gT < 


SEQ 


ID 


No: 


4 65) 


75 


g cag agg egg gee C ( 


SEQ 


ID 


No: 


4 6 6) 


76 


g cag agg egg gee cT ( 


SEQ 


ID 


No: 


4 6 7) 


77 


tc ctg gag cag agg cA ( 


SEQ 


ID 


No: 


4 6 8) 


78 


caa gag gag tac gtg cA ( 


SEQ 


ID 


No: 


4 6 9) 


79 


e ttg gag cag gtt aaa cC ( 


SEQ 


ID 


No: 


4 7 0) 


80 


gac etc ctg gaa gac G < 


SEQ 


ID 


No: 


4 7 1) 


81 


gac etc ctg gaa gac gA ( 


SEQ 


ID 


No: 


4 7 2) 


82 


gac ate ctg gag cag aA ( 


SEQ 


ID 


No: 


4 7 3) 


83 


age gac gtg ggg gaC ( 


SEQ 


ID 


No: 


4 7 4) 


84 


g ggg egg cct gat gG < 


SEQ 


ID 


No: 


4 7 5) 


85 


tc tat cac caa gag gag A < 


SEQ 


ID 


No: 


4 7 6) 


86 


c tat cac caa gag gag aA 


SEQ 


ID 


No: 


4 7 7) 


87 


g get ggg gac acc cA 


SEQ 


ID 


No: 


4 7 8) 


88 


g gac agg egg ggc C 


SEQ 


ID 


No: 


4 7 9) 


89 


c cag gtg gac acc gtG 


SEQ 


ID 


No: 


4 80) 


90 


tc ctg tgg cag ggt aaA 


SEQ 


ID 


No:. 


481) 
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Table 21-4 

Probe No. Base Sequence 



91 


8 gcg gtg acg gag ctA ( 


SEQ 


ID 


No: 


4 8 2) 


92 


g cct gtc gcc gag tC ( 


SEQ 


ID 


No: 


4 8 3) 


93 


gtg cag ttc ctg gaa agT < 


SEQ 


ID 


No: 


4 8 4) 


94 


ag tec tgg aac age cG ( 


SEQ 


ID 


No: 


4 8 5) 


95 


gg egg cct get gcG ( 


SEQ 


ID 


No: 


4 8 6) 


96 


gtg acg gag eta ggg T ( 


SEQ 


ID 


No: 


4 8 7) 


97 


c tct acg ggt gag tgt T ( 


SEQ 


ID 


No: 


4 8 8) 


98 


egg ttc ctg gac aga taT ( 


SEQ 


ID 


No: 


4 8 9) 


99 


gc tec tgc atg gca gT ( 


SEQ 


ID 


No: 


4 9 O) 


100 


g tac egg gcg gtg acA ( 


SEQ 


ID 


No: 


4 9 1) 


101 


cac aac tac ggg gtt gT ( 


SEQ 


ID 


No: 


4 9 2) 


102 


gtt gtt gag age ttc acG ( 


SEQ 


ID 


No: 


4 9 3) 


103 


tt gtg gag age ttc acG ( 


SEQ 


ID 


No: 


4 9 4) 


104 ' 


g ctg ggg egg cct gT ( 


SEQ 


ID 


No: 


4 9 5) 


105 


gg cct get gcg gag C ( 


SEQ 


ID 


No: 


4 9 6) 


106 


gt ttc ttg gag tac tct aG ( 


SEQ 


ID 


No: 


4 9 7) 


107 


gg cct gat gcg gag C ( 


SEQ 


ID 


No: 


4 9 8) 


108 


tc tat aac caa gag gag G ( 


SEQ 


ID 


No: 


4 9 9) 


109 


ag gac ate ctg gaa gaC ( 


SEQ 


ID 


No: 


5 0 0) 


110 


g ctg ggg egg cct aT ( 


SEQ 


ID 


No: 


5 0 1) 


111 


c ttg gag tac tct acg tC ( 


SEQ 


ID 


No: 


5 0 2) 


112 


gt ttc ttg gag tac tct aT ( 


SEQ 


ID 


No: 


5 0 3) 


113 


c aac tac ggg get gtG < 


SEQ 


ID 


No: 


5 04) 


114 


ct gtg gag age ttc acG ( 


SEQ 


ID 


No: 


5 0 5) 


115 


g age ttc aca gtg cag A ( 


SEQ 


ID 


No: 


5 0 6) 


116 


ctg gag egg agg cgT ( 


SEQ 


ID 


No: 


5 0 7) 


117 


g ttg ctg gaa aga cgc G ( 


SEQ 


ID 


No: 


508) 


118 


ctg gag egg agg cgC ( 


SEQ 


ID 


No: 


5 0 9) 


119 


g aag gac ttc ctg gaa G ( 


SEQ 


ID 


No: 


5 ^ 0) 


120 


c ctg gaa gac agg cgC ( 


SEQ 


ID 


No: 


5 11) 



WO 2005/063985 



631 



PCT/JP2004/019763 



Table 21-5 

Probe No. Base Sequence 



121 


t gag tgt cat ttc ttc aaC < 


; seq 


ID 


No: 


5 1 2) 


122 


gac ttc ctg gaa gac gA ( 


; SEQ 


ID 


No: 


5 1 3) 


123 


c ttg gag tac tct acg G ( 


; SEQ 


ID 


No: 


5 1 4) 


124 


g gac etc ctg gaa gaC < 


; SEQ 


ID 


No 


5 1 5) 


125 


g gac ttc ctg gaa gac G < 


: SEQ 


ID 


No: 


5 1 6) 


126 


tc tat aac caa gag gag tT < 


: SEQ 


ID 


No 


5 1 7) 


127 


c aga tac ttc tat aac caG < 


: SEQ 


ID 


No 


5 1 8) 


128 


c tat aac cag gag gag tT < 


; SEQ 


ID 


No 


5 1 9) 


129 


at aac caa gag gag gac T < 


; SEQ 


ID 


No 


J S 20) 


130 


egg agg egg gec gA < 


; SEQ 


ID 


No 


: 5 2 1) 


131 


cc gag gtg gac acc taT < 


: SEQ 


ID 


No 


5 2 2) 


132 


aa gac agg egg gee C < 


: SEQ 


ID 


No 


: 52 3) 


133 


ttg gag tac tct acg tC < 


; SEQ 


ID 


No 


: 5 24) 


134 


gag tac tct acg tct gaG ( 


; SEQ 


ID 


No 


: 5 2 5) 


135 


cag aag gac ttc ctg gaA 


: SEQ 


ID 


No 


: 5 2 6) 


136 


g gec gcg gtg gac aA < 


[ SEQ 


ID 


No 


5 2 7) 


137 


ttc tat aac caa gag gag A < 


: SEQ 


ID 


No 


: 5 2 8) 


138 


tc tat aac caa gag gag aA ( 


; SEQ 


ID 


No 


5 2 9) 


139 


ca cgt ttc ttg gag cT < 


I SEQ 


ID 


No 


5 3 0) 


140 


egg cct gat gag gag C < 


[ SEQ 


ID 


No 


5 3 1) 


141 


a gac agg egg gee gT < 


; SEQ 


ID 


No 


: 5 3 2) 


142 


g egg cct gat gag gaC ( 


I SEQ 


ID 


No 


: 533) 


143 


g egg cct gat gag gC < 


[ SEQ 


ID 


No 


: 5 3 4) 


144 


g ttc egg gcg gtg aG 


[ SEQ 


ID 


No 


: 535) 


145 


gc tec tgc atg gca gtT 


[ SEQ 


ID 


No 


: 5 3 6) 


146 


ttg get ggg gac acc A 


[ SEQ 


ID 


No 


: 5 3 7) 


147 


g gag egg gtg egg ttA 


{ SEQ 


ID 


No 


: 538) 


148 


c cat aac cag gag gag C 


C SEQ 


ID 


No 


: 5 3 9) 


149 


cag aag gac ate ctg gC 


C SEQ 


ID 


No 


: 5 4 0) 


150 


gag egg gtg egg ttC 


C SEQ 


ID 


No 


: 5 4 1 ) 
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Table 21-6 

Probe No. . Base Sequence 

151 g gaa gac gag egg gcT ( SEQ ID No: 5 4 2) 

152 c ctg gaa gac gag cgC ( SEQ ID No: 5 4 3) 

153 g gac ate ctg gaa gac aA ( seq id No: 54 4) 

154 a Cgt ttC ttg gag tac tC ( SEQ ID No: 5 4 5) 

155 gg ttc ctg gac aga tac T ( seq id No: 5 4 6) 
156- ac ate ctg gag cag gC ( seq id no: 5 4 7) 

157 cac aac tac ggg gtt gA ( seq id no: 5 4 8) 

158 g aga tac ttc cat aac caG ( seq id no: 549) 

159 c tgc aga cac aac tac C ( seq id no: 550) 

160 t aac cag gag gag aac C ( seq id no: 5 5 1) 

161 ac gtg ggg gag ttc cT ( seq id No: 5 5 2) 

162 Ctg ggg Cgg CCt gtC ( SEQ ID No: 5 5 3) 

163 gg gag ttc egg geg T ( seq ID No: 5 5 4) 

164 ca cgt ttc ttg gag tac T ( seq id No: 5 5 5) 

165 tct acg tct gag tgt caA ( SEQ ID No: 5 5 6) 

166 ggg Cgg CCt gat gcT ( SEQ ID No: 5 5 7) 

167 t ttc ttg gag tac tct aC ( S EQ ID No: 5 5 8) 

168 gac ate ctg gag cag G ( seq id No: 5 5 9) 

169 g acg gag cgg gtg cA.( SEQ ID No: 5 6 0) 

170 g gee gag gtg gac aaT ( seq id no: 5 6 1) 

171 . ttg gag tac cct acg tC ( SEQ ID No: 5 6 2) 

172 t aac cag gag gag ttc C ( seq id No: 5 6 3) 

173 gg SCC gag gtg gac G ( SEQ ID No: 5 6 4) 

174 c tec cca ctg get ttg T ( seq id No: 5 6 5) 

175 gc aga cac aac tac ggA < seq id no: 5 6 6) 

176 cac aac tac gga gtt gtG ( seq id no: 5 6 7) 

177 g tgg cag cct aag agC ( seq id no: 5 6 8) 

178 tg gac aga tac ttc tat aaT ( seq id No: 5 6 9) 

179 cgg ttc ctg gac aga C ( seq id No: v 5 7 0) 

180 ac ttc ctg gag cag gC ( seq id no: 5 7 1) 
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Table 21-7 

Probe No. Base Sequence 



18! 


g gag ttc egg gcg gC ( 


SEQ 


ID 


No: 


S 7 2) 


182 


c tgg aac age cag aag A ( 


SEQ 


ID 


No: 


5 7 3) 


183 


ac gtg ggg gag ttc cA ( 


SEQ 


ID 


No: 


5 7 4) 


184 


c tgg aac age ca ggg gac A < 


SEQ 


ID 


No: 


5 7 5) 


185 


tc ctg gaa gac agg gC ( 


SEQ 


ID 


No: 


5 7 6) 


186 


g egg gtg egg ttc cC ( 


SEQ 


ID 


No: 


5 7 7) 


187 


c tat aac cag gag gag aA ( 


SEQ 


ID 


No: 


5 7 8) 


188 


cgt ttc ttg gag ctg cG ( 


SEQ 


ID 


No: 


5 7 9) 


189 


c tec cga ctg get ttC ( 


SEQ 


ID 


No: 


580) 


190 


ca cgt ttc ttg gag ctg T ( 


SEQ 


ID 


No: 


58 1) 


191 


cgt ttc ttg gag ctg tG ( 


SEQ 


ID 


No: 


5 8 2) 


192 


g gtg egg tac ctg gaG ( 


SEQ 


ID 


No: 


5 8 3) 


193 


gt ttc teg gag ctg cG ( 


SEQ 


ID 


No: 


5 84) 


194 


egg gtg egg tac ctg A ( 


SEQ 


ID 


No: 


5 8 5) 


195 


ac cag gag gag tac gC < 


SEQ 


ID 


No: 


5 8 6) 


196 


c cag gag gag ttc ctg A ( 


SEQ 


ID 


No: 


5 8 7) 


197 


ca cgt ttc ttg G < 


SEQ 


ID 


No: 


5 8 8) 


198 


egg ttc ctg gag aga C ( 


SEQ 


ID 


No: 


5 8 9) 


199 


gtg gac aat tac tgc agG ( seq id no: 


5 9 0) 


200 


ggg egg cct gat gcG ( seq 


ID 


No: 


5 9 1) 


201 


aga cac ttc cat aac caG ( 


SEQ 


ID 


No: 


5 9 2) 


202 


ac cag gag gag aac gC ( 


SEQ 


ID 


No: 


5 9 3) 


203 


g gag egg gtg egg C ( 


SEQ 


ID 


No: 


5 9 4) 


204 


cac aac tac ggg gtt gC ( 


SEQ 


ID 


No: 


5 9 5) 


205 


gc aga cac aac tac ggC ( 


SEQ 


ID 


No: 


5 9 6) 


206 


g ctg aca gtg aca ttg aC ( 


SEQ 


ID 


No: 


5 9 7) 


207 


egg gee gag gtg gG ( 


SEQ 


ID 


No: 


5 9 8) 


208 


ag tgt gag tgt cat ttc C ( 


SEQ 


ID 


No: 


5 9 9) 


209 


g gag cga gtg tgg aaC ( 


SEQ 


ID 


No: 


6 00) 


210 


g gac ace tac tgc aga T ( 


SEQ 


ID 


No: 


6 0 1) 
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Table 21-8 . 

Probe No. . Base Sequence 



211 


eg cgc tac aac agt gaT ( seq 


ID 


No: 


6 0 2) 


212 


gg gec gag gtg gac aA ( 


SEQ 


ID 


No: 


6 0 3) 


213 


tg gac aac tac tgc aga T ( 


SEQ 


ID 


No: 


604) 


214 


acg gag cga gtg tgg A ( 


SEQ 


ID 


No: 


60 5) 


215 


a ggt tec tac atg gca aA ( 


SEQ 


ID 


No: 


6 0 6) 


216 


ca cgt ttc ttg C ( 


SEQ 


ID 


No: 


6 0 7) 


217 


ate tat aac caa gag gag A ( 


SEQ 


ID 


No: 


608) 


218 


egg ttc ctg cac aga G ( 


SEQ 


ID 


No: 


6 0 9) 


219 


gac ttc ctg gaa gac aC ( 


SEQ ID 


No: 


6 1 0) 


220 


c ctg gaa gac acg cgC ( 


SEQ 


ID 


No: 


6 11) 


221 


g aag gac ate ctg gaa G ( 


SEQ 


ID 


No: 


6 1 2) 


222 


ag aag gac ttc ctg gaa A ( 


SEQ 


ID 


No: 


6 1 3) 


223 


. g cct gac gee gag tC ( 


SEQ 


ID 


No: 


6 1 4) 


224 


ag gac ttc ctg gag cG ( 


SEQ 


ID 


No: 


6 1 5) 


225 


c gag gtg gac acc gtG ( 


SEQ 


ID 


No: 


6 1 6) 


226 


etc cct gga ggt tec tA ( 


SEQ 


ID 


No: 


6 1 7) 
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Table 22-1 

Probe No. Base Sequence 

0 g ttg ctg gaA aga tgc at ( seq id No: 6 18) 

1 ctg gaa aga Tgc ate tat a ( seq id No: 6 i 9) 

2 gag gag tCc gtg cgc ( seq id no: 6 2 0) 

3 egg cct gaT gee gag < seq id no: 6 2 1) 

4 cct gat gcC gag tac tg ( seq id No: 6 2 2) 

5 c ggg gtt gGt gag age ( seq id No: 6 2 3) 

6 caa gag gaA tec gtg eg ( seq id No: 6 24) 

7 g gac ace taT tgc aga ca ( seq id No: 6 2 5) 

8 c tac ggg gCt gtg gag ( seq ID No: 6 2 6) 

9 gg gCC gcC gtg gac ( SEQ ID No: 6 2 7) 

10 cag aag gac Ate ctg gaa ( seq id no: 6 2 8) 

11 g gaa gac Gag egg gc ( seq id no: 6 2 9) 

12 gaa gac gAg egg gee ( seq id no: 6 3 0) 

13 g gtg gac aaT tac tgc ag ( seq id No: 6 3 1) 

14 ggg gtt gtG gag age t ( SEQ ID No: 6 3 2) 

15 c gac gtg Agg gag tac ( seq id no: 6 3 3) 

16 gag cag gCg egg gc ( SEQ ID No: 6 3 4) 

17 ttc ttg tgg Gag ctt aag ( seq id no: 6 3 5) 

18 a gag gag tAc gtg cgc ( seq ID No: 6 3 6) 

19 gag cag Gcg egg gc ( SEQ ID No: 6 3 7) 

20 gag cag aAg egg gee ( seq id No: 6 3 8) 

21 xc ace Aga C ( SEQ ID No: 6 3 9) 

22 g gtg egg tAc ctg gac ( SEQ ID No: 6 4 0) 

23 g gtg gac aAc tac tgc a ( SEQ ID No: 64 1) 

24 egg ggc cGg gtg ga ( SEQ ID No: 6 4 2) 

25 g ttc ctg gaG aga tac tt ( seq id no: 6 4 3) 

26 aga tac ttc Cat aac cag g ( seq id no: 6 4 4) 

27 g gag gag Aac gtg cgc ( seq id No: 6 4 5) 

28 g gag gag aAc gtg cgc ( seq id No: 6 4 6) 

29 cat aac caG gag gag tc ( seq id no: 6 4 7) 

30 ggg gag tTc Cgg gCg ( SEQ ID No: 6 4 8) 
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Table 22-2 



Probe No. Base Sequence 

31 age ttc acG gtg cag C ( SEQ ID No: 6 4 9) 

32 g tac ctg gaC aga tac tt ( seq id no: 6 5 0) 

33 g cct gat gAg gag tac t < seq id no: 6 5 1 ) 

34 cct gat gaG gag tac tg ( seq id No: 6 5 2) 

35 c cat aac cGg gag gag ( seq id No: 6 5 3) 

36 egg CCt gCt gCg gag ( SEQ ID No: 6 5 4) 

37 g egg ggc Cag gtg ga ( seq id no: 6 5 5) 

38 egg ggc cAg gtg gaC ( SEQ ID No: 6 5 6) 

39 egg cct aGc gec gag ( SEQ id No: 6 5 7) 

40 egg cct agC gee gag ( seq id No: 6 5 8) 

41 t gee gag tCc tgg aac ( seq id no: 6 5 9) 

42 g gag ttC Tgg gCg gtg < SEQ ID No: 6 6 0) 

43 ag tac tct aCg tct gag t ( seq id No: 66 1) 

44 g ttc ctg gaC aga tac tt ( seq id no: 6 6 2) 

45 gcg gtg aGg gag ctg ( seq id no: 6 6 3) 

46 c gac gtg Cgg gag ttc < seq id No: 6 6 4) 

47 ag aag gac Ate ctg gag < seq id no: 6 6 5) 

48 g gag gag tTc gtg cgc ( seq id No: 6 6 6) 

49 aga tac ttc Gat aac cag g ( seq id No: 6 6 7) 

50 c cat aac caG gag gag ta ( seq id No: 6 6 8) 
. 51 g gag gag tAc gtg cgc ( seq id No: 6 6 9) 

52 gt ctg aag Ttc cct gga ( seq id no: 6 7 0) 

53 t cac caa gaA gag tac gt ( seq id no: 6 7 i) 

54 cag gtt aaa Cat gag tgt c ( seq id no: 6 7 2) 

55 egg gCC gAg gtg gac ( SEQ ID No: 6 7 3) 

56 cct gac gcT gag tac tg ( seq id no: 6 7 4) 

57 ag gtt aaa cAt gag tgt ca C seq id no: 6 7 5) 

58 tac ttc tat Cac caa gag g < seq id No: 6 7 6) 

59 tac gtg cgC ttc gac ag ( seq id No: 6 7 7) 

60 gag cag agA egg gec < seq id no: 6 7 8) 
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Table 22-3 



Probe No. Base Sequence 



61 


g cag gtt aaA cat gag tg ( seq 


ID 


Ho: 


6 7 9) 


62 


egg gec cTg gtg gac ( 


seq 


ID 


No: 


6 80) 


63 


cag aag gac Ttc ctg gaa ( 


SEQ 


ID 


No: 


6 8 1) 


64 


ctg gaa gaC agg egg g ( 


SEQ 


ID 


No: 


6 8 2) 


65 


ct gat gec Cag tac tgg ( 


SEQ 


ID 


No: 


6 83) 


66 


t gtg gag agA ttc aca gt ( 


SEQ 


ID Mo: 


6 84) 


67 


ctg gag cGg agg egg ( 


SEQ 


ID 


No: 


6 8 5) 


68. 


g egg gec Ctg gtg ga ( 


SEQ 


ID 


No: 


6 86) 


69 


gg cct gat Ace gag tac ( 


SEQ 


ID 


No: 


6 87) 


70 


g gcg gtg aTg gag ctg ( 


SEQ 


ID 


No: 


6 88) 


71 


g tac egg gTg gtg acg < 


SEQ 


ID 


No: 


6 8 9) 


72 


cag agg cAg gec gcg ( 


SEQ 


ID 


No: 


6 9 0) 


73 


g tac gtg cAc ttc gac a ( 


SEQ 


ID 


No: 


6 9 1) 


74 


cag gtt aaa Cct gag tgt ( 


SEQ 


ID 


No: 


6 9 2) 


75 


ag gtt aaa cCt gag tgt c ( 


SEQ 


ID 


No: 


6 9 3) 


76 


gtg ggg gaC tac egg ( 


SEQ 


ID 


No: 


6 9 4) 


77 


g cct gat gGc gag tac ( 


SEQ 


ID 


No: 


6 9 5) 


78 


a gag gag Aac gtg cgc ( seq id No: 


6 9 6) 


79 


a gag gag aAc gtg cgc ( 


SEQ 


ID 


No: 


6 9 7) 


80 


xacc cAa c ( 


SEQ 


ID 


No: 


6 9 8) 


81 


gac acc gtG tgc aga c ( 


SEQ 


ID 


No: 


6 9 9) 


82 


g cag ggt aaA tat aag tgt ( 


SEQ 


ID 


No: 


7 0 0) 


83 


acg gag ctA ggg egg ( 


SEQ 


ID 


No: 


7 0 1) 


84 


c gee gag tCc tgg aac < 


SEQ 


ID 


No: 


70 2) 


85 


c ctg gaa agT etc ttc ta ( 


SEQ 


ID 


No: 


7 0 3) 


86 


g aac age cGg aag gac < 


SEQ 


ID 


No: 


704) 


87 


cct get gcG gag tac t ( 


SEQ 


ID 


No: 


7 0 5) 


88 


g eta ggg Tgg cct gtc ( 


SEQ 


ID 


No: 


7 0 6) 


89 


ggt gag tgt Tat ttc ttc a ( 


SEQ 


ID 


No: 


7 0 7) 


90 


tg gac aga taT ttc tat aac ( seq 


ID 


No: 


7 08) 
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Table 22-4 



Probe No. Base Sequence 

g| g tgt ctg aGg etc CCt ( SEQ ID No: 7 0 9) 

92 gcg gtg acA gag ctg g ( seq id No: 7 1 0) 

93 c ggg gtt gTt gag age ( SEQ ID No: 7 1 i) 

94 egg cct gTt gec gag < SEQ ID No: 7 1 2) 

95 t gcg gag Cac tgg aac ( seq id No: 7 1 3) 
9B g tac tct aCg ggt gag t < seq id No: 7 1 4) 

97 egg cct gCt gee gag ( seq id No: 7 1 5) 

98 g tac tct aGg ggt gag t ( seq id no: 7 1 6) 

99 a gag gag Gac gtg cgc ( seq id no: 717) 
tOO egg cct aTc gee gag ( seq id no: 7 1 8) 

101 c tct acg tct gag tgt c ( seq id No: 7 1 9) 

102 ag tac tct aTg ggt gag t ( seq id No: 7 2 0) 

103 ggg get gtG gag age ( seq id No: 7 2 1) 

104 gtg egg taT ctg cac ag ( SEQ ID No; 7 2 2) 

105 gg agg CgT gCC gcg ( SEQ ID No: 7 2 3) 

106 gaa aga cgc Gtc cat aac ( seq id No: 7 2 4) 

107 gg agg CgC gCC gcg ( SEQ ID No: 7 2 5) 
10g c ctg gaa Gac agg cgc ( S eq id No: 7 2 6) 
109 ctg gaa gaC agg cgc g ( seq id no: 7 2 7) 
HO ac agg CgC gec gcg ( SEQ ID No: 7 2 8) 

111 ttc ttc aaC ggg acg ga ( seq id no: 7 2 9) 

112 ac tct acg Ggt gag tgt ( seq id no: 7 3.0) 

113 c cat aac caG gag gag aa ( seq id No: 7 3 1) 

114 c cat aac caG gag gag tt ( seq id no: 7 3 2) 

115 a gag gag tTc gtg CgC ( SEQ ID No: 7 3 3) 

116 c tat aac caG gag gag tt ( seq id No: 7 3 4) 

117 g gag gac Ttg CgC ttc ( SEQ ID No: 7 3 5) 

118 c ctg gaa Gac agg egg ( seq id no: 7 3 6) 

119 t acg tct gaG tgt cat ttc ( seq id no: 737) 

120 ttc ctg gaA gac agg eg ( seq id no: 7 3 8) 
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Table 22-5 

Probe No. Base Sequence 



121 


t - if. nan rT U rtt RAP t ( 

ic iig gag tig til OOg I \ 


SEQ 


CD 


sj 0 : 


7 ^ <J > 


122 


_ - _ f — - f aha oho cue ( 
g CCl gal gng gog tdt * 




ID 


no . 


7 A O ^ 


123 


at gag gag t*ac igg aac k 


SEQ 


ID 


No : 


1 4 1 J 


124 


egg gec gTg gtg gac ( 


SEQ 


XU 


NO . 


7 4 Z ) 


125 


t gat gag gaC tac tgg aa ( 


SEQ 


ID 


No: 


7.4 3} 


126 


t gat gag gbg tac igg a i 


SEQ 


ID 


No: 


7 A A \ 


127 


c atg gca gtT ctg aca gt ( 


SEQ 


ID 


No: 


7 A C \ 

7 4 5; 


128 


gtg egg ttA ctg gag ag i 




XU 


no . 


7 A K \ 


129 


g gag gag Ctc ctg eg ( 


SEQ 


ID 


No : 


7 4 7) 


130 


c ate ctg gGa gac agg < 


SEQ 


ID 


No: 


7 4 8) 


131 


gtg egg ttC ctg gag a ( 


SEQ 


ID 


No: 


7 4 9) 


132 


gag egg gcT gcg gtg ( 


SEQ 


ID 


No: 


7 5 0) 


133 


gaa gac gAg cgc gec ( 


SEQ 


ID 


No: 


7 5 1) 


134 


ac gag cgC gee gcg ( 


SEQ 


ID 


No: 


7 5 2) 


135 


ctg gaa gaC aag egg g < 


SEQ 


ID 


No: 


7 5 3) 


136 


g gaa gac aAg egg gec ( 


SEQ 


ID 


No: 


7 5 4) 


137 


g gag tac tCt acg tct g ( 


SEQ 


ID 


No: 


7 5 5) 


138 


gac aga tac Ttc tat aac c ( 


SEQ 


ID 


No: 


7 5 6) 


139 


c ggg gtt gAt gag age ( 


SEQ 


ID 


No: 


7 5 7) 


140 


ac aac tac Cgg gtt gtg ( 


SEQ 


ID 


No: 


7 58) 


141 


egg cct gTc gee gag ( 


SEQ 


ID 


No: 


7 5 9) 


142 


g gag aac Ctg cgc ttc ( 


SEQ 


ID 


No: 


7 6 0) 


143 


g gag ttc cTg gcg gtg < 


SEQ 


ID 


No: 


7 6 1) 


144 


egg cct gtC gee gag ( 


SEQ 


ID 


No: 


7 6 2) 


145 


c egg gcg Ttg acg ga ( 


SEQ 


ID 


No: 


7 6 3) 


146 


ttg gag tac Tct acg tct ( 


SEQ 


ID 


No: 


7 6 4) 


147 


ct gag tgt caA ttc ttc aat ( 


SEQ 


ID 


No: 


7 6 5) 


148 


cct gat gcT gag tac tg ( 


SEQ 


ID 


No: 


7 6 6) 


149 


gt ttc ttg gAg tac tct ac ( 


SEQ 


ID 


No: 


7 6 7) 


150 


g egg gtg cAg ttc ctg ( 


SEQ 


ID 


No: 


7 6 B) 
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Table 22-6 

Probe No. Base Sequence 



151 c gac gtg Cgg gag tac ( SEQ id No: 7 6 9) 

152 c cct acg tCt gag tgt C ( SEQ ID No: 7 7 0) 

153 g gag gag tTc ctg cgc ( seq id no: 7 7 i) 

154 g gag ttc Ctg cgc ttc ( SEQ ID No: 7 7 2) 

155 g gtg gac Gcc tat tgc ( SEQ ID No: 7 7 3) 

156 g get ttg Tct ggg gac ( SEQ ID No: 7 7 4) 

157 c aac tac ggA gtt gtg ga ( seq id No: 7 7 5) 

158 gga gtt gtG gag agC tt { SEQ ID No: 7 7 6) 

159 cct aag agG gag tgt ca ( seq id no: 7 7 7) 

160 c ttc tat aaT cag gag gag < seq id no: 7 7 8) 

161 ctg gac aga Cac ttc tat ( seq id No: 7 7 9) 

162 ag aag gac Ttc ctg gag ( seq id no: 7 8 0) 

163 egg gcg gCg acg ga ( seq id no: 7 8 1) 

164 gc cag aag Aac ate ctg ( seq id No: 7 8 2) 

165 g gag ttc cAg gcg gtg ( seq id No: 7 8 3) 

166 caa gg gac Ate ctg gag c ( seq id No: 7 8 4) 

167 gac agg gCc gcc gc ( seq id no: 7 8 5) 
IBS g egg ttc cCg gac aga ( seq id No: 7 8 6) 

169 g gag ctg cGt aag tct g ( seq id no: 7 8 7) 

170 Ctg get ttC get ggg g ( SEQ ID No: 7 8 8) 

171 ttg gag ctg Tgt aag tct ( seq id no: 7 8 9) 

172 g gag ctg tGt aag tct g ( SEQ ID No: 7 90) 

173 g tac ctg gaG aga tac tt < seq id no: 7 9 i ) 

174 egg tac ctg Aac aga tac ( seq id no: 7 9 2) 

175 gag cag aAg egg ggc ( seq ID No: 7 9 3) 

176 g gag tac gCg cgc ttc ( seq id No: 7 9 4) 

177 ag ttc ctg Age ttc gac ( SEQ ID No: 7 9 5) 

178 Cgt ttC ttg Gag ctg Ctt ( SEQ ID No: 7 9 6) 

179 ctg gag aga Cac ttc cat ( seq id no: 797) 

180 t tac tgc agG cac aac ta ( seq id no: 798) 
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Table 22-7 

Probe No. Base Sequence 



1 O 1 

lot 


cct gat gcG gag tac tg ( seq 


id 


No: 


7 9 9) 


too 

182 


g gag gag Aac gcg eg ( seq 


ID 


No: 


8 0 0) 


183 


g gag aac gCg cgc ttc ( seq 


ID 


No: 


o U 1 / 


184 


cgt ttc ttg Cag ctg ctt ( seq 


ID 


No: 


802) 


18S 


g gtg egg Ctc ctg ga ( seq 


ID 


No: 


8 03) 


186 


c ggg gtt gCt gag age ( seq 


ID 


No: 


8 04) 


187 


aac tac ggC gtt gtg ga ( seq 


ID 


No: 


8 0 5) 


188 


g aca ttg aCg gtg ctg a ( seq 


ID 


No: 


8 06) 


189 


c gag gtg gGc acc tac ( seq 


ID 


No: 


8 0 7) 


190 


gtg tgg aaC ctg ate ag ( seq 


ID 


No: 


8 08) 


191 


g gac acc taT tgc aga ta ( seq 


ID 


No: 


8 09) 


192 


aac agt gaT ctg ggg ga ( seq 


ID 


No: 


8 1 0) 


193 


tac tgc aga Tac aac tac g ( seq 


ID 


No: 


8 11) 


194 


tgt cat ttc Ctc aat ggg < SEQ 


ID 


No: 


8 1 2) 


19S 


ga gtg tgg Aac ctg ate < seq 


ID 


No: 


8 1 3) 


196 


c atg gca aAg ctg aca g ( seq 


ID 


No: 


8 1 4) 


197 


cgt ttc ttg Cag cag gat ( seq 


ID 


No: 


8 1 5) 


198 


ctg cac aga Ggc ate tat ( seq 


ID 


No: 


8 1 6) 


199 


gaa gac aCg cgc gee ( seq id No: 


8 1 7) 


200 


ac acg cgC gee gcg ( seq id no: 


8 1 8) 


201 


c ctg gaa Aac agg cgc ( seq 


ID 


No: 


8 1 9) 


202 


a ggt tec tAc atg gca g < seq 


ID 


No: 


8 2 0) 


203 


tgt ttc ttg Cag cag gat ( seq 


ID 


No: 


8 2 1) 
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Table 23-1 v 



Allele number Probe Number for Detection 



DRB1*010101 


0 


I 


7 

0 


A 
•I 


c 






DRB1*0101Q2 


D 














DRB1*010201 


7 


8 












DRBUQ10202 


9 














ORBH0103 


10 


1 1 


12 










DRBU0104 


13 


14 












DRBU0105 


15 














DRBU01G6 


16 


14 












DRBU0I07 


17 














DRB1*0108 


18 














DRBU0109 


19 


16 












DRBH0110 


20 














DRBH030101 


21 


22 


23 


24 


CO 


£o 


97 
L r 


DRBU030102 


26 


28 


14 










DRBU030201 


29 


30 


31 


23 


24 


26 


27 


DRBH030202 


30 


23 


24 


26 


28 






DRB 1*0303 


30 


31 


23 


24 


26 


27 


14 


DRBU0304 


21 


22 


32 


25 


26 


27 


14 


DRBU030501 


21 


22 


23 


24 


25 


26 


27 


ORBH030502 


27 


33 












DRSU0306 


21 


34 


22 


23 


24 


26 


27 


DRBU0307 


22 


23 


24 


25 


26 


27 


14 


DRBU0308 


23 . 


35 


36 


26 


27 


14 




DRB1*0309 


37 














DRBU0310 


38 


26 


27 


14 








DRBH0311 


21 


39 


40 


41 


14 






DRBU0312 


42 


26 


27 


14 








DRB1*0313 


43 


26 


27 


14 








DRBU0314 


21 


22 


23 


24 


25 


26 




DRBU0315 


21 


22 


23 


24 


25 


26 


14 



14 



14 
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Table 23-2 

Allele Number Probe Number for Detection 



DRB1*0316 


A A 

44 










DRB1 *03 1 7 


45 


4o 


i a 

1 0 


4/ 


4ft 

HO 


DRB 1*0318 


49 


14 








DRB1*0319 


10 


26 


97 


IA 
14 




DRB1*0320 


27 


8 








DRB 1*0321 


50 


25 


26 


97 
if 


1 A 

14 


DRB1*0322 


51 










DRB1*0323 


37 


14 








DRB1*0324 


25 


39 


40 


A O 

48 


1 A 

14 


DRB1*0325 


21 


22 


32 


C9 


9C 


DRB1*0401Q1 


53 


20 








ORB1*040102 


54 










DRBU0402 


53 


12 


14 






DRB1*040301 


55 


56 


57 


14 




DRBU040302 


55 


58 


57 


14 




DRB 1*0404 


53 


14 








DRBU040501 


55 


59 


60 


56 


61 


DRBU040502 


62 










DRB 1*040503 


63 










DR6f*040504 


60 


42 


33 






DRBU0406 


55 


60 


57 


14 




DRB1*040T01 


55 


56 


57 






DRBl*040702 


64 










DRB 1*0408 


65 


55 


59 


60 


56 


DRB1*0409 


60 


61 


20 






DRBU0410 


60 


56 


6! 


14 




DRB1*04t1 


53 


57 


14 






DRB1*0412 


60 


61 


10 


66 


14 


DRB 1*04 13 


60 


20 


14 






DRB1*0414 


60 


10 


11 


12 
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Table 23-3 

Allele Number Probe Number for Detection 



DRB1*0415 


55 


36 


67 


CO 

68 


DRBU041S 


69 








DRBU0417 


60 


61 


57 




DRBU0418 


60 


10 


66 


14 


DRBU0419 


65 


55 


59 


60 


DRB1*0420 . 


60 


57 






DRBU0421 


60 


20 






DRB1*Q422 


60 


56 


26 


27 


DRBU0423 


70 








DRB1*0424 


61 


42 


71 




DRBU0425 


60 


56 


67 


66 


0RBU0426 


72 








DRBU0427 


56 


57 


8 




DRBU0428 


60 


56 


25 


61 


DRBU0429 


73 








DRBU0430 


74 








ORB 1*0431 


55 


60 


56 


. 75 


DRBU0432 


77 








DRB1*0433 


78 








DRBU0434 


55 


79 


56 


20 


DRBU0435 


55 


25 


20 




DRBU0436 


55 


67 


68 


14 


DRBU0437 


55 


80 


81 


14 


DRBU0438 


55 


10 


82 




DRBU0439 


83 








DRB 1*0440 


84 








DRBU0441 


55 


85 


86 


57 


DRBU0442 


55 


25 


14 




ORBt*0443 


55 


60 


25 




ORB 1*0444 


60 


56 


13 


14 
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Table 23-4 

Allele Number 



UKD 1 *UlU 1 Ul 


87 


ftnoi ♦07(1 1 fl? 
UKD 1 +UI U IMC 


90 


UNO 1*UI UJ 


90 


nnn t 4A7AJ 

DRB1*0704 


3 i 


DRB1*07uS 


QA 

9H 


nnn « i/nflC 

DRB1*0/Uo 


Q1 

9 1 


DRBU0707 


OR 
SO 


DRB1 *08Q1Q1 


07 


DRB1*0ouiQZ 


Oft 


DRBU0802D1 


00 


DRB1*080ZUZ 


07 
91 


DRBi*08QZU3 


i nn 
IUU 


DR81*080302 


45 


DRBU08Q401 


97 


ORB 1*080402 


18 


DRB 1*080403 


66 


DRBU080404 


66 


DRBt*0805 


97 


DRB1*0806 


61 


DRB1*0807 


104 


DRB)*0808 


38 


DRBU0809 


45 


DRBU0810 


97 


DRBU0811 


38 


DRB1*0812 


10 


DRB1*0813 


97 


DRBU0814 


106 


ORB 1*08 15 


107 


DRBU0816 


108 


DRBU0817 


25 



Probe Number for Detection 



88 


89 






91 

9 1 


92 


89 




Aft 








93 


D9 






A? 


R7 


66 


33 


33 








1 0 


fi7 


66 




97 


0 1 


in 


0 0 


18 


67 


66 


14 


67 


66 


101 




101 


102 






14 


103 






61 


67 


68 




67 


66 


14 




67 


66 


33 




105 


66 






50 


67 


66 


33 


61 


10 


66 


14 


66 


33 






66 


8 






18 


66 


33 




10 


66 






33 








61 


67 


66 
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Table 23-5 
Allele Number 



DRB1*0818 


45 


DRB1*0819 


110 


DRBU0820 


111 


DRB 1*0821 


112 


DRB1*0822. 


8 


ORBU0823 


15 


DRB1*0824 


97 


DRBU090102 


92 


DRB1*0902 


. 58 


DRBU100101 


116 


ORB1*100102 


117 


npfll ±1 10101 


99 


DRBUU0102 


36 


DRB1*110103 


36 


0RBU1 10104 


121 


DRBWT02 


35 


DRBH1103 


99 


0RBU1 10401 


99 


0RB1*1 10402 


36 


0RBU1105 


123 


DRB1*1 10601 


36 


DRB1*1 10602 


36 


0RBUH07 


35 


0RBU110801 


18 


DRB1*U0802 


36 


0RBU1109 


32 


DRBW110 


22 


DRB1*H11 


25 


DRBU111201 


126 


DRBU1 11202 


lit 



Probe Number for Detection 



97 


61 


10 


109 


10 


66 






18 


67 


66 


14 


113 


114 






66 








18 


67 


68 




115 








115 








118 








36 


67 


68 




67 


68 


33 




67 


119 


68 


120 


18 


25 


35 


67 


10 


11 


12 


14 


122 


14 






67 


68 


14 




14 


103 






35 


36 


67 


68 


67 


68 


8 




67 


68 


7 


8 


36 


26 


27 


14 


25 


35 


124 




124 


33 







23 24 25 35 

32 50 25 35 

35 67 125 122 

25 35 67 68 

\2I 128 25 35 



67 68 
67 68 

67 68 
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Table 23-6 

Allele Number Probe Number for Detection 



DRBU1113 


£3 




IS 

00 


71 


7 


14 


DRB1*11 14 


0 J 


in 

1 u 


1 1 


12 






DRBU1 115 


1 19 


00 


fi7 


119 


68 




DRBU1116 


IS 


03 


in 


\ \ 


12 


14 


0RBU1U7 


1 1 1 




IK 


i **n 
1 ou 


131 


14 


DRBU1118 


18 


35 


1U 








DRB1I1119 


i a 


J 3 


10 


109 






DRB1*1 120 


91 


03 


in 




12 




DRB1H121 


1 1 


12 


g 
0 








ORBU1122 


55 


23 


1C 


fi7 
0 1 


fift 

0 0 




DRBU1123 


35 


36 


Of 


DO 


1 1? 

1 0t 


66 

v v 


DRB1*1124 


108 


36 


67 


119 


88 




DRBU1125 


36 


67 


66 


14 






DRBU1126 


133 


134 


18 


25 


35 




DRBU112701 


135 


68 


13 








DRBU112702 


35 


68 


136 








DRB1*1128 


134 


137 


138 


25 


35 


67 


ORBU1129 


45 


111 


134 


25 


35 


67 


DRBU1130 


139 


68 










DRBU1131 


35 


140 


10 


109 






DRBU1132 


35 


36 


67 


68 


141 




DRBW1133 


142 












DRBU1134 


18 


25 


35 


14 






DRBU1135 


142 


14 










DRBU1136 


25 


35 


80 


81 


14 




DRB1M137 


45 


111 


134 


18 


35 


67 


DRB1*1138 


143 












DRBU1139 


144 


68 










DRB1*1140 


23 


. 25 


35 


67 


125 


122 


DRBU1141 


35 


67 


125 


122 


14 
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Table 23-7 

Allele Number Probe Number for Detection 



nSRl ±1 1 42 


18 


25 


35 


124 


14 






UKD 1*11 40 


144 


68 


14 










UKD 1 * I cU 1 U I 


ids 


146 


147 


148 


92 


to 


7 


nDDi *ionino 
ORol * }£\)\\Jt 


14H 
140 


14G 


147 


148 


92 


10 


8 


vRd\*\ Ivcvi 


l 40 


fi7 


7 


8 








ORB I • I cUtUc 


140 


K7 


120 


8 








ItDD 1 * t 9f19ft9 

DRol *l cuoUc 


141 


148 


92 


10 


120 






nnn 1*1 Ortjl 

DRB1 *i zua 


14ft 
1 40 


oo 


10 


7 


8 






DKB 1+ I ZUb 


1 47 
141 




10 


7 


8 






nno i *i one 


147 
1 4 i 


1 4ft 


92 


10 


7 


8 




nnn * + « OftT 

DRdI *1cUi 


140 














DRB1 *1 Zuo 


1 cn 
i 3U 


14ft 
1 40 


J L 


10 


7 


8 




DRBU130101 


46 


23 


24 


25 


10 


11 


12 


ORB1M30102 


151 














DRB1H30103 


12 


7 


14 










DRBH130201 


46 


23 


24 


25 


10 


11 


12 


DRBU130202 


12 


152 












DRBH130301 


42 


109 


153 


33 








DRB1M30302 


61 


109 


153 










DRB1*1304 


25 


61 


11 


12 


14 






0RBH1305 


134 


32 


23 


25 


67 


68 




DRBf*1306 


46 


23 


25 


10 


109 


14 




DRBU130701 


154 


45 


til 134 


46 


155 


18 


67 


DRBU13Q702 


111 


46 


155 


18 


58 


67 


119 


DRBW308 


46 


50 


11 


12 


14 






DRBU1309 


24 


25 


10 


156 


14 






DRBU1310 


46 


23 


25 


10 


109 


153 


14 


DRB1H311 


18 


25 


67 


68 


14 






ORBU1312 


111 


61 


10 


109 
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Table 23-8 
Allele Number 



DRB1*1313 


1 1 1 


0RB1 *1 31401 


1 o 
10 


DRB1M31402 


25 


DRB1*!315 


30 


DRB1*1316 


157 


DRB1*1317 


97 


DRB1*1318 


23 


DRBU1319 


30 


DRB1*1 320 


46 


DRB1*1321 


111 


DRBU1322 


111 


DRBU1323 


11 


DRB1*1324 


25 


DRBU1325 


154 


DRB1*1326 


31 


ORBU1327 


21 


DRB1*1328 


159 


DRB1*1329 


46 


DRBI*1330 


25 


DRBt*1331 


104 


DRB1*1332 


23 


DRB1*1333 . 


61 


DRB1*1334 


160 


DRBU1335 


161 


DRB1*1336 


46 


DRBU1337 


109 


ORB1*1338 


61 


DRBU1339 


43 


DRBU1340 


46 



Probe Number for Detection 



£ 1 
0 I 


i n 
1 u 


PO 










*i C 

Zb 


of 


1 1 Q 


Rft 
DO 








C 0 

58 


or 


1 1 9 


Aft 
00 








25 


1 1 




1 A 








12 


14 












25 


C~7 
01 


00 


1 A 
1*1 








50 


1 1 


1 o 
1 L 


1 A 








23 


24 


CO 




ft i 

0 1 


1 A 




25 


61 


67 


68 








46 


18 


25 


10 


1 1 


12 


1 A 

14 


12 


33 












67 


125 


122 


14 








45 


111 


134 


46 


18 


25 


124 


58 


23 


24 58 


67 


119 


68 


120 


11 


12 


14 










23 


24 


25 


80 


81 






61 


10 


109 










10 


11 


12 










61 


11 


12 ^ 


14 








109 


136 












11 


12 












23 


24 


10 


11 


12 






153 


33 












11 


12 












10 


11 


12 










23 


24 


10 


11 


12 


14 
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Table 23-9 

Allele Number Probe Number for Detection 



nRB1*1341 


21 


11 


12 








VnO 1 ♦ 1 OHL 


23 


67 


68 


14 






npRI ±1 343 


25 


38 


80 


81 


14 




UKD 1 ♦ 1 


1 1 1 


134 


46 


18 


25 


14 


HDD I * 1 "i A 5 


L D 


38 


10 


n 


12 




UKD 1+ 1 3*9 


18 


104 


162 


67 


135 


68 


UKol *1 44 i 


1 1 1 
1 1 1 


18 


67 


66 


33 




HOD 1 ♦ t "JvtQ 

URo I * 1 J40 


D 1 


1 ] 


12 


14 






HDD 1 * 1 3 AQ 


1 1 1 
I 1 1 


61 


67 


68 






nnft 1x14 FA 

DRdI*1 JbU 


1 tA 


1 17 

1 U 1 




67 


68 




nno 1 * i lei 

DRB 1 *1 ob 1 


10 0 












nno 1*1 1C4 

DRBm 35Z 


AG 






25 


10 


11 


0RBU1353 


30 


24 


11 


12 


14 




DRBU1354 


92 


125 


122 


14 






DRBU1355 


111 


42 


67 


66 


33 




DRB1*140101 


99 


111 


130 


131 


14 




DRBU140102 


164 


111 


38 


130 


14 




DRB 1*1402 


99 


158 


23 


24 






DRB>*1403 


99 


23 


66 








DRB W 404 


99 


97 


130 


131 


14 




DRBU140501 


165 


166 


131 


14 






DRB1*1405O2 


165 


131 


14 








ORBU1406 


45 


30 


23 


24 


14 




DRBU140701 


164 


111 


38 


130 


131 




DRBU140702 


38 


131 


33 








DRBU1408 


164 


111 


107 


130 


131 


14 


DRB1*1409 


167 


134 


46 


22 


32 


23 


DRBU1410 


59 


38 


130 


131 


14 




DRBU1411 


97 


35 


36 


130 


131 


14 


0RBU1412 


30 


23 


24 


66 


14 





12 14 
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Table 23-10 



Allele Number Probe Number for Detection 



DRBU1413 


30 


23 


24 


61 






DRBI*1414 


111 


50 


130 


131 






DRB1H415 


97 


50 


67 


65 


14 




DRB1*1416 


38 


10 


11 


12 


14 




DRBU1417 


134 


46 


22 


23 


25 


14 


DRBU1418 


23 


24 


166 


130 


131 


14 


DRB1*1419 


29 


45 


30 


23 


24 


20 


DRBU1420 


133 


150 


30 


50 


14 




DRBU1421 


46 


22 


23 


25 


20 


14 


ORBU1422 


50 


38 


105 


67 


135 


68 


DRBU1423 


164 


111 


50 


130 


131 


14 


ORB 1 * 1 424 


30 


158 


23 


24 


10 


168 


DRB1*1425 


111 


18 


38 


105 


67 


135 


DRB1*1426 


169 


14 










DRB1*1427 


30 


23 


24 


67 


68 


132 


DRB1*1428 


38 


8 


113 








DRB1*1429 


30 


158 


23 


24 


8 




DRB1*1430 


134 


46 


22 


32 


23 


25 


DRB1*1431 


97 


38 


7 


14 






ORBU1432 


164 


111 


38 


71 


14 




DRBU1433 


24 


25 


57 


14 






DRB1*1434 


164 


111 


107 


7 


14 




DRBU1435 


25 


38 


130 


131 


14 




0RB1*1436 


49 


131 










DRB1*1437 


165 


156 


14 








DRB1*1438 


38 


170 


14 








DRBW439 


171 


38 


130 


131 


14 




DRBU1440 


30 


50 


124 


132 


66 




DR8U1441 


45 


111 


150 


30 


50 


172 


DRB1*1442 


18 


25 


130 


131 
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Table 23-11 

Allele Number Probe Number for Detection . 



DRB1*1443 


173 










0RB1*1444 


165 


lob 


1 31 






DRB1*1445 


165 


10 


131 


1 A 




DRBU150101 


174 










DRBU150102 


17S 


176 








DRBH150103 


177 


7 


1 A 

• 14 






DRB1 $150104 


177 


25 


i n 
1U 


1 cc 
1 3D 


\A 
l«# 


DRB1*150201 


177 


25 


DO 


i n 
I u 


1 DO 


DRB1*1 50202 


25 


10 


t CO 

168 


1 cc 

1 Do 




DRB1*150203 


178 










DRB1*1503 


177 


179 




CD 

DO 


i n 
1 u 


DRB1*1504 


177 


67 


180 


14 




DRBl*1 505 


177 


25 


58 


16 


14 


DRB1*1506 


181 










DRBU1507 


177 


58 


10 


156 


14 


DR81*1508 


182 










DRB1*1509 


183 


156 








DRBU1510 


177 


12 


14 






DRBU1511 


177 


58 


10 


156 




DRBH1512 


177 


61 


42 


10 


156 


DRB141513 


177 


25 


58 


184 


156 


DRBU160101 


177 


67 


120 






DRBU160102 


177 


67 


68 






DRB1*160201 


177 


120 








DR8H160202 


177 


124 








DRBU1603 


185 










DRB1*1604 


127 


58 


67 


68 


132 


DRBU1605 


177 


10 


120 






DRBH1607 


186 










DRB1M608 


177 


187 


67 


120 
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Table 23-12 

Allele number 



0RB3*010101 


188 


DRB3*01010201 


189 


DRB3*O1O103 


188 


DRB3*010104 


28 


DRB3*0102 


190 


DRB3*0103 


188 


DRB3*0104 


193 


DRB3*0105 


194 


DRB3*0106 


188 


DRB3#0107 


188 


DRB3*0108 


188 


DRB3*0109 


188 


DRB3*0110 


196 


0RB3*0201 


189 


DRB3*O20201 


197 


DRB3*020202 


198 


DRB3*02O2O3 


199 


DRB3*020204 


47 


DRB3*0203 


198 


DRB3*0204 


47 


DRB3*0205 


30 


DRB3*02O6 


23 


DRB3*0207 


47 


DRB3*0208 


47 


ORB3*0209 


195 


DRB3*0210 


197 


DRB3*0211 


47 


DRB3*0212 


198 


DRB3*0213 


203 


DRB3*0214 


204 



Probe Number fox Detection 



34 


172 


162 


26 


0 Q 

Zo 


26 










34 


.172 


26 


28 




175 










191 


34 


172 


162 


26 


192 


172 


162 


26 


28 


34 


172 


162 


IS 


28 


28 










34 


50 


162 


26 


28 


20 


40 


48 






23 


24 


162 


26 


28 


195 


162 


26 


28 




14 










196 


195 


47 


48 




195 


47 


40 


41 




200 


48 








201 


47 


48 






26 


27 


14 






195 


47 


48 






202 


47 


48 






104 


162 


48 






61 


42 


48 






92 


40 


48 






.198 


195 


40 


48 




10 


48 








195 


47 


48 
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Table 23-13 



Allele Nuxnber Probe Number for Detection 



DRB3*0215 


198 


195 


47 


■ 40 


DRB3*0216 


47 


105 


48 




DRB3*0217 


47 


67 


48 




DRB3*030101 


92 


48 


14 




DRB3*0301O2 


205 








DRB3*0302 


198 


92 


48 


14 


DRB3*0303 


30 


50 


162 


92 


DRB4*010101 


206 








ORB4*0102 


207 








DRB4*0I03O2 


208 


209 


210 




DRB4*010303 


206 


131 






DRB4*010304 


211 








DRB4*0104 


212 


213 






DRB4*0105 


208 


214 






DRB4*0106 


208 


209 


210 




DRB4*0201N 


87 


14 






DRB5*010101 


215 








DRB5*010102 


129 


58 


67 


119 


DRB5*0102 


2 


216 


217 


67 


DRB5*0103 


218 


219 


220 




DRB5*0104 


129 


66 






DRB5*0105 


108 


67 


119 


120 


DRB5*0106 


129 


113 






DRB5*0107 


129 


10 


221 


120 


DRB5*0109 


222 








DRB5*0110N 


218 


217 


67 


119 


DRB5*0111 


129 


156 






DRB5*0112 


129 


223 


224 


225 


DRB5*0202 


226 


113 






DRB5*0203 


218 


217 


10 


168 


DRB5*0204 


218 


67 


180 


113 


DRB5*0205 


218 


m 


113 





26 28 



68 

119 120 



120 



156 
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Table 24-1 

Allele Dumber Probe Number for Detection 



ORBU010101 


0 


1 


2 


3 


4 


5 




DRBU010102 


6 














DRB1*010201 


7 


8 












DRBU010202 


9 














DRBH0103 


10 


11 


12 










DRBU0104 


13 


14 












DRBU0105 


15 














DRB1*0106 


16 


14 












DRB1*Q107 


17 














DRBU0108 


18 














DRBU0109 


19 


16 












DRBU0110 


20 














DRB1*030101 


21 


22 


23 


14 








DRBU030102 


. 24 


13 


14 










DRBU030201 


21 


25 


23 . 










DRB1*030202 


21 


13 












DRB1*0303 


25 


26 


27 


28 


24 


23 


14 


DRBH03Q4 


22 


26 


29 


30 


24 


23 


14 


DRBUO30501 


22 


26 


27 


28 


30 


24 


23 


DRBU030502 


23 


31 












DRB1*0306 


22 


32 


26 


27 


28 


24 


23 


ORBU0307 


21 


23 


14 










DRBU0308 


21 


33 


34 


23 


14 






DRB1*0309 


35 














DRBU0310 


36 


24 


23 


14 








DRBU0311 


22 


37 


38 


23 


14 






DRBU0312 


39 


40 


24 


23 








ORB)*0313 


41 


24 


23 


14 








DRBU0314 


22 


26 


27 


28 


30 


24 
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Table 24-2 

Allele Number 

DRBU0315 

DRBU0316 

DRBU0317 

DRB1*03I8 

DRBH0319 

DRBU0320 

DRBU0321 

DRB1*0322 

DRBU0323 

DRB1*0324 

DRBU0325 

ORBU040101 

DRB1*040102 

DRBH0402 

DRBU040301 

DRB1*Q40302 

DRB1*0404 

DRBU04050I 

DRBU040502 

DRB 1*040503 

DRBU040504 

DRBM04Q6 

DRBUQ40701 

DRB1 1040702 

DRBU0408 

DRB 1*0409 

0RB1 10410 

DRBU0411 

DRBH0412 

DRBU0413 



Probe Number for Detection 



22 


26 


27 


28 


30 


42 










43 


44 


18 


45 


13 


46 


14 








47 


24 


23 


14 




23 


8 








48 


30 


24 


23 


14 


49 










35 


14 








30 


37 


38 


13 


14 


22 


26 


50 


51 


30 


52 


20 








53 










52 


12 


14 






54 


18 


55 


14 




54 


56 


55 


14 




52 


14 








54 


57 


58 


18 


39 


59 










54 


57 


58 


18 


39 


58 


40 


31 






54 


58 


55 


14 




54 


18 


55 






60 










61 


54 


57 


58 


18 


58 


39 


20 






58 


18 


39 


14 




52 


55 


14 






58 


39 


10 


62 


14 


58 


20 


14 
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Table 24-3 

Allele Number Probe Number for Detection 



DR8t*0414 


58 


10 


11 


12 


DRBU0415 


54 


58 


34 


63 


DRBU0416 


65 








DRB1*0417 


58 


39 


55 




DRBU0418 


58 


10 


62 


14 


DRBU0419 


61 


54 


57 


58 


DR81*0420 


58 


55 






DRR1 *0421 


61 


54 


57 


20 


DRBU0422 


58 


18 


24 


23 


nRRi ±0423 
lino i •utt «* 


66 








HRR11Q424 


39 


40 


67 




DRRU0425 


58 


18 


63 


64 




69 








DRBU0427 


18 


55 


8 




DRBU0428 


58 


18 


30 


39 


DRBH0429 


70 








DRBU0430 


71 








DRBU0431 


54 


58 


18 


68 


DRB1*0432 


72 








ORBU0433 


73 








DRBU0434 


74 


75 


18 


• 20 


DRBU0435 


54 


30 


20 




DRBU0436 


54 - 


63 


64 


14 


ORB1*0437 


54 


11 


12 


14 


DRBU0438 


54 


47 


20 




DRBU0439 


76 








DRBU0440 


77 








DRB1*0441 


54 


78 


79 


55 


DRBU0442 


54 


30 


14 




DRBU0443 


54 


58 


30 
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Table 24-4 

Allele Number Probe Number for Detection 



DRBl *U444 


cc 
30 


18 


13 


14 


DRBi*U/U i U I 


ou 


^7 

O 1 


SI 




nnni *nTft 1 ft 9 

DRB»*0701UZ 


ft 9 


oo 


P. 4 


81 


DRBH0703 


Q C • 
03 








DRBU0704 


01 


1 1 
1 J 






DRB1*0705 


00 








DRBU0706 


o o 
03 


ft7 


ft 1 
0 1 




DRB1*07Q7 


O 0 
00 








DRBl*080101 


a a 




DO 




DRBH0801O2 


9U 








DRBH080201 


91 


31 






ORB 1*080202 


89 


18 


63 


be 


DRBU080203 


92 








DRBH080302 


21 


10 


62 




DRBU080401 


21 


62 


14 




DRBH080402 


18 


63 


62 


93 


DRBl 1080403 


62 


93 


31 




DRBU080404 


62 


14 


31 




DRBU0805 


89 


39 


63 


64 


DRBU0806 


39 


63 


62 


14 


ORB r #0807 


94 


63 


62 


31 


0RBU0808 


36 


95 


62 




DRBUQ8Q9 


96 


48 


63 


62 


DRBU0810 


89 


39 


10 


62 


DRBU0811 


97 


62 






DRBM0812 


10 


62 


8 




DRBU0813 


96 


89 


18 


62 


DRBU0814 


98 








DRB1*0815 


95 


10 


62 




DRBU0816 


99 


21 
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Table 24-5 

Allele Kunber Probe Number for Detection 



DRBH0817 


30 


39 


63 


62 




DRBU0818 


96 


89 


39 


10 


64 


DRBH0819 


100 


10 


62 






DRBH0820 


101 


18 


63 


62 


14 


DRBU0821 


102 










DRBH0822 


8 


103 


31 






DRBH0823 


15 


62 








DRBH0824 


89 


18 


63 


64 




DRBU090102 


104 


84 








DRB1*0902 


104 


56 








DRB1*100101 


10S 










DRBU100102 


106 


107 








0RB1*110101 


91 


34 


63 


64 




DRB1*110102 


34 


63 


64 


31 




DRBU110103 


34 


63 


108 


109 


110 


DRBU110104 


111 


18 


30 


33 


63 


DRB1*1102 


21 


34 


10 


11 


12 


ORB 1*1 103 


91 


12 


14 






D RBI* 110401 


91 


63 


64 


14 




DRB1 *110402 


34 


14 


31 






DRBW105 


112 


33 


34 


63 


64 


DRB1*1 10601 


34 


63 


64 


8 




DRB1M 10602 


34 


63 


64 


7 


8 


DRB1*1107- 


33 


34 


24 


23 


14 


DRBU110801 


18 


30 


33 


64 




DRBU110802 


18 


30 


33 


64 




DRB1*1109 


113 


27 


26 


30 


33 


0RBU1110 


26 


114 


48 


30 


33 


DRBU1111 


30 


33 


63 


11 


12 


DRBU1112Q1 


115 


30 


33 


63 


64 
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Table 24-6 s 
Allele Humber Probe Number for Detection 



DRB1*111202 


101 


116 


48 


30 


33 


63 


DRB1*1113 


21 


30 


33 


67 


7 


14 


DRBU11 14 


21 


34 


10 


11 


12 




DRB1*1115 


117 


34 


63 


118 


64 




DRB1 * 1116 


27 


33 


10 


11 


12 


14 


DRR1 til 17 


21 


33 


55 


7 


14 




DRBU1118 


18 


33 


10 


64 


14 




DRRItl 1 1 Q 

LirVD 1*111* 


18 


33 


10 


64 






ncRi t 1 1 ?n 

UnD t* 1 l£U 


27 


33 


10 


11 


12 




DRB1*1 121 


33 


10 


11 


12 






unu i ~ t lit 


54 


30 


34 


63 


64 




lino i*ii to 


33 


34 


63 


64 


68 


62 


UnD 1 * 1 1 t«t 


99 


34 


63 


118 


64 




DRBI*1125 


34 


63 


62 


14 






DRBK1126 


43 


101 


119 


18 


30 


33 


DRBU112701 


120 


. 64 


13 








DRB1*112702 


33 


64 


23 








DRB1*1128 


119 


78 


79 


30 


33 


63 


0R8U1129 


43 


101 


119 


30 


33 


63 


DRBUinO 


121 


64 










DRBU1131 


122 


123 


10 


64 






DRBU1132 


33 


34 


63 


64 


124 




0RB1 * 1 1 33 ■ 


125 












ORB! * 11 34 


18 


30 


33 


14 






DRB1*1135 


125 


14 










DRB1*1t36 


30 


33 


11 


12 


14 




DRBU1137 


43 


101 


119 


18 


33 


63 


DRB1 *1 1 38 


126 












DRB1*1139 


45 


64 










DRB1*1140 


27 


30 


33 


63 


11 


12 



64 



64 
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Table 24-7 



Allele Number Probe Number for Detection 



DRB1H141 


ii 


ei 
D<3 


1 1 
1 1 


1? 

1 c 


14 






DRB1*1142 


18 


3U 


JO 




14 
1 *t 






DRB1*1143 


45 


64 


1 A 

14 










DRB1*120101 


127 


21 


128 


i on 
129 


9 A 

54 


in 


7 


DRBU120102 


127 


21 


128 


129 


84 


IU 


0 


DRB1*120201 


129 


63 


7 


8 








DRBU120202 


129 


63 


tin 
110 










DRBU120302 


128 


129 


84 


10 


1 1 A 

1 tu 






0RB1*1204 


129 


34 


10 


7 








DRBU1205 


128 


84 


10 


7 


o 

o 






DRBH1206 


21 


128 


129 


84 


10 


f 


o 
0 


DRBH1207 


130 














DRB1*1208 


131 


129 


84 


10 


7 


8 




DRB1*130101 


21 


27 


30 


10 


11 


12 


14 


DRBU130102 


132 














DRBU130103 


12 


7 


14 










DRB1*130201 


21 


27 


30 


10 


11 


12 




DRBU130202 


133 


134 












DRBU130301 


.40 


135 


136 


31 








DRB1*130302 


39 


135 


136 










DRBU1304 


21 


40 


10 


11 


12 


14 




DRB1*1305 


119 


113 


27 


30 


63 


64 




DRBU1306 


44 


27 


30 


10 


64 


14 




DRBU130701 


137 


43 101 


119 


44 


138 18 


63 


118 


DRB1*1 30702 


101 


44 


138 


18 


56 


63 


118 


DRBH1308 


44 


48 


11 


12 


14 






DRBU1309 


28 


30 


47 


. 16 


14 






DRBU1310 


44 


27 


30 


10 


135 


136 


14 


ORBltUU 


18 


30 


63 


64 


14 







8 
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Table 24-8 



Allele Number Probe 



DRBU1312 


101 


39 


0RB1*1313 


101 


39 


DRBU131401 


18 


30 


DRBU131402 


30 


56 


DRBH1315 


25 


30 


DRBU1316 


139 




DRB1*1317 


21 


89 


DRBU1318 


.27 


30 


DRB1H319 


21 


48 


DRB1*1320 


44 


27 


DRBH1321 


21 


40 


DRBW322 


101 


44 


DRBU1323 


11 


12 


DRBU1324 


30 


63 


DRBU1325 


137 


43 


DR31*1326 


26 


113 


DRBH1327 


22 


11 


DRB1M328 


140 




DRB1*1329 


44 


27 


DRBH1330 


30 


39 


DRB1*1331 


141 


10 


DRBU1332 


27 


39 


DRB1*1333 


39 


135 


DRBU1334 


142 


11 


ORBU1335 


143 




DRB1*1336 


44 


27 


ORB1*1337 


135 


136 


DRB1#1338 


39 


11 


DRBI*1339 


41 


10 



Number for Detection 



10 


64 










10 


62 










63 


118 


64 








63 


118 


64 








11 


12 


14 








30 


10 


11 


12 


14 




63 


62 


14 








10 


11 


12 


14 






28 


30 


11 


12 


14 




63 


64 










18 


30 


10 


11 


12 


14 


31 












11 


12 


14 








101 


119 


44 


18 


30 


64 


11 


28 56 


63 


108 


109 


110 


12 


14 










28 


30 


It 


12 






10 


64 










11 


12 










11 


12 


14 








23 












12 












28 


10 


11 


12 







31 
12 

11 12 
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Table 24-9 

Allele Number 

DRBU1340 

DRBU1341 

DRBU1342 

DRB1*1343 

DRBU1344 

DRB1*1345 

DRB1 *1 346 

ORB1*1347 

ORB 1 * 1 348 

DRBH1349 

DRBU1350 

DRBH1351 

DRBH1352 

DRBU1353 

DRBH1354 

DRBU1355 

DRBU140101 

DRBU140102 

DRB1*1402 

DRB1M403 

DRBU1404 

DRB1*140501 

DRBU140502 

DRBU1406 

DRBU140701 

DRBU1407O2 

DR8U1408 

DRB1*1409 

DRBU1410 

DRBU1411 

DRBH1412 



V 

Probe Number for Detection 



44 


27 


28 


10 


11 


12 


22 


11 


12 








27 


63 


64 


14 






30 


36 


11 


12 


14 




101 


119 


44 


18 


30 


14 


30 


36 


10 


11 


12 




18 


141 


144 


63 


120 


64 


101 


18 


63 


62 


31 




39 


11 


12 


14 






101 


39 


63 


64 






119 


78 


30 


63 


64 




145 












44 


50 


51 


30 


10 


11 


25 


28 


11 


12 


14 




84 


11 


12 


14 






101 


40 


63 


62 


31 




91 


101 


55 


7 


14 




146 


101 


36 


67 


55 




91 


27 


28 








91 


27 


62 








91 


89 


55 


7 


14 




147 


148 


7 


14 






147 


7 


14 








149 


43 


25 


27 


28 


14 


146 


101 


36 


55 


7 




36 


7 


31 








146 


101 


95 


55 


7 


14 


43 


119 


44 


26 


113 


27 


57 


36 


55 


7 


14 




89 


33 


34 


55 


7 




25 


27 


28 


64 


68 


62 
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Table 24-10 <■ 
Allele Number Probe Number for Detection 



DRB 1*1413 


25 


27 


28 


39 






DRBU1414 


146 


101 


48 


55 


7 




nRRI t 1 41 5 
Uf\D l * l *t i a 


89 


46 


63 


62 


14 






48 


36 


10 


11 


12 




nPRI ±1 41 7 
UKD 1* 1 ** ■ 1 


119 


44 


26 


27 


30 


14 


nRRI 1 1 41 ft 


27 


28 


148 


55 


7 


14 


nRRI t 141 9 


21 


25 


27 


28 


20 




UKD 1 * lieu 


43 


101 


131 


25 


48 




ukd i * I it 1 


44 


26 


27 


30 


20 




nooi ±1499 


4ft 

HQ 


36 


95 


63 


120 


64 


HOD 1«1 iOI 

UKol *l Ac. J 




101 


48 


55 


7 


14 






113 


27 


28 


47 


19 


RDR1 ±1 49S 


mi 


18 


36 


95 


63 


120 


HDD 1*1 A OC 


1 OU 


1 4 










DRB1*1427 


25 


27 


28 


63 


64 


68 


DRBU1428 


36 


8 


103 








DRBU1429 


25 


113 


27 


28 


8 




DRB 1*1 430 


119 


44 


26 


113 


27 


30 


DRBW431 


89 


36 


7 


14 






DRBU1432 


146 


101 


36 


67 


14 




DRB1*1433 


28 


30 


55 


14 






DRB1*!434 


146 


. 101 


95 


7 


14 




DRBU1435 


30 


36 


55 


7 


14 




DRB1*1436 


151 


7 










DRBU1437 


147 


16 


14 








DRB1*1438 


36 


13 


14 








DRB1*1439 


152 


36 


55 


7 


14 




DRB1*1440 


25 


48 


64 


68 


62 




DRBU1441 


43 


101 


131 


25 


153 


154 


DRBU1442 


18 


30 


55 


7 






DRBW443 


155 
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Table 24-11 

Allele Number Probe Number for Detection 



nRRI ±\AAA 
UKD 1 # 1 H**H 


147 


148 


7 






UKD 1 * 1 9*13 


147 


47 


7 


14 




uno i*i 3u i u i 


156 










UKD 1 * 1 3U 1 Uc 


157 


158 








unci I * I du i uo 


159 


7 


14 






UKD 1 ♦ 1 3U 1 wl 


159 


30 


47 


16 


14 


noRi * i cn9m 

UKD 1 * 1 3UcU 1 


159 


30 


56 


47 


16 


UKD 1 * 1 DUtUc 


30 


47 


19 


16 




noD i*i CflOft Q 
UKd i * 1 oUcUo 


i fin 










UKo 1 ♦ 1 DUa 


159 


161 


30 


56 


47 




ICQ 


IQC 


16 


14 




DRB 1*1 505 


1 CQ 


JU 




16 


14 


noa 1+1 CfIC 


1 0 0 










DRB it 1507 




Cfi 
00 


A7 


16 




DRB1*1508 


164 










DRBH1509 


165 


16 








DRB1 *1 510 


159 


12 








DRB 1*151 1 


159 


56 


47 


16 




DRBU1512 


159 


39 


40 


47 


16 


DRBU1513 


159 


30 


56 


166 


16 


DRBU160101 ■ 


159 


63 


110 






DRBH1601O2 


159 


63 


64 






DRBU160201 


159 


110 








DRB1*160202 


159 


64 








DRBUI603 


167 










DRB 1 * 1 604 


159 


62 








DRBU1605 


159 


10 


110 






DRBH1607 


168 










DRB 1* 1608 


159 


28 


63 


110 




DRB3*010101 


169 


32 


154 


144 


24 


DRB3*010!0201 


170 


24 









16 14 



13 
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Table 24-12 







Probe Number for Detection 




169 


32 


1 CA 

154 


£4 


i ? 




169 


32 


1 54 


144 


24 14 


UKD <J*U lUt 


171 


172 


32 


154 


1 A A OA 

144 *4 




169 


173 


154 


144 


t A 10 

24 13 


nDR3±mnA 

UKOO+U IUh 


169 


32 


154 


144 


ha to 
24 13 




174 


13 








UKD 0*U 1 UD 


169 


32 


48 


144 


24 13 




IS* 


175 


38 


13 




UKDJ+U IU0 


169 


27 


28 


144 


24 13 


UKD J *u Ills 


169 


176 


144 


24 


13 


npRiini i n 

UKDO+U I 1 U 


177 










UKD 0*UtU I 


170 


14 








no a o+non9fi i 


1 I o 


179 


176 


45 


13 




17ft 

1 1 o 


179 


176 


45 


38 23 




1 ou 










DRB3*OZ0204 


4t> 


181 


13 






DRB3*0203 


179 


29 


45 


13 




DRB3*0204 


45 


24 


23 


14 




DRB3*02O5 


178 


25 


176 


45 




DRB3*0206 


182 


183 


45 


13 




DRB3*0207 


45 


141 


144 


13 




DRB3*0208 


45 


39 


40 


13 




DRB3*Q209 


176 


84 


38 


13 




ORB 3*0210 


178 


179 


176 


38 


13 


DRB3*0211 


45 


47 


13 






DRB3*0212 


184 


13 








DRB3*0213 


185 










DRB3*0214 


186 










DRB3*0215 


178 


179 


176 


45 


38 


DRB3*0216 


45 


95 


13 






DRB3*0217 


45 


162 


13 







13 
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Table 24-13 

Allele Number Probe Number for Detection 



ORB3*030101 


84 


13 


14 




DRB3*030102 


187 








DRB3*0302 


179 


48 


84 


175 


DRB3*0303 


25 


48 


144 


84 


DRB4*010101 


188 








DRB4*0102 


189 








DRB4*0 10302 


80 


190 


14 




DRB4*010303 


188 


191 






DRB4*010304 


192 








DRB4*0104 


23 


193 






DRB4*0105 


194 


195 






DRB4*0106 


194 


190 


193 




DRB4*0201N 


80 


14 






DRB5*010101 


196 








DRB5*0101O2 


117. 


56 


63 


118 


DRB5*0102 


197 


78 


63 


108 


DRB5*0103 


198 


199 


200 




DRB5*0104 


117 


62 






DRB5*0105 


99 


63 


108 


110 


ORB 5*01 OS 


117 


103 






DRB5*0107 


117 


10 


108 


110 


DRB5*0109 


201 








DRB5*0110N 


197 


78 


63 


108 


DRB5*01I1 


117 


16 






DRB5*0112 


117 


84 


67 


81 


ORB5*0202 


202 


103 






DRB5*0203 


198 


78 


47 


19 


DRB5*0204 


203 


162 


16 


103 


DRB5*0205 


203 


78 


103 





38 13 
24 13 



64 
110 



110 



16 
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(Example 13) 

Probes for identification of HLA-MICA allele 

Extraction of DNA from 1 ml pf human blood was 
performed usxng GFX Genomic Blood DNA Purification 
5 Kit from Amersham Biosciences in the same manner as 
in Example 1 . 

Next, quantitative PCR was carried out in the 
same manner as in Example 1 except that probes in 
Tables 25-1 and 25-2 were used and 2 pi of the mixed 
10 primers consisting of 1 \xl each of respective 

solutions of the following primers (10 pmol/jil) and 6 
111 of ultra pure water: 

AGTGGAGCCAGTGGACCCAAGA (SEQ ID NO: 104) 
TGATGTTTTCTTCTTACAACAAC (SEQ ID NO: 105) 
15 After PCR amplification, referring to Amp Plot and 
Dissociation curves on a display of 5700 software, 
and. to the allele-probe list 1 (Tables 27-1 and 27-2), 
it was identified as MICA*00201. 
(Example 14) 

20 Extraction of DNA from 1 ml of human blood was 

performed in the same way as in Example 3. PCR of 
human HLA-MICA was then performed in the same manner 
as in Example 2 except that 3 pi of the mixed primer 
consisting of 1 (xl each of the solutions containing 

25 the following sequences at 10 pmol/jil respectively, 
and 12 pi of ultra pure water were used: 
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GTCTTCGTTATAACCTCACGGT ( SEQ ID NO : 106 ) 
GCTCGTGAGCCTGCAGGTCCTG (SEQ ID NO: 107) 
AGTGGAGCCAGTGGACCCAAGA (SEQ ID NO: 108) 
At the same time, a DNA microarray was prepared 
5 to identify the allele in the specimen described 

above in the same manner as in Example 2, except that 
probes in the probe list of Table 26-1 were used to 
form the probe spots respectively. 

Then, hybridization was performed using the 
10 above specimen and the prepared DNA microarray in the 
same manner as in Example 2. The DNA microarray was 
air- dried and the fluorometry measurement was 
conducted with GenePix4000B (Axon) . Referring to the 
allele-probe correspondence list 2 (Tables 28-1 and 
15 28-2), it was identified as MICA*00201. 

Allele list 
MICA*001 

gtcltcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttctcaclgaggtacatctgga 
20 tgglcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagAgacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactAaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatltcttgaaggaagatgccatgaagaccaagacac 
25 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaAaatccGgcgtaglcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacactgaGctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
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atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgct tcagagt 
cattggcagacattccalgtltctgctgttgctgciNNNgctgctN^NNNNNNNNNNNNNNNatttttgttatta 
t talt ttciatgtccgttgttgtaagaagaaaacatcagctgcagagggtccagagctcglgagcctgcaggtcct 
5 ggatcaacacccagt tgggacgagtgaccacagggaigccacacagctcggat t tcagcctctgatgtcagatctt 
gggtccactggctccactCSEQ ID NO: 109) 
MICA*00201 

gtcttcgttataacctcacggtgctgtccggggatggatctgtgcaglcagggt ttctcgctgaggtacatctgga 
tggtcagccct tcctgcgclglgacaggcagaaaigcagggcaaagccccagggacagtgggcagaagatgtcctg 

10 ggaaataagacatgggacagagagaccagggact tgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcl tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcat t tclactacgatggggagctcttcctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttct tgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 

15 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacactgagctggcgtcaggatggggtatctt t gage cacgacaccc age agtgggggg 
at gt.ee tgcctgatgggaatggaacctaccagacctgggtggccaccaggatt tgccaaggagaggagcagaggt t 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgct tcagagt 
cat tggcagacat tccatgt ttctgctgttgctgctgctgctgctgctgctgctgctatt tttgttat tat tattt 

20 tctaCgtctgt tgt tgtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatca 
acacccagttgggacgagtgaccacagggatgccacacagctcggatt tcagcctctgatgtcagatcttgggtcc 
actggctccact(SEQ ID NO: 1 10) 
MICA*00202 

gt.cttcgttataacctcacggtgctgtccGgggatggatctgtgcagtcagggt ttctcgctgaggtacatctgga 
25 tggtcagccct tec tgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggact tgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 



WO 2005/063985 



PCT/JP2004/019763 



671 



gagctcccagcatttclaclacgatggggagctcttcctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagc tcagacc t tggccatgaacgtcaggaat t tcl tgaaggaagatgccatgaagaccaagacac 
aclatcacgctatgcaigcagactgcctgcaggaactacggcgatatc^taaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagTgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
5 Itctatccctggaatatcacactgagciggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
a t g t c c t gc c t ga I gggaa t ggaa c c t a c c agac c t ggg t ggc c ac c agga 1 1 1 gc c aaggagaggagc agagg 1 1 
cacctgctacatggaacacagcgggaatcacagcactcaccctglgccctctg(SEQ ID NO: 11 1) 
MICA*004 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtt tcttgctgaggtacatctgga 
10 tggtcagccct tcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcclg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacgtggagactgaggaatggacagtgccc 
cagtcctccagagc tcagacc t tggccatgaacgtcaggaat ttct tgaaggaagatgccatgaagaccaagacac 
15 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaaG 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttcUtccccggaatalcacactgacctggcgtcaggatggggtatctt tgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaalggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
20 cattggcagacattccatgtttctgctgttgctgctgctgctgctgctatttttgttattattattttctatgtcc 
gttgttgtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagt 
tgggacgagtgaccacagggatgccacacagctcggatttcagcctctgatgtcagCtcttgggtccactggctcc 
ac t (SEQ ID NO : 1 1 2) 
MICA*005 

25 gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtt tcttgctgaggtacatctgga 
tggtcagccct tec tgcgctAtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaa taagaca tgggacagagagaccagggac t tgacagggaacggaaaggacc tcagga tgaccc tggc t ca t a 
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tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagalccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaGtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgjaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaaclacggcgatatctaaaatccggcgt.agtcctgaggagaac 
5 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacaltaccgtgacatgcagggcttccagc 
ttctatccccggaatatcacactgaCctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccGaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaalcacagcactcaccctgtgccctct (SEQ ID NO: 113) 
MICA*006 

10 gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaalaagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
Icaaggaccagaaagaaggcltgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacgtggagactgaggaatggacagtgccc 

15 cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctalgcatgcagactgcctgcaggaactacggcgatatctagaatccagcAtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcacactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
a t g t c c t gc c t ga t gggaa t gga ac c t ac c agac c t ggg t ggc c ac c agga 1 1 1 gc c aaggagaggagc agagg 1 1 

20 cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgctgttgctgctgctgctgctgctatttttgttattattattttctatgtcc 
gttgttgtaagaagaaaacatcagctgcagagggtccagagetcgtgagcctgcaggtcctggatcaacacccagt 
tgggacgagtgaccacagggatgccacacagclcggatttcagcctctgatgtcagctcttgggtccactggctcc 

act (SEQ ID NO: 114) 
25 MICA*00701 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagccctlcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
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ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcat tccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctaclacgatggggagc let tec tctcccaaaaectggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
5 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagTgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacactgagctggcgtcaggatgggglatctttgagccacgacacccagcaglgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacc tgc t aca tggaacacagcgggaa tcacagcac tcaccc tgtgccc tc tgggaaagtgc tggtgc t tcagagt 
10 cattggcagacattccatgtttctgctgttgctgctgctgctatttttgttattattattttctatgtccgltgtt 
gtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 115) 
MICA*00702 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 

15 ggaaataagacatgggacagagagaccagGgacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcal tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactGaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 

20 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
t tct.atccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
a tgt cc tgee tga tgggaa tggaacc t accagacc tgggtggccaccagga t t tgccaaggagaggagcagaggt t 
cacc tgc t aca tggaacacagcgggaalcacagcac tcaccc tgtgccc tc tg (SEQ ID NO : 1 1 6) 
MICA*00801 

25 gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
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tcaaggaccagaaagaaggcttgcattccctccaggagattagggictgtgagaiccatgaagacaacagcaccag 
gagcicccagcatttctactacgalggggagclcttcctctcccaaaacctggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctalgcatgcagactgcctgcaggaactacggcgatatctagaatccggcgtagtcctgaggagaac 
5 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctggglggccaccaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgctgttgctgctGgctgctgctatttttgttattattattttctatgtccgl 
10 tgttgtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagttg 
ggacgagtgaccacagggatgccacacagctcggattlcagcctctgatgtcagCtcttgggiccactggctccac 

t (SEQ ID NO: 117) 
MICA*00802 

gtctlcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
15 tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcallccctccaggagatiagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcatilctactacgatggggagctctlcctctcccaaaacctggagactgaggaatggacagtgccc 
cagtcclccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
20 actatcacgctatgcatgcagaclgcctgcaggaactacggcgatatctagaatccggcgtagtcctgaggagaac 
agtgccccccatgglgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
Itctatccccggaatatcatactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacclgggiggccacTaggatltgccgaggagaggagcagaggtl 
cacctgclacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
25 cattggcagacatlccatgtttctgclgttgctgctggctgctgcTatttttgttattaltattttctatgtccgt 
tgttgtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 118) 
MICA*00803 
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gtctlcgttalaacctcacggtgclgtcctgggatggatctgtgcagUagggtticttgclgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggajiaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
5 gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaat ttcUgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcAtcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
10 atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 119) 
MICA*00901 

gtcttcgttataacctcacggtgcigtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgicctg 

15 ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccclggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gagclcccagcatttctactacgatggggagctcttcctctcccaaaacGtggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaac 

20 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcacactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgciggtgcttcagagt 
cat tggcagaca ttccatgtttctgctgttgctgctgctgctgclgc tat ttttgt tat tat tali ttctatgtcc 

25 gt tgttgtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagt 
tgggacgagtgaccacagggatgccacacagctcggatttcagcctctgatgtcagCtcttgggtccactggctcc 
act(SEQ ID NO: 120) 
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MICA*00902 

gtct tcgttataacctcacgglgcigtcctgggatggatctgtgcagtcagggt t tct tgctgaggtacatctgga 
tggtcagcccl tcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggact tgacagggaacggaaaggacctcaggatgaccctggctcata 
5 tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcatttctactaTgatggggagctctlcctclcccaaaacgtggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
aetatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagicctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 

10 ttctatccccggaatatcacactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcclgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgct tcagagt 
cattggcagacattccatgtttclgctgttgctgctgctgctgctgctatttttgttattattattttctatgtcc 
gttgttgtaagaagaaaacatcagctgcagaggglccagagctcgtgagcctgcaggtcctggatcaacacccagt 

15 tgggacgagtgaccacagggatgccacacagctcggatttcagcctctgatgtcagctcttgggtccactggctcc 
acKSEQ ID NO : 1 2 1 ) 
MICA*010 

gtct I cctlataacctcacggtgctgtcctgggatggatctgtgcagtcagggtt tct tgctgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 

20 ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagc tct tec tctcccaaaacctggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaat t tcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccAgcgtagtcctgaggagaac 

25 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccGaggagaggagcagaggtt 
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cacctgclacatggaacacagcgggaatcacagcaclcaccctgtgccclctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgctgttgctgclgctgctgctatttttgttattattattttctatgtccgtt 
g 1 1 g t aagaagaaaac a t cage t gc agaggg t cc agagc t eg t gagee J gcagg t cc t gga t caac accc ag 1 1 gg 
gacgagtgaccacagggatgccacacagctcggatttcagcctctgatgtcagCtcltgggtccaclggctccact 

5 (SEQ ID NO: 122) 
MICA*011 

gtcttcgttataacctcacggtgctgtccggggatggatctgigcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 

10 tcaaggaccagaaagaaggcttgcattccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccgtgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcglagtcctgagg^gaac 
aglgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccglgacatgcagggcttctggc 

15 ttctatccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagaccigggiggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcacgctgtgccctctgggaaagtgctggtgctlcagagt 
cattggcagacattccatgtttctgctgttgctgctgctgctgctgctattttlgttattattattttctatgtct 
gttgttgtaagaagaaaacatcagctgcagagggtccagagctcglgagcctgcaggtcctggatcaacacccagt 

20 tgggacgagigaccacagggatgccacacagctcggatltcagcctctgatgtcagctcttgggtccGctggctcc 
act (SEQ ID NO: 123) 
MICA*01201 

gtcttcgttataacctcacggtgclgtcctgggatggatcigtgcagtcagggtttctcactgaggtacatctgga 
tggtcagcccticctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
25 ggaaataagacatgggacagagagaccagagacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage t c c c age a 1 1 1 c t ac t acga t ggggagc tcttcctctcccaaaacct ggagac t gaggaa t ggac aa t gc c c 
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cagtcctccagagctcagacctiggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
Tctatcacgctatgcatgcagactgcctgcaggaaclacggcgalatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccciggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
5 atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctgglgcttcagagt 
cattggcagacat tccatgtt tctgctgitgctgctgctgctatttt tgttattattat tttctatgtccgt tgtt 
gtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagttgggac 
gagtgaccacagggatgccacacagctcggattlcagcctctgatgtcagatcttgggtccactggctccact (SE 
10 Q ID NO: 124) 
MICA*01202 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttclcactgaggtacatctgga 
tggtcagccct tcct gcgc t g t gac aggc agaaa t gc agggc a a age c c c agggac ag t gggc agaagalgtcctg 
ggaaataagacatgggacagagagaccagagacttgacagggaacggaaaggacctcaggatgaccctggctcata 

15 tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcat ttc tact acgatggggagc let tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
tctatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggct tctggc 

20 ttctatccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcaAaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 125) 
MICA*013 

gtcttcgttataacctcacggtgctgtccGgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
25 tggtcagccct tec tgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
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gage tcccagcatttctactacgatggggagc tct tec tctcccaaaacctggagactgaggaalggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatt tct tgaaggaagatgccatgaagaccaagacac 
actalcacgctatgcatgcagactgcctgcaggaactacggcgatatctaGaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
5 tlctatccctggaatatcacactgagctggcgtcaggatggggtalctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccGaggagaggagcagaggtt 
cacc tgc t aca tggaacacagcgggaa t cacagcac tcaccc tgtgccc t c t (SEQ ID NO: 126) 
MICA*014 

gtcttcgttataacctcacggtgctgtccggggatggatctgtgcagtcagggtttclcgctgaggtacatctgga 
10 tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatglcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtclgtgagatccalgaagacaacagcaccag 
gage tcccagcatttctactacgatAgggagc tct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatt tct tgaaggaagatgccatgaagaccaagacac 
15 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccggcgtagtcctgaggagaaG 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctcKSEQ ID NO: 127) 
20 MICA*015 

gtcttcgttataacctcacggtgctgtccggggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
25 gage tcccagcatttctactacgatAgggagc tct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatt tct tgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
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agtgccccccatggtgaatgtcacccgcagcgaggcclcagagggca'acattaccgtgacatgcagggcttctggc 
Itclalccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
a t g t c c t gc c t ga t gggaa t ggaac c t ac c agac c t ggg 1 ggc c ac c agga 1 1 1 gc c a aggagaggagc agagg 1 1 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctggaaagtgctggtgcttcagagtc 
5 attggcagacattccatgtttctgctgttgctgctgctgctgctgctgctgctgctatttttgttaltattatttt 
ctacgtctgttgttgtaagaagaaaacatcagctgcagagggtccagGgctcgtgag(SEQ .ID NO: 128) 
MICA*016 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
iggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacaglgggcagaagatgtcctg 

10 ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggaccicaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacagtgccc 
cagtcclccagagctcagaccttggccatgaacgtcaggaal ttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaac 

15 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacalcaccgtgacatgcagggcttccagc 
ttctatccccggaataicatactgacctggcgtcaggatgggClatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cat tggcagacat tccatgt t tctgctgttgctgctgctgctgctat tt t tgt tattattatt ttctatgtccgt t 

20 gtlgtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagttgg 
gacgagigaccacagggatgccacacagctcggatttcagcctctgatgtcagCtcttgggtccactggctccact 
(SBQ ID NO: 129) 
MICA*017 

gtcttcgttalaacctcacggtgctgtccggggatggalctgtgcagtcagggtttctcgctgaggtacatctgga 
25 tggtcagccct tcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccclggctcata 
tcaaggaccagaaagaaggcttgcattccctccGggagattagggtctgtgagatccatgaagacaacagcaccag 
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gage tcccagcatttctactacgatggggagctct tec ictcccaaaacctggagaclgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgclaigcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatgglgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
5 ttctatccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctggaaagtgctggtgcttcagagtc 
attggcagacattccatgtttctgctgttgctgctgctgctgctgctgctgctgctatttttgttattattatttt 
ctacgtctgttgttgtaagaagaaaacatcagctgcagagggtccagggctcgtgagCSEQ ID NO: 130) 
10 MICA*018 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttctcactgaggtacatctgga 
t gg t c age c c 1 1 c c t gege t g t gac aggc agaaa t gc agggc aa age c c c agggac ag t gggc aga aga t g t c c t g 
ggaaataagacatgggacagagagaccagagacltgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagaliagggtctgtgagatccatgaagacaacagcaccag 

15 gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactGaggaatggacaatgccc 
cagtcctccagagclcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actat.cacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaalatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 

20 atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgUtctgctgttgctgctgctgctatttttgttattattattltctatgtccgttgtt 
gtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagttgggac 
gagtgaccacagggatgccacacagctcggat ttcagcctctgatgtcagatct tgggtccactggctccact (SE 

25 Q ID NO: 131) 
MICA*019 

gtcttcgtlataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgclgaggtacatctgga 
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tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage Icccagcatttctactacgatggggagctct tec Ictcccaaaacctggagactgaggaatggacagtgccc 
5 cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaac 
agtgccccccatggtgaatglcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcclgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
10 cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cat tggcagacat tccatgt t tetgetgt tgctgctgctgclgctat 1 1 1 tgt t a t tat tat 1 1 tc tatgtccgt t 
gttgtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagttgg 
gacgagtgKSEQ ID NO: 132) 
MICA+020 

15 gtcttcgttataacctcacggtgctgtccggggatggatctgtgcagtcagggtt tctcgctgaggtacatctgga 
tggtcagccct tcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
t c aaggac c aga aagaaggc ttgcattccctcc aggaga 1 1 aggg t c t g t gaga t c c a t gaagac aac age ac c ag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 

20 cagtcctccagagctcagaccttggccatgaacgtcaggaatt tcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtaglcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggct tctggc 
ttctatccctggaatatcacactgagctggcgtcaggatggggtatct t tgagccacgacacccagcagtgggggg 
afgtcctgcctgalgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 

25 cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgt t tctgctgttgctgctgctgctgctgcigctgctgctgcTatttttgttattat ta 
1 1 1 tc tacgtc tgt tgt tgtaagaagaaaacatcagctgcagagggtccagCSEQ ID NO: 133) 
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MICA*021 

gtcttcgttataacctcacggtgctgtcctgggaiggatctglgcagtcagggttlctcactgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccc^cagggacagtgggcagaagatgtcctg 
ggaaaCaagaca tgggacagagagaccagagac t tgacagggaacggaaaggacc tcagga tgaccc tggc t ca t a 
5 tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcattlctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccalgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
tctatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
10 ttctatccctggaatatcacactgagctggcgtcaggalggggtatctttgagccacgacacccagcagtgggggg 
a t g t c c t gc c t ga t gggaa t ggaac c t ac c aga c c t ggg t ggc c acc agga 1 1 1 gc c a aggagaggagc agagg 1 1 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 134) 
MICA*022 

gtcttcgttataacctcacggtgctglccGgggatggatctgtgcagtcagggtttctcgctgaggtacalclgga 
15 tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggact tgacagggaacggaaaggacc tcagga tgaccc tggc teat a 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcatttctactacgatggggagctcttcctctcccaaaacctggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
20 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccAgcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccGaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 135) 
25 MICA*023 

gtcttcgttataacctcacggtgctgtccGgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
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ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggci tgcat tccctccaggagaltagggtctgtgagalccatgaagacaacagcaccag 
gage tcccagcatttc tact acgatggggagctct Icctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaat ttcttgaaggaagatgccatgaagaccaagacac 
5 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacat taccgtgacatgcagggct tctggc 
t tctatccctggaatatcacactgagctggcgtcaggatggggtatctt tgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacclaccagacctgggtggccaccaggatttgccaaggagaggagcagaggU 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgctlcagagt 
10 cat tggcagacat tccatgt t tc tgctgt tgc tgc tGgc tgc Igctat 1 1 1 tgt lat tat tat 1 1 1 ct atgt ccgt 
tgttgtaa(SEQ ID NO: 136) 
MICA*024 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttctTgctgaggtacatctgga 
tggtcagccct tcctgcgctAtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 

15 ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggci tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcat ttctactacgatggggagctcttcctctcccaaaacctggagactgaggaatggacaGtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatt tct tgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccggcgtagtcctgaggagaac 

20 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatCaccgtgacatgcagggcttccagc 
t tcta tccccggaatatcacactgaCctggcgtcaggatggggta tct t tgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggt t 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 137) 
MICA*025 

25 gtcttccttataacctcacggtgctgtcctgggatggatctgtgcagtcagggt ttctTgctgaggtacatctgga 
tggtcagccct tec tgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggact tgacagggaacggaaaggacctcaggatgacGctggctcata 
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tcaaggaccagaaagaaggcttgcattccctccaggagattagggtct'gtgagatccatgaagacaacagcaccag 
gagctcccagcatttctactacgatggggagcUttcctctcccaaaacctggagactGaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaaittcttgaaggaagatgccatgaagaccaagacac 
actatcacgctalgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
5 agtgccccccatggtgaalgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggct tctggc 
ttctatccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcaclcaccctgtgcjcctctg(SEQ ID NO: 138) 
MICA*026 

10 gtcttcgttataacclcacggtgctgtcctgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
. ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 

15 cagtcctccagagctcagaccttggccatgaacgtcaggaatt tctlgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgataictaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagTgaggcctcagagggcaacattaccgtgacatgcagggct tctggc 
ttctatccctggaatatcacactgagclggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
a t g t c c t gc c t ga t gggaa t gga a c c t ac c agac c t ggg t ggc c ac c agga 1 1 1 gec aaggagaggagc agagg 1 1 

20 cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacaltccatgtttclgctgttgctgctgctgctgctgcTatttttgttattattattttctatgtcc 
gttgttgtaagaagaaaacatcagclgcagagggtccag(SEQ ID NO: 139) 
MICA*027 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
25 tggtcagccct tcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
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gage icccagcatttctactacgatggggagctct tec tctcccaaa'acctggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccaigaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatc..tagaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgaca.tgcagggcttccagc 
5 ttctatccccggaaiatcaTacigacclggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagagglt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgctgttgctgctgctgctgcTatttttgttattattattttclatgtccgtt 
gttgtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 140) 
10 MICA*028 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagalgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccaigaagacaacagcaccag 

15 gagctcccagcatttctactacgatggggagctcltcctctcccaaaacctggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcllgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaGaatccggcgtaglcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggci tctggc 
ttctatccctggaatatcacactgagclggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 

20 algtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacalggaacacagcgggaalcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacaltccatgtUclgctgttgctgctGgctgctgctatttttgttattattattttctalgtccgt 
tgttgtaa(SEQ ID NO: 141) 
MICA*029 

25 gtcttcgttataacclcacggtgctgtcctgggatggatctgtgcagtcagggtttctcgctgagglacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
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tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagacctlggccatgaacAtcaggaatttctigaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
5 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacacigagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgclggtgcltcagagt 
cattggcagacattccatgtttctgctgttgctgctgctgctatttttgttattattattttctalgtccgttgtt 
10 gtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 142) 
MICA*030 

gtcttcgllataacctcacggtgctgtccggggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 

15 tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctglgagaiccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatt tct tgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacat taccgtgacatgcagggcttctggc 

20 ttctatccctggaatatcacactgagctggcgtcaggatggggtatcttigagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatt tgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcacGctgtgccctctg(SEQ ID NO: 143) 
MICA*031 

gtcitcgttataacctcacggtgclglcctgggatggatctgtgcagtcagggtltctTgctgaggtacatctgga 
25 tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaa t aagaca tgggacagagagacc agggac i t gacagggaacggaaaggacc t cagga tgaccc tggc t ca t a 
tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
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gage tcccagcatttciactacgatggggagctci tec tctcccaaaacctggagactaaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtaglcctgaggagaac 
agtgccccccatggtgaatglcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttct^gc 
5 ttctatccctggaataicacactgagctggcgtcaggatggggtatcttlgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 144) 
MICA*032 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
10 tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggact tgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
15 TctatcacgctatgcatgcagactgcctgcaggaaetacggcgatatctaaaatccAgcgtagtcctgaggagaaG 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacactgagctggcgtcaggatggggtatctngagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 145) 
20 MICA*033 

gtcttcgtlataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagalgtcctg 
ggaaataagacatgggacagagagaccagggac t tgacagggaacggaaaggacc tcaggatgaccc tggc tcata 
tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
25 gage tcccagcattlctactacgatggggagctct tec tctcccaaaacctggagTctgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatt tct tgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaac 
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agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaicatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacclggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
cacctgc tacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
5 cat tggcagacat tccatgt t tc tgc tgt tgc tgc tgc tgc tgc tat 1 1 1 tgt t at tat tat t ttctatgtccgt t 
gttgtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 146) 
MICA*034 

glcttcgttataacctcacggtgctgtccggggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 

10 ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcatltctactacgatggggagctcttcctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagacct tggccatgaacgtcaggaatt tcttgaaggaagatgccGtgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 

15 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggct tccagc 
ttctatccccggaatatcacactgaCctggcgtcaggatggggtatctt tgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggt t 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 147) 
MICA* 035 

20 gtct tcgt lataacctcacggtgctgtccGgggatggatctgtgcagtcagggt t tctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggact tgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcalltctactacgatggggagctcttcctctcccaaaacctggagactgaggaatggacaatgccc 

25 cagtcctccagagctcagacct tggccatgaacgtcaggaatt tcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggct tccagc 
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ttctatccccggaatatcaTactgacctggcgtcaggatggggtatcttigagccacgacacccagcagtgggggg 
atgtcctgcctgaigggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccclgtgccptctg(SEQ ID NO: 148) 
MICA*036 

5 gtcttcgltataacctcacggtgctgtccggggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacclcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcattccctccaggagat tagggtctgtgagatccatgaagacaacagcaccaA 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacclggagactgaggaatggacaatgccc 

10 cagtcctccagagctcagaccttggccatgaacgtcaggaatttctlgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacactgagctggcgtcaggalggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 

15 cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 149) 
MICA*037 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccltcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 

20 tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcatttctactacgatggggagctcttcctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 

25 ttctatccccggaatatcaTactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
. atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 150) 
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MICA*038 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggt I tctcgctgaggtacalc tgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
5 tcaaggaccagaaagaaggcttgcaitccctccaggagaitagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccalgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actalcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgiagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggccfcagagggcaacatCaccgtgacatgcagggcttccagc 
10 ttctatccccggaatatcacactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtl 
cacctgctacatggaacacagcgggaatcacagcactcaccclgtgccclctg(SEQ ID NO: 151) 
MICA*039 

gtcttcgtt at aacctcacggtgctgtcctgggatggatctgtgcagtcagggtt tctcgctgaggtacalc tgga 
15 tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcati tctactacgatggggagctct tcctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
20 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacctggcgtcaggatgggCtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 152) 
25 MICA*040 

gtcttcgtt at aacctcacggtgctgtcctgggatggatctgtgcagtcagggtttctcgctgaggtacatc tgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
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ggaaataagacatgggacagagagaccagGgacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcatttctactacgaiggggagclcttcctctcccaaaacciggagactaaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaaittcttgaaggaagatgccatgaagaccaagacac 
5 actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
Itctatccctggaatatcacactgagctggcgtcaggatggggtatcttlgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 153) 
10 MICA*041 

gtcttcgUataacctcacggtgctglccggggatggaictgtgcagtcagggtttctcgctgaggGacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 

15 gagctcccagcatttctactacgatggggagctcilcctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcitgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttclggc 
ttctatccctggaaiatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 

20 atgtcctgcctgatgggaatggaacclaccagacclgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacclgctacatggaacacagcgggaalcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgclgitgctgctgctgctgctgctgctgctgctatttttgltaltattattt 
tctaCgtctgttgttgtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 154) 
MICA*042 

25 gtcttcgttataacctcacggtgc(gtcctgggatggatctgtgcagtcaggglttcltgctgaggtacatctgga 
tggtcagcccttcclgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
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tcaaggaccagaaagaaggcttgcattccctccaggagatlagggtclgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctaclacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaalttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
5 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcatactgacctggcgtcaggatggggtalctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccacTaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgigccctctg(SEQ ID NO: 155) 
MICA*043 

10 gtcttcgltataacctcacggtgctgtcctgggatggalctgtgcagtcagggtttctcgctgaggtacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcaitccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gagctcccagcatttctaclacgatggggagctcttcctctcccaaaacctggagactgaggaatggacaatgccc 

15 cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
gctatcacgctatgcatgcagactgcctgcaggaaetacggcgataictaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctatccctggaatatcacactgagctggcgtcaggatggggtalctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacclaccagacctgggtggccaccaggatttgccaaggagaggagcagagTtt 

20 cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgctgttgctgctgctgctatttttgttattattattttctatgtctgttgtt 
gtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 156) 
MICA*044 

gtcttcgttataacctcacggtgctgtccGgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
25 tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggct tgcat tccctccaggagat tagggtctglgagatccatgaagacaacagcaccag 
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gage tcccagcatttctactacgatggggagctct ice tctcccaaa&cgtggagactgaggaatggacagtgccc 
cagtcclccagagctcagaccttggccatgaacgtcaggaalttcttgaaggaagatgccatgaagaccaagacac 
. actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaaG 
agtgccccccatggtgaatgtcacccgcagcgaggccicagagggcaacatcaccgtgacatgcagggcttccagc 
5 ttctatccccggaatatcacactgaCctggcgtcaggatggggtatct ttgagccacgacacccagcagigggggg 
atglccigcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacaiggaacacagcgggaatcacagcactcaccctgtgccctctg(SEQ ID NO: 157) 
MICA*045 

gtcttcgttataacctcacggtgctglcctgggatggatctgtgcagtcagggtttctcgctgaggtacatctgga 
10 tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagalgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtclgtgagatccatgaagacaacagcaccag 
gagctcccagcatttctactacgatggggagctctlcctctcccaaaacctggagactgaggaatggacaatgccc 
cagtcctccagagctcagaccttggccaigaacgicaggaatttcttgaaggaagatgccatga'agaccaagacac 
15 actalcacgctatgcatgcagactgcctgcaggaactacggcgatatctaaaatccggcgtaglcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagtgaggcctcagagggcaacattaccgtgacatgcagggctlctggc 
t tct a tccclggaatatcacactgagclggcgtcaggatggggt ale t ttgagccacgacacccagcagigggggg 
atgtcctgcctgatgggaatggaacclaccagacctgggtggccaccaggatttgcGaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccclgtgccctctgggaaagtgctggtgcttcagagt 
20 cat tggcagacat tccatgt t tetgetgt tgctgctgctgctatt 1 1 tgt tat tattat 1 1 tc ta tgtccgt t gt t 
gtaagaagaaaacatcagctgcagagggtccag(5EQ~TD NO: 158) 
MICA*046 

gtcttcgttataacctcacgg-tgctgtccgggga.tgga.tctgtgcagtcagggtttctcgctgaggtacatc.tgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
25 ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctaclacgatggggagc tct tec tctcccaaaacctggagactgaggaatggacaatgccc 
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cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcalgcagactgcctgcaggaactacggcgatatctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcttctggc 
ttctGlccctggaatatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
5 atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgctgttgctgctgctgctgctgctgctgctgctatttttgttattattattt 
tctacgtctgltgt tgtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 159) 
MICA*047 

10 gtcttcgttataacctcacggtgctgtccggggatggatctgtgcagtcagggtttctcgctgaggGacatctgga 
tggtcagcccttcctgcgctgtgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagctct tec tctcccaaaacctggagactgaggaatggacaatgccc 

15 cagtcctccagagctcagaccttggccalgaacgtcaggaatt let tgaaggaagalgccalgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatalctaaaatccggcgtagtcctgaggagaac 
agtgccccccatggtgaatglcacccgcagcgaggcctcagagggcaacattaccgtgacatgcagggcltctggc 
ttclatccctggaalatcacactgagctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 

20 cacctgctacatggaacacagcgggaatcacagcactcacGctgtgccctctgggaaagtgctggtgcttcagagt 
cattggcagacattccatgtttctgctgttgctgctgcigctgctgciattlttgttattattattttctatgtct 
gtlgttgtaagaagaaaacatcagctgcagagggtccag(SEQ ID NO: 160) 
MICA*048 

gtcttcgttataacctcacggtgctgtcctgggatggatctglgcagtcagggittcttgctgaggtacatctgga 
25 tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 
ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagat tagggtctgtgagatccatgaagacaacagcaccag 
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gagctcccagcatitctactacgatggggagctcltcctctcccaaaacctggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccttggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaaclacggcgatatctagaatecggcgtagtcctgaggagaac 
agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacalgcagggcttccagc 
5 ttctatccccggaatatcatactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccgaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaalcacagcactcaccctgtgcccictgggaaagtgctggtgcttcagagt 
cat tggcagacat tccatgt t tc tgc tgt tgc tgc tgc tgc tgc tat 1 1 1 tgt tat t at tat 1 1 tc tatgt ccgt t 
gt tgtaagaagaaaacatcagctgcagaTggtccagagctcgtgagcctgcaggtcctggatcaacacccagttgg 
10 gacgagtgaccacagggatgccacacagctcggatttcagcctctgatgtcagctcttgggtccactggctccact 
(SEQ ID NO: 161) 
MICA*049 

gtcttcgttataacctcacggtgctgtcctgggatggatctgtgcagtcagggtttcttgctgaggtacatctgga 
tggtcagcccttcctgcgctatgacaggcagaaatgcagggcaaagccccagggacagtgggcagaagatgtcctg 

15 ggaaataagacatgggacagagagaccagggacttgacagggaacggaaaggacctcaggatgaccctggctcata 
tcaaggaccagaaagaaggcttgcattccctccaggagattagggtctgtgagatccatgaagacaacagcaccag 
gage tcccagcatttctactacgatggggagc let tec tctcccaaaacgtggagactgaggaatggacagtgccc 
cagtcctccagagctcagaccUggccatgaacgtcaggaatttcttgaaggaagatgccatgaagaccaagacac 
actatcacgctatgcatgcagactgcctgcaggaactacggcgatatctagaatccagcgtagtcctgaggagaac 

20 agtgccccccatggtgaatgtcacccgcagcgaggcctcagagggcaacatcaccgtgacatgcagggcttccagc 
ttctatccccggaatatcacactgacctggcgtcaggatggggtatctttgagccacgacacccagcagtgggggg 
atgtcctgcctgatgggaatggaacctaccagacctgggtggccaccaggatttgccaaggagaggagcagaggtt 
cacctgctacatggaacacagcgggaatcacagcactcaccctgtgccctctgggaaagtgctggtgcttcagagt 
cat tggcagacat tccatgt t tetgetgt tgctgctgctgc tgc tgctat tt t tgt tat tat tat tttctatgtcc 

25 gttgttgtaagaagaaaacatcagctgcagagggtccagagctcgtgagcctgcaggtcctggatcaacacccagt 
tgggaTgagtgaccacagggatgccacacagctcggatttcagcctctgatgtcagctcttgggtccactggctcc 
act (SEQ ID NO: 162) 
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In the following. Probe List Ml and M2 are 
shown in Tables 25-1 and 25-2 and Tables 26-1 and 26 
2 and Tables 27-1 and 27-2 and Tables 28-1 and 28-2 
respectively. 



Table 25-1 



Probe No. 

0 
1 
2 
3 
4 
5 
6 
7 
8 
9 

10 
11 
12 
13 
14 
15 
16 
17 
18 
19 
20 
21 
22 
23 
24 
25 
26 
27 
28 
29 
30 



Base Sequence 



tgg gac aga gag acc agA 
tec caa aac ctg gag act A 
g gaa eta egg cga tat eta A 
egg cga tat eta aaa tec G 
cc tgg aat ate aca ctg aG 
t att ttt gtt att att att ttc taC 
c etc acg gtg ctg tec 6 
gtg aat gtc acc cgc agT 
c gta gtc ctg agg aga aG 
t cag cct ctg atg tea gC 
cag ccc ttc ctg cgc tA 
gag act gag gaa tgg aca G 
cc egg aat ate aca ctg aC 
gec acc agg att tgc cG 
g cga tat eta gaa tec age A 
gg gac aga gag acc agG 
cc caa aac ctg gag act G 
gtt tct get gtt get get G 
ag acc tgg gtg gee acT 
t get get g get get gcT 
c acc cgc age gag gcA 
etc ttc etc tec caa aac G 
gc tec cag cat ttc tac taT 
egg cga tat eta gaa tec A 
g tea get ctt ggg tec G 
cc atg aag acc aag aca cT 
tgc caa gga gag gag caA 
gaa eta egg cga tat eta G 
c cag cat ttc tac tac gat A 
get gca gag ggt cca gG 
c tgg cgt cag gat ggg C 



( SEQ 


ID 


No: 


1) 


( SEQ 


ID 


No: 


2) 


( SEQ 


ID 


No: 


3) 


( SEQ 


ID 


No: 


4) 


( SEQ 


ID 


No: 


5) 


( SEQ 


ID 


No: 


6) 


( SEQ 


ID 


No: 


7) 


( SEQ 


ID 


No: 


8) 


C SEQ 


ID 


No: 


9) 


C SEQ 


ID 


No* 


10) 


C SEQ 


ID 


No 


: 11) 


C SEQ 


ID 


No 


: 12) 


C SEQ 


ID 


No 


: 13) 


( SEQ 


ID 


No 


: 14) 


( SEQ 


ID 


No 


: 15) 


( SEQ 


ID 


No 


: 16) 


( SEQ 


ID 


No 


: 17) 


( SEQ 


ID 


No 


• 18) 


( SEQ 


ID 


No 


• 19) 


( SEQ 


ID 


No 


: 20) 


( SEQ 


ID 


No 


: 21) 


( SEQ 


ID 


No 


: 22) 


( SEQ 


ID 


No 


: 23) 


( SEQ 


ID 


No 


: 24) 


( SEQ 


ID 


No 


25) 


( SEQ 


ID 


No 


26) 


( SEQ 


ID 


No 


: 27) 


( SEQ 


ID 


No 


: 28) 


( SEQ 


ID 


No 


: 29) 


( SEQ 


ID 


No 


: 30) 


( SEQ 


ID 


No 


: 31) 
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Table 25-2 



Probe No, 



Base Sequence 



31 
32 
33 
34 
35 
36 
37 
38 
39 
40 
41 
42 
43 
44 
45 
46 
47 
48 
49 
50 
51 



ggc ttg cat tec etc cG 
c cca gtt ggg acg agt gT 
ct get get get get gcT 
a gaa gat gtc ctg gga aaC 
t gtg cag tea ggg ttt ctT 
gee tea gag 99c aac atC 
ct get get get get gcT 
ttc tat ccc egg aat ate aT 
gtt get get get get gcT 
cag ace ttg gee atg aac A 
gg aat cac age act cac G 
a egg cga tat eta aaa tec A 
etc tec caa aac ctg gag T 
ttc ttg aag gaa gat gec G 
cat gaa gac aac age acc aA 
ggg ttt etc get gag gG 
caa gga gag gag cag agT 
g gee acc agg att tgc G 
c agg get tct ggc ttc tG 
ag aaa aca tea get gca gaT 
at caa cac cca gtt ggg aT 



SEQ 


ID 


No: 


32) 


SEQ 


ID 


No: 


33) 


SEQ 


ID 


No: 


34) 


SEQ 


ID 


No: 


35) 


SEQ 


ID 


No: 


36) 


SEQ 


ID 


No: 


37) 


SEQ 


ID 


No: 


38) 


SEQ 


ID 


No: 


39) 


SEQ 


ID 


No: 


40) 


SEQ 


ID 


No 


41) 


SEQ 


ID 


NO 


: 42) 


SEQ 


ID 


No 


: 43) 


SEQ 


ID 


No 


: 44) 


SEQ 


ID 


No 


: 45) 


SEQ 


ID 


No 


: 46) 


SEQ 


ID 


No 


: 47) 


SEQ 


ID 


No 


: 48) 


SEQ 


ID 


No 


: 49) 


SEQ 


ID 


No 


: SO) 


SEQ 


ID 


No 


: 51) 


SEQ 


ID 


No 


: 52) 
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Table 26-1 i 



Probe No. 


Base 


Sequence 




0 


a gag acc agA gac ttg aca 


( SEQ 


ID 


No: 


53; 


1 


ctg gag act Aag gaa tgg a 


( SEQ 


ID 


No: 


54) 


2 


cga tat eta Aaa tec ggc g 


( SEQ 


ID 


No: 


55) 


3 


eta aaa tec Ggc gta gtc c 


( SEQ 


ID 


No: 


56) 


4 


c aca ctg aGc tgg cgt c 


( SEQ 


ID 


No: 


57) 


5 


• t ■ ■ j • i A *_ A. —A. A. ■ 1. X 

att att ttc taC gtc tgt tgt t 


( SEQ 


ID 


No: 


58) 


6 


tg ctg tec Ggg gat gga 


( SEQ 


ID 


No: 


59) 


7 


acc cgc agT gag gec tc 


( SEQ 


ID 


No: 


60) 


8 


g agg aga aGa gtg ccc c 


( SEQ 


ID 


No: 


61 ) 


9 


tg atg tea gut cvt ggg vc 


( SEQ 


ID 


No 


D £.1 


10 


c ctg cgc tAt gac agg c 


( SEQ 


ID 


No 


: 63) 


11 


gaa tgg aca Gtg ccc cag 


( SEQ 


ID 


No 


: 64) 


12 


c aca ctg aCc tgg cgt c 


( SEQ 


ID 


No 


: 65) 


13 


gg att tgc cGa gga gag g 


( SEQ 


ID 


No 


: 66) 


14 


gaa tec age At a gtc ctg a 


( SEQ 


ID 


No 


: 67) 


15 


a gag acc agG gac ttg ac 


( SEQ 


ID 


No 


: 68) 


16 


ctg gag act Gag gaa tgg 


( SEQ 


ID 


No 


: 69) 


17 


gtt get get G get get g 


< SEQ 


ID 


No 


: 70) 


18 


g gtg gec acT agg att tg 


( SEQ 


ID 


No 


: 71) 


19 


get get g get get gcT a 


( SEQ 


ID 


No 


: 72) 


20 


age gag gcA tea gag gg 


( SEQ 


ID 


No 


: 73) 


21 


tec caa aac Gtg gag act g 


( SEQ 


ID 


No 


: 74) 


22 


at ttc tac taT gat ggg gag 


( SEQ 


ID 


No 


: 75) 


23 


eta gaa tec Age gta gtc c 


( SEQ 


ID 


No 


: 76) 


24 


t ggg tec Get ggc tec 


( SEQ 


ID 


No 


: 77) 


25 


cc aag aca cTc tat cac gc 


< SEQ 


ID 


No 


: 78) 


26 ' 


a gag gag caA agg ttc acc 


( SEQ 


ID 


No 


: 79) 


27 


cga tat eta Gaa tec ggc g 


( SEQ 


ID 


No 


: 80) 


28 


tac tac gat Agg gag etc t 


( SEQ 


ID 


No 


: 81) 


29 


g ggt cca gGg etc gtg 


( SEQ 


ID 


No 


: 82) 


30 


cag gat ggg Cta tct ttg a 


( SEQ 


ID 


No 


: 83) 
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Table 26-2 



Probe No. Base Sequence 

31 at tec etc cGg gag att ag (Seq id no: 84) 

32 t get get get get gcT at <seq id no: 85) 

33 ct get get gcT att ttt gtt <seq id No: 86) 

34 c ctg gga aaC aag aca tgg (seq id no: 87) 

35 a ggg ttt ctT get gag gta (SEQ id No: 88) 

36 g ggc aac atC acc gtg ac (SEQ * D No: 89) 

37 get get get get gcT att <seq id no: 90) 

38 egg aat ate aTa ctg acc tg ( SE Q ID No: 91) 

39 gee atg aac Ate agg aat tt (SEQ id No: 92) 

40 gc act cac Get gtg ccc (SEQ id no: 93) 

41 eta aaa tec Age gta gtc c ( seq id No: 94) 

42 aac ctg gag Tct gag gaa t ( seq id No: 95) 

43 gaa gat gee Gtg aag acc ( seq id no: 96) 

44 c age acc aAg age tec c ( seq id no: 97) 

45 c get gag gGa cat ctg g ( SEQ ID No: 98) 

46 g gag cag agT ttc acc tg ( seq id no: 99) 

47 agg att tgc Gaa gga gag g ( seq id no: 100) 

48 ct ggc ttc tGt ccc tgg a (SEQ id no: 101) 

49 a get gca gaT ggt cca ga (seq id No: 102) 

50 ca gtt ggg aTg agt gac c ( SEQ id No: 103) 
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Table 27-1 

Allele Number Probe Number for Detection 



HICA*001 


0 


1 


KICA*00201 


5 




HICA*00202 


6 


7 


NICA*004 


8 


9 


MICA*005 

f l A vn T www 


10 


11 


MICA*006 


14 




MICA* 00701 


7 




MICA*00702 


15 


16 


HICA*00801 


17 


9 


NICA*00802 


18 


19 


HICA*00803 


20 




MICA*00901 


21 


9 


HICA*0Q902 


22 




MICA*010 


23 


13 


HICA*011 


2* 




MICA*01201 


25 




HICA*01202 


2a 




MICA>013 


6 


27 


MICA*0K 


28 


8 


MICA*015 


28 


29 


MICA*016 


30 




HICA*017 


31 




MICA*018 


16 




MICA*©19 


32 




MICA*020 


33 




H1CA*021 


34 




HICA*022 


6 


23 


MICA*023 


6 


17 


MICA*024 


35, 


10 


MICA*025 


35 


16 



12 13 



13 



13 

11 36 12 
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Table 27-2 

Allele Number Probe Number for Detection 



HICA*026 


7. 


37 


HICA*027 


38 


39 


HICA*028 


27 


17 


HICA*029 


40 




NICA*030 


41 




HICA*031 


35 




MICA*032 


25 


42 


HICA*033 


43 




MICA*034 


44 


12 


HICA*035 


6 


38 


HICA*036 


45 




MICA*037 


38 




MICA*038 


36 




MICA*039 


30 




MICA*040 


15 




MICA*041 


, *"46 


5 


MICA*042 


18 




MICA*043 


47 




HICA*044 


6 


8 


NICA*045 


48 




MICA*046 


49 




MICA*047 


46 


41 


HICA*048 


50 




MICA*049 


51 





WO 2005/063985 



703 



PCT/JP2004/019763 



Table 28-1 

Allele Number Probe Number for Detection 



MICA*001 


0 


1 


HICA*00201 


5 




MICA*00202 


6 


7 


HICA*004 


8 


9 


MICA*005 


to 


11 


HICA*006 


14 




MICA*00701 


7 




MICA*00702 


15 


16 


MICA*00801 


17 


9 


MICA*00802 


18 


19 


MICA*00803 


20 




MICA*00901 


21 


9 


MICA*00902 


22 




NICA*0t0 


23 


13 


MICA*011 


24 




MICA*01201 


25 




HICA*01202 


26 




HICA*013 


6 


27 


MICA*014 


28 


8 


MICA*015 


28 


29 


HICA*016 


30 


9 


MICA*017 


31 




KICA*018 


16 




HICA*019 


23 


13 


MICA*020 


33 
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Table 28-2 

Allele Number Probe Number for Detection 



MTCA*021 


34 






6 


23 




6 


17 




35 


10 




35 


16 




7 


37 




38 


32 




27 


17 




39 




MICA*030 


40 




MICA*031 


35 




MICA*032 


25 


41 


MICA*Q33 


42 




HICA*034 


43 


12 


MICA*035 


6 


38 


HICA*036 


44 




HICA*037 


38 




M1CA»038 


36 




MICA*039 


30 




HICA*040 


15 




H1CA*041 


45 


5 


MICA*042 


18 




MICA*043 


45 




MICA*044 


6 


8 


HICA*045 


47 




HICA*046 


48 




MICA*047 


45 


40 


MICA*048 


49 




HICA*049 


50 
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The present invention is not limited to the 
above embodiments and various changes and 
modifications can be made within the spirit and scope 
of the present invention. Therefore, to apprise the 
5 public of the scope of the present invention, the 
following claims are made. 



This application claims priority from Japanese 
10 Patent Application Nos . 2003-430553 filed on December 
25, 2003, 2003-430554 filed on December 25, 2003, 
2003-430555 filed on December 25, 2003, 2003-430556 
filed on December 25, 2003, 2003-430557 filed on 
December 25, 2003, 2003-430558 filed on December 25, 
15 2003 and 2003-430559 filed on December 25, 2003, 

which are hereby incorporated by reference herein. 



